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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 0
# of MS/MS Scans 307

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 14
Peptide Sequences 13

Table 4. PTM profile.
Name ∆Mass #PSM Position

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 6
Proteins 39
Proteins (#Unique Peptides) 0 (>2); 0 (=2); 39 (=1);
FDR (Peptide-Spectrum Matches) 21.4%
FDR (Peptide Sequences) 23.1%
FDR (Protein) 2.6%
De Novo Only Spectra 4

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
IT-TOF 0 0 0 0 13

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 37
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_1.mgf
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: 3D Ion Trap
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

3 4 tr|A0A0L7LEM8|A0A0L7LEM8_9NEOP 23.54 1 1 1 N 105320 Sterile alpha and TIR motif-containing protein 1 OS=Operoph
tera brumata GN=OBRU01_09756 PE=4 SV=1

2 2 tr|A0A0M8ZN23|A0A0M8ZN23_9HYME 23.40 2 1 1 N 35683 Cysteine and histidine-rich domain-containing protein OS=Me
lipona quadrifasciata GN=WN51_08722 PE=4 SV=1

2 3 tr|A0A0K2UTD0|A0A0K2UTD0_LEPSM 23.40 1 1 1 N 61169 Bestrophin homolog OS=Lepeophtheirus salmonis PE=3 SV=
1

4 5 tr|K7J505|K7J505_NASVI 22.61 1 1 1 N 141606 Uncharacterized protein OS=Nasonia vitripennis PE=4 SV=1

5 6 tr|A0A0P5PMM1|A0A0P5PMM1_9CRUS 22.09 7 1 1 N 10537 Uncharacterized protein OS=Daphnia magna PE=4 SV=1

5 7 tr|A0A0P6HUU9|A0A0P6HUU9_9CRUS 22.09 4 1 1 N 16290 Uncharacterized protein OS=Daphnia magna PE=4 SV=1

5 8 tr|A0A0P5ZY29|A0A0P5ZY29_9CRUS 22.09 4 1 1 N 19499 Uncharacterized protein (Fragment) OS=Daphnia magna PE=
4 SV=1

5 9 tr|A0A0P6CN45|A0A0P6CN45_9CRUS 22.09 3 1 1 N 20689 Uncharacterized protein (Fragment) OS=Daphnia magna PE=
4 SV=1

5 10 tr|A0A1Y1MQ48|A0A1Y1MQ48_PHOPY 22.09 3 1 1 N 23985 Uncharacterized protein OS=Photinus pyralis PE=4 SV=1

5 11 tr|A0A1Y1MNG8|A0A1Y1MNG8_PHOPY 22.09 3 1 1 N 27379 Uncharacterized protein OS=Photinus pyralis PE=4 SV=1

5 16 tr|T1L0D8|T1L0D8_TETUR 22.09 1 1 1 N 53600 Uncharacterized protein OS=Tetranychus urticae GN=107369
126 PE=4 SV=1

5 18 tr|A0A195EUT9|A0A195EUT9_9HYME 22.09 1 1 1 N 64817 Ecdysteroid UDP-glucosyltransferase OS=Trachymyrmex sept
entrionalis GN=ALC56_13778 PE=4 SV=1

5 41 tr|A0A151WPW6|A0A151WPW6_9HYME 22.09 0 1 1 N 148791 Ecdysteroid UDP-glucosyltransferase (Fragment) OS=Trachy
myrmex zeteki GN=ALC60_11023 PE=4 SV=1

1 12 tr|A0A2A3EFD7|A0A2A3EFD7_APICC 22.04 2 1 1 N 33838 Hemolymph protein OS=Apis cerana cerana GN=APICC_0102
4 PE=4 SV=1

total 39 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

1 13 tr|A0A0P5PCC8|A0A0P5PCC8_9CRUS 22.04 1 1 1 N 47674 Putative 116 kDa U5 small nuclear ribonucleoprotein compon
ent protein (Fragment) OS=Daphnia magna PE=4 SV=1

1 14 tr|A0A0P5UGL7|A0A0P5UGL7_9CRUS 22.04 1 1 1 N 48004 Putative 116 kDa U5 small nuclear ribonucleoprotein compon
ent protein (Fragment) OS=Daphnia magna PE=4 SV=1

1 15 tr|W5J9B5|W5J9B5_ANODA 22.04 1 1 1 N 47006 Uncharacterized protein OS=Anopheles darlingi GN=AND_00
9030 PE=4 SV=1

1 17 tr|A0A0A9WTJ7|A0A0A9WTJ7_LYGHE 22.04 1 1 1 N 57678 Homoserine kinase OS=Lygus hesperus GN=thrB_8 PE=4 SV
=1

1 20 tr|A0A0P5AC35|A0A0P5AC35_9CRUS 22.04 1 1 1 N 74883 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 21 tr|A0A0P5SVT9|A0A0P5SVT9_9CRUS 22.04 1 1 1 N 80592 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 22 tr|A0A0P5Z225|A0A0P5Z225_9CRUS 22.04 1 1 1 N 91653 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 23 tr|A0A0P6GST7|A0A0P6GST7_9CRUS 22.04 1 1 1 N 94169 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna GN=APZ42_020697 PE=4 SV=1

1 24 tr|A0A0P4WTI5|A0A0P4WTI5_9CRUS 22.04 1 1 1 N 94065 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 25 tr|A0A0P5IVR0|A0A0P5IVR0_9CRUS 22.04 1 1 1 N 94184 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 26 tr|A0A0P5TSN9|A0A0P5TSN9_9CRUS 22.04 1 1 1 N 94277 116 kDa U5 small nuclear ribonucleoprotein component prote
in OS=Daphnia magna PE=4 SV=1

1 67 tr|A0A2A3ERZ8|A0A2A3ERZ8_APICC 22.04 0 1 1 N 189462 Deleted in lung and esophageal cancer protein OS=Apis cera
na cerana GN=APICC_07252 PE=4 SV=1

1 213 tr|Q7Q293|Q7Q293_ANOGA 22.04 0 1 1 N 475780 AGAP003967-PA OS=Anopheles gambiae GN=1278787 PE=3
SV=5

6 32 tr|A0A0C9QED2|A0A0C9QED2_9HYME 20.81 2 1 1 N 34481 ZNF512B_1 protein OS=Fopius arisanus GN=ZNF512B_1 PE=
4 SV=1

6 34 tr|A0A1D2MGM0|A0A1D2MGM0_ORCCI 20.81 2 1 1 N 45605 Putative zinc finger protein OS=Orchesella cincta GN=Ocin01
_14551 PE=4 SV=1

6 36 tr|A0A0C9RGU6|A0A0C9RGU6_9HYME 20.81 1 1 1 N 44691 ZNF512B_4 protein (Fragment) OS=Fopius arisanus GN=ZNF
512B_4 PE=4 SV=1

6 37 tr|E9IFI6|E9IFI6_SOLIN 20.81 1 1 1 N 44260 Uncharacterized protein (Fragment) OS=Solenopsis invicta G
N=SINV_16067 PE=4 SV=1

6 49 tr|A0A0P4ZHG8|A0A0P4ZHG8_9CRUS 20.81 1 1 1 N 75254 Clip-domain serine protease OS=Daphnia magna PE=3 SV=1

6 54 tr|A0A0N7ZRG5|A0A0N7ZRG5_9CRUS 20.81 1 1 1 N 79723 Clip-domain serine protease OS=Daphnia magna PE=3 SV=1

6 55 tr|A0A0P5TVI3|A0A0P5TVI3_9CRUS 20.81 1 1 1 N 80185 Clip-domain serine protease OS=Daphnia magna PE=3 SV=1

6 56 tr|A0A0P6E702|A0A0P6E702_9CRUS 20.81 1 1 1 N 80167 Clip-domain serine protease OS=Daphnia magna PE=3 SV=1

6 59 tr|A0A0P6C0G6|A0A0P6C0G6_9CRUS 20.81 1 1 1 N 86960 Clip-domain serine protease OS=Daphnia magna PE=3 SV=1

6 60 tr|A0A212ESI2|A0A212ESI2_DANPL 20.81 1 1 1 N 93715 V-type proton ATPase subunit a OS=Danaus plexippus plexip
pus GN=KGM_208959 PE=3 SV=1

6 99 tr|A0A0Q9WN59|A0A0Q9WN59_DROVI 20.81 0 1 1 N 178848 Uncharacterized protein, isoform B OS=Drosophila virilis GN=
Dvir\GJ20346 PE=4 SV=1

6 107 tr|B4LSM1|B4LSM1_DROVI 20.81 0 1 1 N 188625 Uncharacterized protein, isoform A OS=Drosophila virilis GN=
Dvir\GJ20346 PE=4 SV=1

total 39 proteins

tr|A0A0L7LEM8|A0A0L7LEM8_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.CKMDTER.K Y 23.54 881.3735 -23.2 441.6838 2 0.15 29 1 835 841

total 1 peptides

tr|A0A0M8ZN23|A0A0M8ZN23_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPNVSPT.L Y 23.40 714.3548 119.4 715.4474 1 0.42 217 1 116 122

total 1 peptides

tr|A0A0K2UTD0|A0A0K2UTD0_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.TPNVSPT.S Y 23.40 714.3548 119.4 715.4474 1 0.42 217 1 473 479

total 1 peptides

tr|K7J505|K7J505_NASVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.TPGGSVPT.I Y 22.61 714.3548 -38.6 715.3345 1 0.42 216 1 928 935

total 1 peptides

tr|A0A0P5PMM1|A0A0P5PMM1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.FYPPPF.R Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 12 17

total 1 peptides

tr|A0A0P6HUU9|A0A0P6HUU9_9CRUS back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.FYPPPF.R Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 12 17

total 1 peptides

tr|A0A0P5ZY29|A0A0P5ZY29_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.FYPPPF.F Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 162 167

total 1 peptides

tr|A0A0P6CN45|A0A0P6CN45_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.FYPPPF.F Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 162 167

total 1 peptides

tr|A0A1Y1MQ48|A0A1Y1MQ48_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.FYPPPF.S Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 54 59

total 1 peptides

tr|A0A1Y1MNG8|A0A1Y1MNG8_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.FYPPPF.S Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 54 59

total 1 peptides

tr|T1L0D8|T1L0D8_TETUR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.FYPPPF.S Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 45 50

total 1 peptides

tr|A0A195EUT9|A0A195EUT9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.FYPPPF.P Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 542 547

total 1 peptides

tr|A0A151WPW6|A0A151WPW6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.FYPPPF.P Y 22.09 766.3690 -26.8 767.3557 1 0.30 259 1 1273 1278

total 1 peptides

tr|A0A2A3EFD7|A0A2A3EFD7_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.TDSLLT.F Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 166 171

total 1 peptides

tr|A0A0P5PCC8|A0A0P5PCC8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A0P5UGL7|A0A0P5UGL7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|W5J9B5|W5J9B5_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDSLLT.M Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 6 11

total 1 peptides

tr|A0A0A9WTJ7|A0A0A9WTJ7_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TDSLLT.A Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 380 385

total 1 peptides

tr|A0A0P5AC35|A0A0P5AC35_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 245 250

total 1 peptides

tr|A0A0P5SVT9|A0A0P5SVT9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A0P5Z225|A0A0P5Z225_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 277 282

total 1 peptides

tr|A0A0P6GST7|A0A0P6GST7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A0P4WTI5|A0A0P4WTI5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A0P5IVR0|A0A0P5IVR0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A0P5TSN9|A0A0P5TSN9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLLT.K Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 298 303

total 1 peptides

tr|A0A2A3ERZ8|A0A2A3ERZ8_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TDSLLT.F Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 353 358

total 1 peptides

tr|Q7Q293|Q7Q293_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.TDSLLT.W Y 22.04 648.3330 133.6 649.4269 1 0.27 158 2 3209 3214

total 1 peptides



16/03/2023, 15:15 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p1/protein.html 13/16

tr|A0A0C9QED2|A0A0C9QED2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.I Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 228 233

total 1 peptides

tr|A0A1D2MGM0|A0A1D2MGM0_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.VDKPYF.C Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 35 40

total 1 peptides

tr|A0A0C9RGU6|A0A0C9RGU6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.I Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 315 320

total 1 peptides

tr|E9IFI6|E9IFI6_SOLIN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.V Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 306 311

total 1 peptides

tr|A0A0P4ZHG8|A0A0P4ZHG8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.H Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 326 331

total 1 peptides

tr|A0A0N7ZRG5|A0A0N7ZRG5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.H Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 375 380

total 1 peptides

tr|A0A0P5TVI3|A0A0P5TVI3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.H Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 375 380

total 1 peptides

tr|A0A0P6E702|A0A0P6E702_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.H Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 375 380

total 1 peptides

tr|A0A0P6C0G6|A0A0P6C0G6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.H Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 375 380

total 1 peptides

tr|A0A212ESI2|A0A212ESI2_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.VDKPYF.F Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 489 494

total 1 peptides

tr|A0A0Q9WN59|A0A0Q9WN59_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.P Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 226 231

total 1 peptides

tr|B4LSM1|B4LSM1_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.VDKPYF.P Y 20.81 767.3854 -26.1 768.3726 1 0.29 260 1 316 321

total 1 peptides
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