
 Mascot Search Results

User            : Tosifusa Toda 
Email           : ttoda@proteome.jp 
Search title    : TIG3-ssp1312 
Database        : SwissProt 2017_12 (556388 sequences; 199430408 residues) 
Taxonomy        : Homo sapiens (human) (20245 sequences) 
Timestamp       : 25 Dec 2017 at 04:39:49 GMT 
Top Score       : 116 for VIME_HUMAN, Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 

Mascot Score Histogram

Protein score is -10*Log(P), where P is the probability that the observed match is a random event. 
Protein scores greater than 56 are significant (p<0.05). 

 

Concise Protein Summary Report

Format As  6Concise Protein Summary  Help 

 Significance threshold p< 0.05  Max. number of hits AUTO  

 Preferred taxonomy 6All entries

Re-Search All    Search Unmatched  

1.    VIME_HUMAN    Mass: 53676    Score: 116    Expect: 5.1e-08  Matches: 13

 Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4

      ZN878_HUMAN    Mass: 63211    Score: 23     Expect: 97  Matches: 4

 Zinc finger protein 878 OS=Homo sapiens GN=ZNF878 PE=3 SV=2

      ZN275_HUMAN    Mass: 49780    Score: 22     Expect: 1.1e+02  Matches: 4

 Zinc finger protein 275 OS=Homo sapiens GN=ZNF275 PE=1 SV=2

      GLNA_HUMAN    Mass: 42665    Score: 22     Expect: 1.1e+02  Matches: 4

 Glutamine synthetase OS=Homo sapiens GN=GLUL PE=1 SV=4

      CX7B2_HUMAN    Mass: 9129     Score: 22     Expect: 1.4e+02  Matches: 3

 Cytochrome c oxidase subunit 7B2, mitochondrial OS=Homo sapiens GN=COX7B2 PE=3 SV=2

      CC74A_HUMAN    Mass: 41808    Score: 22     Expect: 1.4e+02  Matches: 4

 Coiled-coil domain-containing protein 74A OS=Homo sapiens GN=CCDC74A PE=2 SV=1

      KCTD1_HUMAN    Mass: 29671    Score: 21     Expect: 1.6e+02  Matches: 3

 BTB/POZ domain-containing protein KCTD1 OS=Homo sapiens GN=KCTD1 PE=1 SV=1

      BRK1_HUMAN    Mass: 8796     Score: 20     Expect: 2e+02  Matches: 2

 Protein BRICK1 OS=Homo sapiens GN=BRK1 PE=1 SV=1

      YC023_HUMAN    Mass: 10927    Score: 20     Expect: 2.1e+02  Matches: 2

 Putative uncharacterized protein LOC152225 OS=Homo sapiens PE=5 SV=1

      PENK_HUMAN    Mass: 31166    Score: 20     Expect: 2.2e+02  Matches: 3

 Proenkephalin-A OS=Homo sapiens GN=PENK PE=1 SV=1

      ZN169_HUMAN    Mass: 70155    Score: 20     Expect: 2.3e+02  Matches: 4

 Zinc finger protein 169 OS=Homo sapiens GN=ZNF169 PE=1 SV=3
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