NS Mascot Search Results

Peptide View

MS/MS Fragmentation of ALALANSDSVHIEDWPR
Found in XP_006176945.2 in NCBIprot, PREDICTED: LOW QUALITY PROTEIN: steroid hormone receptor ERR1 [Camelus ferus]

Match to Query 72: 1892.317448 from(947.166000,2+) intensity(6753209.0000) index(86)
Title: Cmpd 87, +MSn(947.17), 10.2 min
Data file LM_26%.mgf
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Monoisotopic mass of neutral peptide Mr(calc): 1892.9380
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Ions Score: 18 Expect: 5e+02
Matches : 4/164 fragment ions using 8 most intense peaks (help)
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2| 185.1285| 93.0679 L |1822.9082(911.9578|1805.8817]903.4445|1804.8977]902.9525|16
3| 256.1656]128.5864 A |1709.8242855.4157|1692.7976|846.9024|1691.8136|846.4104 (15
4| 369.2496]185.1285 L |71638.78711819.897211621.7605|811.3839(1620.7765|810.8919|14
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16]1719.8337(860.420511702.8071|851.9072{1701.8231|851.4152| P | 272.1717{136.5895| 255.1452|128.0762
17 175.1190| 88.0631| 158.0924| 79.5498
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NCBI BLAST search of ALALANSDSVHIEDWPR
(Parameters: blastp, nr protein database, expect=20000, no filter, PAM30)
Other BLAST web gateways

All matches to this query

Score| Mr(calc) | Delta Sequence

17.8 11892.9380(-0.6206 | ALALANSDSVHIEDWPR
10.6 |1892.0268(0.2906 |IHLQTIHDSNYILAVR

8.9 1893.0432|-0.7257|GELQSLQSHLAKLGSLGR
6.2 11892.8727]-0.5552 | DPRSFMLGFESLDDEHK
6.2 |1891.9500(0.3674 |EERPGEGSPAPGRDAVLR
6.2 |1891.8583(0.4591 |MLLIGFSGEEDYLDMK
6.2 |1891.8379(0.4795 |SSGFTMSPRAMWSLMR
5.0 |1892.8687|-0.5512|NLTEGPLAGAEMDPAHDR
4.9 ]1891.9925(0.3250 |SVTLGPSLSLSNISGMSVK
4.8 [1892.9172|-0.5997 |SGLVAQMGAMRFMHLGR

Mascot: http://www.matrixscience.com/



https://www.ncbi.nlm.nih.gov/blast/Blast.cgi?ALIGNMENTS=50&ALIGNMENT_VIEW=Pairwise&AUTO_FORMAT=Semiauto&CLIENT=web&DATABASE=nr&DESCRIPTIONS=100&ENTREZ_QUERY=(none)&EXPECT=20000&FORMAT_BLOCK_ON_RESPAGE=None&FORMAT_OBJECT=Alignment&FORMAT_TYPE=HTML&GAPCOSTS=9+1&I_THRESH=0.001&LAYOUT=TwoWindows&MATRIX_NAME=PAM30&NCBI_GI=on&PAGE=Proteins&PROGRAM=blastp&QUERY=ALALANSDSVHIEDWPR&SERVICE=plain&SET_DEFAULTS.x=32&SET_DEFAULTS.y=7&SHOW_OVERVIEW=on&WORD_SIZE=2&END_OF_HTTPGET=Yes
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