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1. Notes
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proteins

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the

corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident

database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data.
# of MS Scans 0
# of MS/MS Scans 322

Table 2. Result filtration parameters.

Peptide -10IgP >15
Protein -101gP >20
Proteins unique peptides >0
De novo ALC Score >50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 33
Peptide Sequences 33
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Table 4. PTM profile.
Name AMass #PSM Position
Carbamidomethyl  57.02 3 C
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10
74

Protein Groups

Proteins

Proteins (#Unique Peptides)
FDR (Peptide-Spectrum Matches) 21.2%

FDR (Peptide Sequences) 21.2%
FDR (Protein) 27.0%
De Novo Only Spectra 3

3. Experiment Control

0(>2); 0 (=2); 74 (=1);

proteins

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3

IT-TOF 26 5 2

4. Other Information

Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
Carbamidomethylation: 57.02
Variable Modifications:
Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 45
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Protein List

4+

Table 7. Instrument parameters.
Fractions: D_3.mgf
Ion Source: ESI(nano-spray)

900 1,000 1,100

Fragmentation Mode: CID, CAD(y and b ions)

MS Scan Mode: 3D Ion Trap

MS/MS Scan Mode: Time of Flight (TOF)

Protein | Protein - _ Coverage - - Avg. P
Group D Accession 10IgP (%) #Peptides | #Unique |PTM Mass Description
3 2221 tr|AOA1W6EVV2|AOAIW6EVV2 9HYME | 38.01 3 1 1 N 44539 | Hyaluronidase OS=Ampulex compressa PE=2 SV=1
7 2248 |tr|AOA182SXW9|AOA182SXW9 9DIPT | 26.37 4 1 1 N 18534 | Uncharacterized protein OS=Anopheles maculatus PE=4 SV=1
7 2255 |tr|AOAONSDDY6|AOAON8SDDY6 9CRUS | 26.37 3 1 1 N 21674 | Apolipoprotein d OS=Daphnia magna PE=4 SV=1
7 2259 |tr|AOA182N890|A0A182N890 9DIPT 26.37 3 1 1 N 22968 | Uncharacterized protein OS=Anopheles dirus PE=4 SV=1
7 2266 |tr|AOA182YFN2|AOA182YFN2 ANOST 26.37 3 1 1 N 26461 | Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1
7 2267 |tr|AOA1A9U4E8|AOA1A9U4E8 ANOST 26.37 3 1 1 N 26953 | Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1
7 2269 |tr|AOALD2NEM6|AOALID2NEM6 ORCCI | 26.37 5 1 1 N 30507 Uncharacterized protein OS=0Orchesella cincta GN=0cin01_02
999 PE=4 SV=1
7 2270 |tr|AOA1D2MIF2|AOALD2MIF2 ORCCI 26.37 5 1 1 N 31559 Uncharacterized protein OS=0Orchesella cincta GN=0cin01_13
905 PE=4 SV=1
7 2274 |tr|AOA1SI1X2F2|AOA151X2F2 OHYME | 26.37 2 1 1 N | 34481|Yncharacterized protein OS=Trachymyrmex zeteki GN=ALC60
_06533 PE=4 SV=1
7 2291 |tr|AOA1A9WR47|A0OA1A9WR47 9MUSC | 26.37 1 1 1 N 65223 | Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1
7 2300 |tr|AOA1L8DSR7|AOA1L8DSR7 9DIPT 26.37 1 1 1 N 74696 | Putative e3 ubiquitin ligase OS=Nyssomyia neivai PE=4 SV=1
7 2301 tr|AOA1L8DSL4|AOA1L8DSL4 9DIPT 26.37 1 1 1 N 74682 | Putative e3 ubiquitin ligase OS=Nyssomyia neivai PE=4 SV=1
7 2325 |tr|AOAOJ7KIDS|AOAQI7KIDS LASNI 26.37 0 1 1 N | 146071 i‘g@ﬂqger protein 687 OS=Lasius niger GN=RF55_10078 PE=
total 74 proteins
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Protein Protein - _ Coverage - - Avg. e
Group D Accession 10IgP (%) #Peptides | #Unique |PTM Mass Description
7 2343 |tr|AOA1YIN3M1|AOAIYIN3M1 PHOPY | 26.37 0 1 1 N | 178802 |gncharacterized protein (Fragment) OS=Photinus pyralis PE=4
4 2223 |tr|AOA182N577|A0A182N577 9DIPT 25.11 1 1 1 N 174669 | Uncharacterized protein OS=Anopheles dirus PE=4 SV=2
9 2250 |tr|AOAIA9Y4N1|AOAIAOYAN] GLOFE | 23.84 4 1 1 N | 16154 |gncharacterized protein 0S=Glossina fuscipes fuscipes PE=4 S
Bifunctional heparan sulfate N-deacetylase/N-sulfotransferase
9 2256 |tr|V5GIC8|V5GIC8 ANOGL 23.84 4 1 1 N 18131 | (Fragment) OS=Anoplophora glabripennis GN=NDST PE=4 SV
=1
Uncharacterized protein OS=Danaus plexippus plexippus GN=
9 2284 |tr|AOA212FE53|A0A212FE53 DANPL 23.84 2 1 1 N 38803 KGM_208095 PE=4 SV=1
Vacuolar protein sorting-associated protein 54 (Fragment) OS
9 2290 |tr|AOAO87UESS5|AOAO087UESS5 SARAC 23.84 1 1 1 N 50662 =Stegodyphus mimosarum GN=X975_19258 PE=4 SV=1
9 2292  |tr]AOAOCORF26|AOAOCORF26 9HYME | 23.84 1 1 1 N 65441 \Z/ZPHZJ protein OS=Fopius arisanus GN=2FP112_1 PE=4 S
Uncharacterized protein OS=Zootermopsis nevadensis GN=L7
9 2293 |tr|AOA067QZW3|AOA067QZW3 ZOONE| 23.84 1 1 1 N 65808 08_10090 PE=4 SV=1
Rho-related GTP-binding protein RhoU OS=Bactrocera latifrons
9 2299 |tr|AOAOKS8VIY6|AOAOK8VIY6 BACLA 23.84 1 1 1 N 69464 GN=RHOU_1 PE=3 SV=1
Rho-related GTP-binding protein RhoU OS=Bactrocera latifrons
9 2302 |tr|AOAOK8UPX9|AOAOKBUPX9 BACLA 23.84 1 1 1 N 69976 GN=RHOU_0 PE=3 SV=1
Rho-related GTP-binding protein RhoU OS=Ceratitis capitata G
9 2303 |tr|W8BC92|W8BC92 CERCA 23.84 1 1 1 N 71192 N=RHOU PE=2 SV=1
Uncharacterized protein (Fragment) OS=Dendroctonus ponder
9 2310 |tr|N6ULE5|N6ULES DENPD 23.84 1 1 1 N 94598 osae GN=D910_04077 PE=4 SV=1
9 2317 |tr]AOAOT6AVTS|AOAOT6AVTS 9SCAR | 23.84 1 1 1 N | 117347 ﬁ'E“j‘f 'g\g,irlp“’te'" 0S=0ryctes borbonicus GN=AMK59_6750
9 2332 |tr|AOALY1M7P2|AOALYIM7P2 PHOPY | 23.84 0 1 1 N | 160823|gncharacterized protein (Fragment) OS=Photinus pyralis PE=4
Uncharacterized protein OS=Melipona quadrifasciata GN=WN5
8 2249 |tr|AOAOM8ZQP9|AOAOMBZQP9 9HYME | 22.87 1 1 1 Y 61059 1 06333 PE=4 SV=1
1 2535 [tr|Q7QIM3|Q7QIM3 ANOGA 21.15 0 1 1 N | 142404 2822007578'” OS=Anopheles gambiae GN=1269651 PE=4
10 2321 |tr|AOA2A3EPUS|AOA2ASEPUS APICC | 20.74 2 1 1 N | 2856s5|Viral IAP-associated factor OS=Apis cerana cerana GN=APICC
_01694 PE=4 SV=1
Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase OS=Apis ce
10 2342 tr]|AOA2A3EAV6|AOA2A3EAV6 APICC 20.74 2 1 1 N 37045 rana cerana GN=APICC_03559 PE=4 SV=1
10 2409 |tr|AOA2AEKU2|AOA2A3EKU2 APICC | 20.74 1 1 1 N | s8571|Gucosylceramidase OS=Apis cerana cerana GN=APICC_06000
10 2410 |tr|AOAQIZKFW6|AOAQJZKFW6 LASNI | 20.74 1 1 1 N | 60746|gaiase Ilike protein OS=Lasius niger GN=RFS5_11254 PE=4
Putative solute carrier family 22 member 15-like protein (Frag
10 2432 |tr|AOAQ23EZAO|AOAQ23EZAQ TRIIF 20.74 1 1 1 N 73996 ment) OS=Triatoma infestans PE=2 SV=1
Uncharacterized protein OS=Daphnia pulex GN=DAPPUDRAFT
10 2472 |tr|E9GCX6|E9GCX6 DAPPU 20.74 1 1 1 N 104908 101288 PE=4 SV=1
ATP-dependent RNA helicase OS=Apis cerana cerana GN=APIC
10 2484 |tr|AOA2A3E979|A0A2A3E979 APICC 20.74 0 1 1 N 116999 C_00734 PE=4 SV=1
10 2486 |tr|A0A182SQ67|A0A182SQ67 9DIPT 20.74 0 1 1 N 119293 | Uncharacterized protein OS=Anopheles maculatus PE=4 SV=1
AGAP007628-PA-like protein OS=Anopheles sinensis GN=ZHA
10 2499 |tr|AOA084VFC9|AOA084VFC9 ANOSI 20.74 0 1 1 N 129190 S_00003734 PE=4 SV=1
10 2508  |tr|ADAO23EWX6|AOA023EWX6 TRIIF | 20.74 0 1 1 N | 144274 Z“Ztast\',"flt't'” isoform x6 (Fragment) OS=Triatoma infestans PE
10 2522 |tr|AOA2A3EGN6|AOA2A3EGNG APICC | 20.74 0 1 1 N | 159506 |JHRFL-binding OS=Apis cerana cerana GN=APICC_02690 PE=
10 2525 |tr|T1KS98|T1KS98 TETUR 20.74 0 1 1 N 163863 | Uncharacterized protein OS=Tetranychus urticae PE=4 SV=1
ATP-binding cassette transporter sub-family C member 1 isofo
10 2528 |tr|AOAOA7AS86|AOAO0A7AS86 TIGIA 20.74 0 1 1 N 169783 rm X2 0S=Tigriopus japonicus PE=2 SV=1
Ubiquitin specific protease 9/faf, putative OS=Pediculus huma
10 2597 |tr|EQVCO8|EOVC08 PEDHC 20.74 0 1 1 N 296517 nus subsp. corporis GN=8231313 PE=3 SV=1
Proteasome-associated protein ECM29 OS=Apis cerana cerana
10 2589 |tr|AOA2A3E5A8|AOA2A3ESA8 APICC 20.74 0 1 1 N 249631 GN=APICC_01357 PE=4 SvV=1
10 2587 |tr|T1K7Q5|T1K7Q5 TETUR 20.74 0 1 1 N 238023 |Uncharacterized protein OS=Tetranychus urticae PE=3 SV=1
Myosin heavy chain isoform 1 OS=Daphnia pulex GN=DAPPUD
10 2584 |tr|E9FZS9|E9FZS9 DAPPU 20.74 0 1 1 N 223312 RAFT 347733 PE=3 SV=1
Uncharacterized protein OS=Pediculus humanus subsp. corpori
5 2224  |tr|EOVZX2|EQVZX2 PEDHC 20.36 1 1 1 N 105199 s GN=8235626 PE=4 SV=1
Proteasome subunit alpha type-7-1 OS=Apis cerana cerana G
11 2322 |tr|AOA2A3E8Z7|A0A2A3E8Z7 APICC 20.34 2 1 1 N 28120 N=APICC_03835 PE=4 SV=1
Proteasome subunit alpha type OS=Daphnia pulex GN=DAPPU
11 2323 |tr|E9GMZ8|E9GMZ8 DAPPU 20.34 2 1 1 N 28310 DRAFT 231056 PE=3 SV=1
Synaptic vesicle glycoprotein 2B OS=Danaus plexippus plexipp
11 2419 |tr|AOA212EXZ1|AOA212EXZ1 DANPL 20.34 1 1 1 N 60902 us GN=KGM_204443 PE=4 SV=1
Glucose dehydrogenase [acceptor] OS=Apis cerana cerana GN
11 2430 tr|AOA2A3EM41|AO0A2A3EM41 APICC 20.34 1 1 1 N 69624 —APICC_01842 PE=4 SV=1
6 2228 | tr|FOJOM9|FOIOMO AMBVA 20.22 4 1 1 N 20114 Unchar_acterlz_ed protein (Fragment) OS=Amblyomma variegat
um PE=2 SV=1
6 2230 |tr|AOA1BOEVS9|AO0A1BOEV9Y LUTLO 20.22 3 1 1 N 24306 | Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV=1
Uncharacterized protein OS=Habropoda laboriosa GN=WH47_
6 2232 |tr|AOAOL7RI67|AOAQOL7RI67 9HYME 20.22 3 1 1 N 24979 06722 PE=4 SV=1
Uncharacterized protein (Fragment) OS=0Oryctes borbonicus G
6 2234 |tr|AOAOT6AV86|AOAOT6AV86 9SCAR 20.22 3 1 1 N 28593 N=AMK59_6699 PE=4 SV=1
Putative growth arrest and dna-damage-inducible protein-inter
6 2235 |tr|AOA023FFQ7|AOA023FFQ7 9ACAR 20.22 3 1 1 N 28680 | acting protein 1 (Fragment) OS=Amblyomma cajennense PE=
2Ssv=1
Putative growth arrest and dna-damage-inducible protein-inter
6 2236 |tr|AOAO23FRY2|AOAQ23FRY2 9ACAR 20.22 3 1 1 N 29876 acting protein 1 0S=Amblyomma cajennense PE=2 SV=1
Putative growth arrest and dna-damage-inducible protein-inter
6 2237 |tr|AOAQ023FSZ9|AOA023FSZ9 9ACAR 20.22 3 1 1 N 30593 acting protein 1 (Fragment) OS=Amblyomma parvum PE=2 S
V=1
Uncharacterized protein (Fragment) OS=Dendroctonus ponder
6 2238 |tr|[N6TQ66|N6TQ66 DENPD 20.22 3 1 1 N 30426 osae GN=109533987 PE=4 SV=1
total 74 proteins
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Pé:’::i: P";;ei" Accession -10igP Cm(ls/:i;ge #Peptides | #Unique |PTM Ia:gs Description
6 2239 |tr|33)ZE4|J31ZE4_DENPD 20.22 > 1 1 N 32293 g\r}(;hlaracterized protein OS=Dendroctonus ponderosae PE=2
6 2242 |tr|AOA0I7KQTO|AOAOIZKQTO LASNI | 20.22 2 1 1 N 36343 Eig’s’ﬁ?ﬂfg“:fg,zid;,f;?i%gggf;?jg g\',":t?i" 7-like protein 0S
6 2251 |tr|N6UKOS|N6UKOS DENPD 20.22 2 1 1 N | 43871 gS”aC:Z‘Grzczt\’e(gi%gg‘;fig,gffg\rff?t) 0OS=Dendroctonus ponder
6 2257 |tr|AOA1B6LMO9|AOAIBELMO9 OHEMI | 20.22 1 1 1 N | 57345 g,”fg‘;ggcﬁiizﬂ\?ffei” 0S=Graphocephala atropunctata GN=
6 2260 |tr|ADA1BODP54|AOA1BODPS4 PHLPP | 20.22 1 1 1 N 66079 LIJ”CharaCterized protein OS=Phlebotomus papatasi PE=4 SV=
6 2262 |tr|AOA1LSDV31|AOA1LSDV31 SDIPT | 20.22 1 1 1 N 66940 :i‘jlt:itg’s:ﬂeébf?" similarity domain protein OS=Nyssomyia n
6 2263 |tr|ADA1L8DV35|ADALL8DV35 9DIPT | 20.22 1 1 1 N | 66906 Ew:itg’szﬂeébf?” similarity domain protein OS=Nyssomyia n
6 2271 | tr|N6UIT9|N6UIT9 DENPD 20.22 1 1 1 N | 114888 g‘gfg‘;ﬂi;ﬁgsﬁt'sgn'ggr'zgfg (f;a,\ff\’{rqgéjgtl’gzg /;E(:;ag?f?t)
6 2273 |tr|V5GT97|V5GT97 ANOGL 20.22 1 1 1 N | 114359 Eg:‘:rgylggfi;;ar;si'sag?\l”=ig{g§2$”ES;tg\rlzf“bunitAOs:A”°p'°p
6 2275 |tr|AOA1BOCIX4|AO0A1BOCIX4 LUTLO 20.22 1 1 1 N 122202 | Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV=1
6 2276 |tr|U4U4N7|U4U4N7 DENPD 20.22 1 1 1 N | 130159 g‘é‘f‘g‘;ﬂ‘;g@:ﬁﬁt'ggn'ggr'ggfg éa,\fi‘gg?'lSigggg;;gff?veﬂ?
6 2278 |tr|AOAIWAWAT7|AOALIWAWAT7 AGRPL| 20.22 1 1 1 N | 141423 E:;ﬁ;‘;ff;?;gﬁi‘fggq52@‘;’;‘;’8;;?:;Z\S/iblunitAOS=A9”'”S
6 2281 |tr|AOAOT6BCRS|AOAOT6BCRE 9SCAR | 20.22 1 1 1 N | 146282 ngsgxf;&itéaN“j:,\t,:ﬁrs‘;ii;if;g)';éigmsr\?:l“b”“itAos:oryms
6 2285 |tr|AOA1BOGE32|AOA1BOGE32 GLOMM | 20.22 1 1 1 N | 152953 |Uncharacterized protein 0S=Glossina morsitans morsitans PE
6 2295 |tr|AOA1D2NIZ2|AOAID2NI72 ORCCI | 20.22 0 1 1 N | 283067 ;’ggh;giff‘g\ilzﬁ protein OS=0rchesella cincta GN=0cin01_01
total 74 proteins

tr| AOA1W6EVV2|AOA1W6EVV2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MMLRVQSLLV FAFAAMASAK FLGFDPATLG DGESREFNAY WNIPTFMCHE YGLNFTEVSS EFGIRQNTGD TFRGNEIAIL

21 YDPGMFPALL KDENGKFIKR NGGVPQEGNL EEHLEKLFEFKH LIEQVPDEKF DGVGVIDFES WREPIYRQNWA SLTPYKDLSV
—

161 SLVRKEHPSW SNRQVEQEAK EEFEKSGKLF MEKTLKLAQE LRPLAAWGYY AYPYCYNLTP KQPTTQCNRE TIKENDEMTP
241 WLFMNEDMLFE PSVYMGEELS QQQRVGLVEG RVREARRIST HMEGTHEILP YEWYRLNDEK DYYLNGNELE AILREMSTLG
321 ANGVILWGSS DDFETREECE NEWGYLMQIF GPAVESVVER ARNGYDNQIL YNEEMGNDVN ALR

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z RT |Scan |#Spec|Start|End|PTM
R.QNWASLTPYK.D| Y 38.01 |1206.6033| 3.4|604.3110(2|0.43| 774 1 147 | 156
total 1 peptides

N

tr|AOA182SXW9|AO0A182SXW9_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MLLATALFVC LAATPTVTSD ATFQQYVELM FQFDSVFETL CLVQTNDSVQ AREMVEANQD LOQTCVNLHHD PQNFTNALDS

21 LTVENRKDFI SYNCDQFEEI KEKCYHPFTRQ LEICFTERDV SMIETLIMLE EEFAYICEQD GANVQTVARS NYSYCAAFSK
—

16l ¥

Supporting Peptides:

N

Peptide |Uniq|-10ilgP| Mass |ppm m/z RT |Scan |#Spec|Start|End |PTM
S.LTVENR.K| Y 26.37 |730.3973| 3.1|366.2071|2(0.24| 627 1 81 86
total 1 peptides

tr| AOAONS8DDY6|AOAONS8DDY6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVNYFPIWLL IAATCYQTFI QAQLFERGNC PDVNAVPDFE LSEYTGEWYE NRETISRFQN SMAQSCASVV FEETDGELIV
—

21 ENRGLQRLTR RNIVLNGEAR HPDPSKGEFV VNFFGNASYG DETLMILGTD YDSYSVSWSC IGAGPMHLYT LWVHTRDPNP
—

1€l TPETIDLALD VVKRNALDET KELLMTNERRNC

Supporting Peptides:

Peptide |Uniq|-10IgP| Mass |ppm m/z RT |Scan |#Spec|Start|End|PTM
K.LTVENR.G| Y 26.37 |730.3973| 3.1|366.2071|2(0.24| 627 1 78 83
total 1 peptides

tr|AOA182N890|AO0A182N890_9DIPT back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

1 MFQFDAVFET LCLEKTNDSS EAQRMVEANQ DLQRCVNLHH

81
lel

PFTRQLETCF NVRDVAMAKT LIMLEEEFAF ICENDGSNVI
DCSIFRQLAT CFENNITTCG APLFAQLFNI RFQAIVEQTS

Supporting Peptides:

Peptide |Uniq|-10igP| Mass m/z RT Start|End |PTM

N

ppm Scan |#Spec

A.LTVENR.K| Y 26.37 |730.3973| 3.1|366.2071|2(0.24| 627 1 52 | 57

total 1 peptides

tr|AOA182YFN2|AOA182YFN2_ANOST

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MLLATALFVA TTPTVTSDAT FQQYVELMFQ FDSVFETLCL

21 VENREDFISY NCDQFEEIEK
—

CYLPFTRQLE ICFTGRDVSM

161l LONCSMQDWA ELRSKTIDTM TERDCSIFQR LATCFQNNIT
Supporting Peptides:

Peptide |Uniq|-10lgP| Mass |(ppm m/z z| RT [Scan|#Spec|Start|End [PTM
T.LTVENR.K| Y 26.37 |730.3973| 3.1|366.2071|2(0.24| 627 1 79 84

total 1 peptides

tr|AOA1A9U4E8|AOA1A9U4E8_ANOST

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MEMLLATIALF FALATTPTVT SDATFQQYVE LMFQFDSVFE

21 DTLTIVENRED FISYNCDQFE EIKKCYLPFT RQLEICFTGR
—
161 LQELLONCSM QDWAELRSKT IDTMTERDCS IFQRLATCFEFQ

Supporting Peptides:

Peptide |Uniq|-10igP| Mass m/z RT [Scan Start PTM

N

ppm #Spec

T.LTVENR.K| Y | 26.37 |730.3973| 3.1|366.2071(2|0.24| 627 1 83 | 88

total 1 peptides

tr| AOA1D2NEM6|AOA1D2NEM6_ORCCI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MPRQSFFRSS AVALLILLLV SVFADYRVQI ETTENPTTSE

81 AKIIWENCMD SINPGVSTSE HSISSNEEKGD STGRSFFPEIP
1el TCREGGRLTV ENRRKVAEEG EPCSENYSTP ECDINTMLEN
I —
Z41 NDLQCFPSSQ SNGGTDLIIG QLSTFIITVL LTAFM
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
R.LTVENR.R| Y 26.37 |730.3973| 3.1|366.2071|2(0.24| 627 1 168 | 173

total 1 peptides

tr|AOA1D2MIF2|A0OA1D2MIF2_ORCCI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MIAKSFSCCF YTAALVHILC VFPGEGAEVT DTTGEYSDAS

21 TIHPEFPILE STRSRSNAPL NDTVIREIDR QLYMAICRNT

161 GRITVENRRE AAAEGSPCLE NYATKEECSMI KLEEEMEHSS
—

241 LNCTSSPSED ESNGANERLTG YSYMFIAIIL IFVSNINEFN

Supporting Peptides:

Peptide |Uniq|-10IgP| Mass m/z RT [Scan Start PTM

N

ppm #Spec

R.ITVENR.R| Y 26.37 |730.3973| 3.1|366.2071(2|0.24| 627 1 163 | 168

total 1 peptides

tr|AOA151X2F2|A0A151X2F2_9HYME

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p3/protein.html

proteins

DEPQNEFTNTLD ALTVENRKAA DLEEFVCSNCD QFEEIEKCYL
—

AVEQSNYSYC AGNLEELLQN CSLLDWAELE SKTINTMTDR

back to list

EHTNDSVQAR EMVEANQELQ TCVNLHHDPQ NFTNALDTLT

—
VETLIMLEEE FAYICEQDGA NVLSVPRSNY SYCAGNLQEL
ECGAPLFAQL FNIRYRAIVE QTYCNEDTP

back to list

TLCLEHTNDS VQARFMVEAN QELQTCVNLH HDPQNETNAL
DVSMVETLIM LEEEFAYICE QDGANVLSVP RSNYSYCAGN

NNITECGAPL FAQLFNIRYR AIVEQTYCNE DTP

back to list

SIDSTEDEQS KPWESPLQEL LRIAESCTME DPEFIQETHT
ICVNTSAFEG CWISVIAALN ECEAGVGDVV GAIYFALYDD
SNDLCLEFYS ITACDLSSID PNCSNEYDEKR LHADIFERVG

back to list

DEWETPVQEL QRVTQSCEFK IFDFAHIAYN AEAEWQRCID
TAYRGCWLSV IGALNECEQG AGDISDEIYF ALYEDICRDG
DLCIRFQSNT ACDLSSIDREN CSNEVDEQLH AEIFERVGQV

back to list
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proteins

1 MVGNVTEEER GITVENRRSG KDSQWGFGGE SAVTSRNAVA PPTGESEKVV

—

21 AWEAPCLTVGE RGAFPGMRRG VWYRESFQGS LRGWERGGME WNGVERSARR
LVEVEHVFDA QGGLHIVGLL VGGSREITSG ALGWSTQLSS WQRTELESSD
GHREFPPHQFP HPRNPRHPIA PNLSLSFRIV AFRYTFLSRF RLHFPYHHHA

lel
241

Supporting Peptides:

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

#Spec

Start PTM

G.ITVENR.R| Y

26.37

730.3973

3.1

366.2071 (2

0.24

627 1

12 | 17

total 1 peptides

tr| AOA1A9WR47|A0OA1A9WR47_9MUSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81
16l
241
321
401
81

(=

MELPLISSAT

HETRDLHVDV
ELFQQVFEEI
DMYRFIIPEL
TTKGPYDEKY
AWCNNIMFQT
KGIHMQLLEH

Supporting Peptides:

TLEEIDQILD

QKGLVLDDPK
ISGYRQTKEF
EQMYTQVGVN
MESYFKPEGF
DDNDDVLETY
GVWGLTSTCG

LVLSADLLLV

KESPIRVERAD
EVEEALFPGE
VEFSCEFYEL
EAMESMEFANV
LVDYQLFEYG
ILAAVLLDPT

TNSSSLMLTV ENRETERTFH
—

LRILSISFLG
NYATIMLRIEK
PDIDESYVLL
TEYFISCVSS
TVAQDLYYFL
EFANLDNFMS

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

#Spec

Start PTM

M.LTVENR.E| Y

26.37

730.3973

3.1

366.2071|2

0.24

627 1

38 | 43

total 1 peptides

tr|AOA1L8DSR7|AOA1L8DSR7_9DIPT

| Protein Coverage | Supporting Peptides |

Protein C
1

81
lel
241
321
401
81

(=

6

o

1
1

on
(=

overage:

MSVRTRLLGL

KFFMCLLGCI
MGAIFAYIHS
NFATSEGLSA
YVGELEQLFL
NPSRERHVERA
YIRAFGNSVE
FEDVCAICYQ
DEPNTSADAS

Supporting Peptides:

IDVLMEVPFL

VAACIFMLWT
GPRYDLIQKETI
LVENEWQRLN
MSEDYDEDES
LTVCLFLLVA
FCEGIFLFFEN
EMTSAKITRC
IERTLNSSVN

FVIDEILEIQ

RHLVIVYEYI
LPFSFLMPLI
VPCVLRAFWI
IGTVSAILFY
PVFLLSILWS
GAWILLFESG
EHYFHGVCLR
HL

MGLATSSMSS

LSVGLIFLSY
LASLFPFMPRA
IRLCEELVTL
ILALQTGLTS
RHTPSTWLLA
GAIRALMMCI
EWLYVQDRCP

Peptide

Uniq |-10IigP

ppm| m/z

RT |Scan

N

#Spec

Start PTM

N.ITVENR.T| Y

26.37

730.3973

3.1|366.2071

210.24| 627 1

52 | 57

total 1 peptides

tr|AOA1L8DSL4|AOA1L8DSL4_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81
lel
241
321
401
81
61
41

n =

i

[s)]

MSVRTRLLGL

KFFMCLLGCV
MGAIFAYIHS
NFATSEGLSA
YVGELEFQLFL
NPSRERHVEA
YIRAFGNSVE
FEDVCAICYQ
DEPNTSADAS

Supporting Peptides:

IDVLMRVFPPL

VAACIFMLWT
GPRYDLIQKETI
LVENEWQRLN
MSEDYDEDKS
LTVCLFLLVA
FCEFGIFLEFN
EMTSAKITRC
IERTLNSSVN

FVIDEILEKIQ

RHLVIVYEKYI
LPFSFLMPLI
VPCVLRAFWI
IGTVSAILFY
PVELLSILWS
GAWILLFESG
EHYFHGVCLR
HL

MGLATSSMSS

LSVGLIFLSY
LASLFFMPRA
IRLCEELVTL
ILALQTGLTS
RHTPSTWLLA
GATIRALMMCI
EWLYVQDRCP

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

N

#Spec

Start PTM

N.ITVENR.T

Y 26.37

730.3973

3.1/366.2071

2(0.24| 627 1

52 | 57

total 1 peptides

tr|AOA0J7KID5|AOA0J7KID5_LASNI

VEIEREVYRV
AGIELMDGSI
EDLECRGFEN
YNGYEEYYED
LSSTEYEIEL
ANDVAVDFEM

PVSTIVENVD

WSNVSAINLI
LVEHSPAFAA
VMSSEVPLAF
LSPDERFIRL
VTAFSVEVIV
HAYFNIWCEA
LCHEIIMNFED

PVSTIVENVD

WSNVSAINLI
LVEHSPAFAA
VMSSEVPLAF
LSPDERFIRL
VTAFSVEVIV
HAYFNIWCEA
LCHEIIMNFD

VWEGGYHAYT

CLEDEARSSD
AATEQEGRGI
LGSLSPPLWI

VHYIPADLLL

FKHALSIVNFE
KSCNFMLKTA
ANRLEGLDIN
LCKIEEKLLMD
EHFDYLISYY
QMFSNPRYRK

NITVENRTDD
—

RENPNLLENI
ILPLVLSKIA
MATIQSLLVS
CENLCLLVTA
EVLVSLATYT
RAGWAVFMER
PEQGEKCPEE

NITVENETDD
—

RENPNLLENI
ILPLVLSKIA
MATIQSLLVS
CENLCLLVTA
EVLVSLATYT
RAGWAVFMER
PEQGEKCPEE

SEGMERHAPR EWGQGLRGNV

GCVRASGTTS NVFEWYGRSR
PSVLAYGSSE ISETELNTFR

SFFPLNLEL

SVQDENIYYG

INIEHRMASA
HSSEMLREMM
HTEHVLEELA
ELYELNEIDE
HENLVEHLEL
HAEALLFWLY

MOELVHEEIE

LLDEPGGIAFA
LWSSSFDVIK
GCETVTAVLG
LLHFLHNIVA
LEFLLDARRQT
RTAVHEISSL
QFADERPAPI

MQRLVHEETIE

LLDPGGIAFA
LWSSSFDVIK
GCETVTAVLG
LLHFLHNIVA
LELLDARRQT
RTAVHEISSL
QFADERPAPI

back to list

LGRQALNKCH

ERATIFEWIEV
DRFDMFDTET
QWHAASATRV
NDFNALNHGD
LNYPNELPTL
YRGALEISSK

back to list

FYEVISITTI

ITIPHSMAQWM
TIFNGYQHAE
MTSIVSLICH
PLLMSLSAAR
FWEELDDYVY
PEATTEQLVA
ADQSASTSSA

back to list

FYEVISITTI

IIPHSMAQWM
TIFNGYQHAEK
MTSIVSLICH
PLLMSLSAAR
FWEELDDYVY
PEATTEQLVA
ADQSASTSSA

back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSSENTTTVE ADKSPNENFEV RQSEVQQCKI AEPFVEEVAEK
21 HLEQGQTSNS NSKEILPETKS DHLEQGQASN SNSKILSVQS

161 NTDITSIIDQ LSSHLISNEK LVVIGQDSNN VACDENEVST

241 GEEYLIEHQN NVTKENPSIL PIVSSTTEVI KQLASEHNTS

321 SGWIGDSYIK KTAITSELRN APPQIITVQS ASGIIQEEYL

401 OQMINEFDQLH SLELKERINH LQLVSEEMRE VLDFLSSNVL

421 KISEITDLHEK CISCNELIKP KSYIPGFSRL SENDNIYCSC

561 TSVRSLEVHT WIVCFHTLEK FILSCKICEI DGFRDMESIT

©41 PNPIRLVECR LGNVIIRFEN FMSYADMHPA IQEKIWFECP

721 FGTDEVEADV NEVSETSVDM FTNEAAKHTI IPRIVNARTI

501 GQEITSMPEI LNVESMSDLE SSEPKEAVTK TSTEAKEEPN

281 TEEPDEINNE SIVSTDINNV RVNSPIESCK GILDSEFTSK

961 MTSIPQPPPL AKIPQHLLES MEVYKPDDGS ENVARTEKFL
1041 SVVKAHFHEEK HSDECEKLAII TPRLIRISPD FINGGYEQFI
1121 QETAEDGEGN FECEECDQRC TDMSDLREHI AANHRLEGRY
1201 PGVDGDSEAE GETTVANQCY VCMAVFENKA AVDEHLREVHG
1281 EQDKPAEIIL EELNVAM
Supporting Peptides:

Peptide (Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
LITVENR.H| Y 26.37 |730.3973| 3.1|366.2071(2|0.24| 627 1 685 | 690
total 1 peptides
tr|AOA1Y1N3M1|AOA1Y1IN3M1_PHOPY
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 CLEGPAREVL EKSLEISQRENY PIAWKLLEER FENEKLIVNH

21 STWDTILIYM VVNELDTNLR KAWEDSLESN DLPELSDLMQ

161 SEARNDCLIC NDSHFIYKCP ELVELTVENR INEIRELRLC
—

241 IQDSSTAGND IEERLNAHCN TRNAHVFLTT AIVEVRNSQG

321 GHVVSNIHNQ AQVTIGSMYN DFSRTLEFLI INEITATIPS

401 LSRELELGEN KPILRESQLG WLVTGKITHE DEVQERNCNT

451 SSRDVDGRFI VQLPLEGCEL GESGATALER FLSLERRLAR

561 YIPHHAIVEE GSSTTELREVV FDASAQTTNG KSLNDILEVG

£41 LORIIWRDED EKELNLYRLETV TYGTAPASFL STRCLRQLAN

721 SILRQGGFNL REFGSNEISV LESIQGVGDK HVIEDDEDTK

501 LGLVSPVVIS ARKILIQGLWA LQLGWDEEIS ENVGEIWTKF

281 VYVRSVYGSE VRVALLCAKS RVAPTKRITL PRLELCGAVL

261 TFVSNRVGKI QELTEASQWS HVSGILNFPAD LVTRGVSVET
104 FTAVVNISYE LFERFSTLTE LIERVLAWCER FFENCAEKIET
1121 GRLLELNPFL DDNNVIEVGG RLENSQLSYN SKEHPIVLPEN
1201 RRVLRECIIC FRTKPLNYSP LMGDLPAMRS NAVRPFYTSS
1281 TDLTASTFLL VLERFIARRG IPEELYSDNG TNEVGAYNQL
1261 HEAAVESAKC LLYELINNVH FTYEDFYTLL CQIEGVLNSR
1447 SLESYEKICR IRHQFWERWN LEYLTSLOER SEWRSSEGVQ
1521 EKTPNSEVTRA VREEVCPLPLD VEQPFQGGED VESDPGNQRR
Supporting Peptides:

Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.LTVENR.I| Y 26.37 |730.3973| 3.1[366.2071|2(0.24| 627 1 185 | 190

total 1 peptides

tr|AOA182N577|A0A182N577_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

DSISEKPIIET
SONAGEEIIL
EEKRSSTLVLD
MSTSTNSSFA
FETISLNEEN
WEESRSINTL
YELVCHECLS
RHIVIMHSTT

FCHLITVENR
—

SSEIFEHGTE
SQSPQAEIII
TSIDGRIKVV
ARRMNDKTKG
NSRKRKADSA
LVCLECGENF
MAFLNRKRIE

HVQALFDMFES
FLVNECEVLE
LNCLERGHAA

ENIPLRALLD
VRFDKINFQI
CVRDVELLGQ
DVVLENNYSD
PVIQNDLLSI
ENEIKYEHAC
TLGIIWESEKA
WGELQKVRAL
LVQLVETVEEK
LOQNRWFEGP
EGVLTCRELA
HEYVELLIKQ
VDYGGPFLIK
ENIRHELALL
PLTTMSTDEN
PEVGDPVLLM
SLLRRSKNE

DINEILNNEV
SETISDHLEQ
NSEDTDNMSS
ENISVEQVAP
GDVYMNIKIV
QRLLEKCLHK
YQDTLSRETA
KIACEECGEV
HTTAILNDHL

DEVPLWEYDD
DEKDDPLAGK
DIREICEPNI
RIAIHGTTDT
LLASKEREREW
VVAPSLOMHL
AENALESPEK

LIKDNFSSLR
TIQGSKGDEF
RECEASRCRI

SGSDSNFIGEK
PADINLADVD
LQKFWEVENF
FMTEYHNLGH
MMRFREHNVV
RVITDDEFYID
DIIEFEIDNE
KIPRHVVLER
NIKLAFAREH
EFLESIEITY
EAGLVVVEAV
EHARLLHAGA
DSKLENRKFI
TENEELGNFETI
DYSVLTFPFGHF
EEHRPPOMWT

KIPISGEEIL
GLQTSITNNN
QEEKVCNSANI
FSNDIFILTP
DERISKEGFRD
CNQDITDNED
HQNYHENCEP
L3SYSEYVEH
RNKHLHRLSE

SNVAWSEIEI
DTKEMELNDS
EFFVAVEPNG
QEVNVDYLCH
TFEKEHTETED
FAFHGIEDPI
KANMEEDEQN

RLIDDENEHI
AEKTDEGVES
CERAHNSVLH

GVYRMLGLKQ
FNVPGRVDML
EIPREYASEN
MELVKSIDHR
LVGDIEKMYR
DLITGGHDVA
ELDTLTKRNI
FDYVELHGFC
YWTDSNIVLC
SSKVENETSE
QGEAFQAELK
QAVLATIRTR
KCYLCVEVCGE
TRNNIEWHEM
LIGEALVTIP
LGRITHLHEG

PEILPEINSN
SEILNVQSSE
EEQEKILIEN
SPSPSESSSS
TCEVIPEYRE
DDVILNEWES
YVCPNCDSEE
STETHPSMLN
ILSEEALLDI

EPSAIENVDD
KESDNEEETGEK
TPTEDENTSY
LCGEQINTST
ASAPVGLCVE
NYMNQNESYA
VAEDSPEETV

back to list

GALQQLEQPV
KVVMNVASDR
LQRASTETDV

QRTNVSVSGI
IGAEVFYDIL
EECEVNFINT
SDIDEGELIY
QVWVQRDFQN
EVVALRLQIT
LRAISKIFDP
DASEKAYGCA
WVNEPANSWK
TLEMRSSSTV
NMKVGNASAR
YWILGGRDVV
VSKAVHLELA
PANSPHMGGL
EKEVTQRAFN
SDESVRVVSV

back to list
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16/03/2023, 15:17 proteins
1 MLGFRAVGIL LLVQTSLSVA QLFGDSQNAL VPSAGGRNVL RQGDRTFPGHD
51 IYSQGYHNDP KCRYVQANQG GRQFTFTVPY DRCGSKPSCA VCASVDNILV
16l FEPFVVDQLE VINVPTSTGG VECWMDIQRG LYPSISPIPS VIEIGEALSV
241 TARLQLSDEN GCSEKEKLFG LWQKTTQTGG SGATLVVHNS IEKAFKFPDEM
321 TTTRRLPGPT RGRPAQTTTL APVVPTREGRR PTVTPAFAQP EYTVPTTQPP
401 PTQTPTTEFV CQPGSTDDRC NDVIVTQRPD CSRGSRDPRC RSRGTRETPT
481 TRPPPSPTAI RFATTTEATE DEDSVPDCFL RLGDPRCDEV SIYLPVIPQD
561 RCRTPVLRCS PGTTDPRCPG FVRPQPPTTS SPARCYPGSP DPRCPQPTSP
£41 APRCYPGSND PRCPQTTPRP VPTTTPAPAC YPGSTDLRCP KPTPTTQPPL
721 PGSTDLRCPQ TTTRPAPTTT AAPRCYPGSN DPRCPTTPRQ TTTTQPPLRC
501 TDPRCPTTPR PTTQPPLRCY PGSNDPRCPQ TTPRPVPTTT PAPRCYPGST
581 PQTTPREPVPT TTPAPVCYPG STDPRCPEPT QTTQPPLRCY PGSTDLRCPEQ
961l TPSTTSAPRC YPGSTDLRCP QTTTPREVPT TTRGPSCYPG STDPRCPQTT
1041 PECYPGSRDP QCSDEQDSET YLPPVEVPRP TTTQRPACYFP GSTDPRCPQT
1121 PTTTSAPRCY PGSTDLRECPQ TTPRPVPTTT PAPRCYPGSN DPRCPTSFPRP
1201 TPAPRCYPGS NDPRCPTTPR PSPTTTSAPR CYPGSTDLRC PQTTPREVPET
1281 PGSSDPRCPQ TTPREVPTTT PAPRCYPGST DLRCPQTTPR SVPTTTEAPR
13261 TDLRCPQTTF RPVPTTTPAP RCYPGSNDPR CPTTPEPTTT TQPPLRCYPG
1447 RCPQTTPRFT PTTQFPLECY PGSNDLECPQ TTTRPFVPTT REFCYPGSPD
1521 SSTNPPATYL PPFPESSGRS ARHLSPETLS DINALADSDA AEPARAGSVS
1601 GEPTEEIVSI TLNIEGYQFG A
Supporting Peptides:
Peptide Uniq |-10igP| Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
G.GRNVLRQGDR.T| Y 25.11 |1169.6377|-13.2|585.81842(0.47| 759 1 36 | 45

total 1 peptides

tr|AOA1A9Y4N1|AOA1A9Y4N1_GLOFF

| Protein Coverage | Supporting Peptides |

Protein Coverage:

HTHIETIDVE

IQTDEEVQEA
LVYLRDPKGE
QVFLECDIEI
RRGTRPPRPP
TTVATPAPLR
QVTTRQPIVP
PKDTATYLPP
RCYPGSADER
YPGSTDLRCP
DLRCPQTTER
TTTREVETTT
PREVPTTTPA
TTRPAPTTTP
TTTTQPPLRC
TTPAPVCYPG
CYPGSNDPRC
STDLRCPQTT
PACPRPFLTT
SAAGESSVDS

CDQRNGMLVT

WDTARRISCS
YDVSVEDCYA
CRGGCGFQVC
VEATFATAFFP
CFPGSTDPRC
TVPSVTFESTA
VDEPNCYPGS
CEQTTTPRFEV
QTTPREPVPTT
PTTTTTSAFR
PAPRCYFPGSN
PRCFPGSTDL
APRCYPGSND
YPGSTDLRCP
SSDPRCPEPT
PTTPRPTTTT
PREPVPTTTFA
TPSACYPGSP
TAAGGATRTK

VQFEDDERGV

QSEQQQNTII
YDSPDYDAST
AEENLISTVE
RRTREENTRP
PTTFRPSVRP
LNCFPGSNDP
TDPRCEQTTE
PTTTPAPRCY
TPAPACYPGS
CYPGSTDERC
DPRCPTTERP
RCPQTTPREV
PRCPTTPRET
QTTPREVETT
PTTQPPLRCY
PPPLRCYPGS
PRCYPGSSDP
DPNCPQPYRP
REASVSNDLD

back to list

1 MFNEQHSDWI IVEEKRLVGAR RFEIRLLNEN ILHCSPQGLL EQEMSPIFPF LIAHTAVGHS ARLLDYNCIR LIHRFDWLDL

81 SIFRLASLPY FGCFGFSLLN FTFQQQSPTM ¥TEHLRTRLE ATEKSQESREQ VLEKTLY
—
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM

M.YTEHLR.T| Y

23.84

817.4082

13.3

409.7168 |2

0.24| 639

111

total 1 peptides

tr|V5GIC8|V5GIC8_ANOGL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 GELVPERVHA LLPHAKLITI LISPAKRAYS WYQHTKAHGD ITANNYSFHQ VITASDTAPK PLEDLERNRCL NPGEYAQHLE

81

Supporting Peptides:

—

Peptide |[Uniq

-10IgP

Mass

Ppm

m/z

RT |Scan

#Spec

Start

PTM

N.YTEHLR.F| Y

23.84

817.4082

13.3

409.7168

2(0.24| 639

1

122

127

total 1 peptides

tr|AOA212FE53|AOA212FE53_DANPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MDVESMFEVF YYFSTVFCGY PPTGDEVQLG SVLLPATRRG RYLANIIRRQ

51 LLPYITAEQE RRTTLYERIM TAIQNGEEGV TIAEIRNEPP LITIRKGLLYR
161 SCLSAEDEEL YVAENEYFFC NRHEVEGPDL PRNGTTVIGC APIERTSLNY
247 PDLPENGTTV IGCAPIERTS LNYTTSKCAL EDTDDVVVHY RYYFPDRSYEFE
321 ALLANELWRE YTEHIRHTP

I —
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |ppm| m/z |[z| RT |Scan|#Spec|Start|End|PTM

E.YTEHIR.H| Y

23.84

817.4082

13.3

409.7168

2|0.24| 639

331

336

total 1 peptides

AVDGTGIKFN
CPSNEAFEEFP
TTSECALEDT
VTELDFDREV

EDADEMNAER
DGSGSLMCED
DDVVVHYRYY
CDHWNFCQIG

EWMTYFLPQA LHIIDGEELE SNPIEVMNEV QEFLEKITPVF NYTEHLRFDF EKGFFCQVVN GDHTECLGRS KGRQYPP

back to list
EEEVDVLSEE
DLEPTQVMYD
PDRVSHEVEG
YIYSLESPDQ
8/30
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16/03/2023, 15:17
tr| AOAO87UES5|AOAO087UES5_9ARAC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MENLHFLLQR IQALYQVMDD TLEVAAGHIS NVSTEENLHR
21 CCAKILTAFA KDGSLDELIM SEFLILAKSI EEFQHQSEMI
161 KQADVEPMEFQ ELVNNIISTG CITSLKSEED KIYRDPQPYL
24 LVELLEAFNS RTCQLVLGAG ALQVVGLETI TTEHLALTSRE
321 HIREISHELE SIISDMFEAQ LEEWEVEAPV PSPSFSAISK
—
401 QVNNDGGPQH GLVTQELTFEY TQNLEKLQVP CDFNMNDLWQ
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End| PTM
LYTEHIR.E| Y 23.84 |817.4082| 13.3[409.7168|2(0.24| 639 1 318 (323

total 1 peptides

tr| AOAOCORF26 | AOAOCORF26_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MFIVTEQIDS ENISKLCRTC LREDGEEMVC LEFVGPAGSSL
51 RAADEALRQA ATEVSGPSKY SPVPGSKGYE ENPGFTPVET
161 HIVESNNHYF SSESSINDPV ITTNRNLQVA VLEPPENDRP
241 IGEDSTEIAE NLSFHQYPRD HENIISMTYP QNLTIPENQR
321 FSQESKLEIH EFRHTGQRPY KCDDCNEAYT SKSELNAHVR
401 KSEGFECSVC CEQFRLEENL KAHLRLHSGE GLYHCEICSK
481 EIHTKVKPFD CEICGESFSQ SSHLEKSHEVT HESTRERHQCT
561 KRHLEKRHCET
Supporting Peptides:
Peptide |Uniq|-10igP| Mass [ppm m/z z| RT |Scan |#Spec|Start|End |PTM
N.YTEHLR.I| Y 23.84 |817.4082| 13.3(409.7168(2(0.24| 639 1 476 | 481

total 1 peptides

tr|AOA067QZW3|AOA067QZW3_ZOONE

| Protein Coverage | Supporting Peptides |

Protein Coverage:
1 MLFTCLRVAD NVNQTKLWSS NGIHLTVYSL DQDVDPEMLM
21 EKTLSLSVDP LITTLEPFDL QLDSHVTIAH IGSSLEQVLL

16l RTSVLVVDGT WDTHTDLNYR HLNTESKINY VILMTYVSEML

241 VMWEMERMDV IDYVTEITKF RGAFMFLEPS LSEVSIIYEL

321 VSWSDAVLDT VGIVCQQGTE NIPENLASEM VFIFMMLLSL

401 ANEITDPAVE KVFEEEKLYTQ PFHEAFITDE VGVERIRRGL

451 REGSPYTEHI RQRTHWLREA GMVGREETRW YYPEPRCETS
—

561 HILLVTSFEKS CTRKIRN
Supporting Peptides:

Peptide |Uniq|-10ilgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
P.YTEHIR.Q| Y 23.84 |817.4082| 13.3(409.7168|2(0.24| 639 1 486 | 491
total 1 peptides
tr| AOAOK8S8VIY6|AOAOKS8VIY6_BACLA
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MTVELTKFFS SAAATPTMTT ASPSSETAAT SYHHQQQHMQ
21 IMTQRGHSCN NSQRPLLGER KPPEMLLSSN ATEENKEKSTG

161 SAKGLHGFND FDILSQQYTE HLESSPHIGY PYGSPPSPSA

247 NETDYSYYER NAYNVSGSGS GSPDGASNGV PAAVHYMGES

321 GPFIFGSVPP ERFNHHERPQN GDNTLSKLPN ELAYTSSPTA

401 MEFLLRESES KRSAKGEKFD TSSVQTESQP KQLETPSIKC

481 NDNPVHLTIC DTAGQDTLDN LEQLCYPDSD VEVLCFSVVR

561 LQLNGESPIS HADAWDLAAS VGATYIETSS ATQDEVEEVE

proteins

CHPLHLLESE
SGTRSTALRL
IVNGENFAVC
CLHLILYFIP

QLNEVHELIH

SR

AAKLRSLSCL
SEKSVKCTEC
ACALHCSLCN
IQPEVIDSQS
LHTKTNLHEC
IFSQKYNLKI

LCGERFELLS

TQYHHLAVIL
QDVYRIGRQD
NFRMNITLTD
PFSSSVWATY
FLLTSYSAII
NAFHGINGAY
GONFVSVGIQ

FMOQQSSLTY
FNQPQRHLHL
KSNDEVEDPL

SERFDDDFCTR
GESLSECVID
VLVGDGAVGE
PETFHAVEKTK
DTAIWEGLTP

NELMVLEQDY
VLONQATREV
GTALMLLEMV
YVENHFQSKI

NMLSPEELNN

EVWQGDGLFE
EAVLMNYQEL
HTFPNRNQLI
DIEIATSNEV
KEICDEIFSYP
HMRTHEGIEL

HLEKRHANLHS

DLSCSGSGYL
PLIITPFPRDW
TWGYPEEGFD
ILTVAFLTIV
VSLIQTTSSS
KIISDTYEEH
EFYPTLVILT

NPYIAGGMDS

QQQOOQHEGKP
PQOHTLYGND

RNATFSEPQP
VADEHPEFYND
TNLILTYLEN
WAPKFSESFA
TILPPTFRFP

VKLETNLKDV
TRFHEERKTK
IEYCQCAEEL
PGKQQILDKN

IFLRVNNSFE

KLCDRCITRA
CFHNRPQAPF
SHNFSHSNNH
LEYPTMTDEK
SYLEEHQEVH
HECEYCAKSF

SVERFECNQC

LAQASEEERKHF
TSGQLISPGS
CFSGIVGTLQ
LVEVQHVERH
ISTLTDLMQS
EKCRFEEIEM
YGIFLSIVML

DELYDDDNMS
QLLPHQKSYT
VVHQQQONANG

VLLSEQTWTP
QVTVLSSDTS
RENTEHVPTA
SLILVGTQAD
LWEEMLCLA

back to list

LCSVCDHAHD
LGLILENEQW
PMLAQDLASR

FDQVTKIXTE
—

NELRDHLLRL

back to list

ESALLFREQC
ANESTSMQHM
IDNSCDDSIQ
IHSCSTCEEK
IVGEREKEIEM

TERKGNYTEHL
—

DOMFSQAFSL

back to list

SSLHHWLLLS
QIDNYNGIHL
CGECEISATG
VEFLSSFDHF
AMELSMNDEL
FEANHVGFPI
VVEVVYNEYQ

back to list

LYSSATAGSG
SPYVQQQKRD
YRIQQTGNDI

PVPAVTDDMT
SSSRENSSGEG
SDIYNADVLV
LEENTEVLEN
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Supporting Peptides:

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

#Spec

Start PTM

Q.YTEHLR.S| Y

23.84

817.4082

13.3

409.7168|2

0.24| 639 1

178 | 183

total 1 peptides

tr| AOAOKS8UPX9| AOAOK8UPX9_BACLA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

561

MTVELTEFFS
IMTQRGHSCN
QFERDSAKGLH

GNDINETDYS
DDMTGPFIFG
SGEKGMEFLLR
DVLVNDNPVH
VLENLQLNGE

Supporting Peptides:

SAAATPTMTT
NSQRFLLGER
GFNDFDILSQ

YYERNAYNVS
SVPPERFNHH
KESKSERSAKG
LTICDTAGQD
SPISHADAWD

ASPSSETAAT
EFPPEMLLSSN

QYTEHLRSSP
I —

GSGSGSFDGA
RPQNGDNTLS
KEEFDTSSVQT
TLDNLRQLCY
LAASVGATYI

SYHHQQQHMQ
ATKENKKSTG
HIGYPYGSPP

SNGVPAAVHY
KLPNELAYTS
KSQPRQLKTP
PDSDVEVLCE
ETSSATQDKV

Peptide

Uniq |-10IgP

Mass

ppm m/z

RT |Scan

#Spec

Start PTM

Q.YTEHLR.S| Y

23.84

817.4082

13.3

409.7168 |2

0.24| 639 1

182 (187

total 1 peptides

tr|W8BC92|W8BC92_CERCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

241
321
401
81
€l

641

(=

o

MTVELANFES
YSNVTTANDI
QOKRDSAKGL

NPQQQTGNDI
RMPLLLDDAE
DTSASSRDSG
TEHVETASDI
LVGTQADLEN
KLLCLA

Supporting Peptides:

NVASMPTTAA
MMQRSHSCNN
HGFNDFDVLS

NETTDYHSFEY
DVGGFFIFGG
SNEGAEKFLLR
YRADVMVNES
DTHVLNELEL

VSPPITSATS
SQRPLLGERE

QOYTEHLRSS
—

GSNAGTVSGS
VEHEQPRQQON
KGKSKRGAKV
LVHLTICDTA
TGERPISYAD

TTTSTTGYHQ
PPEMLSSETT
PHIGYPYGSP

GGDSNGLVTS
QYYGDSSLSK
IEKKSGANAZ
GQDTLDELRQ
AWDLAASVDA

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

N

#Spec

Start PTM

Q.YTEHLR.S| Y

23.84

817.4082

13.3

409.7168|2

0.24| 639 1

183 | 188

total 1 peptides

tr[IN6ULE5|N6ULE5_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
247
21
401

[¥5)

801

FIKSNTRPEP
LDKGRYGVII
RLTRAGETAW
LFLDSLSYLS
HQQPHLYDNL
FIHRNIMVLP
WTNIRLTSAP
NVPSPTTFEE
WYQHTKAHRD
QKFLKITPFL

WLEEDLSDQN

Supporting Peptides:

NIRCGVEHGL
FENYNKYLQM
GDLPGNDWTI
HGHLSLSLER
SLLMDDMVLN
RQTCGLETHT
PLOLAENYFK
IQFFNAQNYL
NVANNFSFHQ

NYTEHLEFDK
—

DTDS

RILOQNHDHET
DNWNRELLDEK
FEANHSTYEP
SILVDVDDIF
ENFAEQHRIP
MFIDEYPGGR
LYPRESDPIW
RGLDWYMSFEFF
VITASDAATEK
REGFFCQVEE

DARLESDPEV
YCREYSVGII
LEWAHRNDEF
VGDIGTELEF
IDSGYSISPH
EEKLDESIQGG
GNPCDDVRHQ
PSDTNSLTRY
DLRDLRNRCL
GSTECLGRNEK

Peptide

Uniq|-10IigP

Mass

ppm| m/z

RT [Scan

N

#Spec

Start PTM

N.YTEHLR.F| Y

23.84

817.4082

13.3(409.7168

210.24| 639 1

732 | 737

total 1 peptides

tr| AOAOT6AVT5|AOAOT6AVT5_9SCAR

| Protein Coverage | Supporting Peptides |

proteins

FMQQQSSLTY
FNQPQRHLOL
SPSAKSNDFEV

MGESSRFDDD
SPTAGESLSE
SIKCVLVGDG
SVVREPETFHA
KEEVFDTAIWE

QQQHIPFMQQ
EENKKSTGIN

PSPTAEKSNDF

TNNTPSSHYM
EVQQEELNKI
MQRKTQQKDL
LCYPDSDVEV
KYIETSSATQ

LVFVETIFSK
GFIPAEDETY
PINESGVEKTP
DDVEALINTQ
HSGVYPVHDL
ELFQTIVYNP
KIWSENESCD
FFEESATYFD
NEFGEKYAQHLE
GRQYPPMEER

NEPYIAGGMDS

REHQQOQQOH
FDPLPQQHTL

FCTRENATFEFS
CVIDVADKHP
AVGETNLILT
VETEWAFPEFS
GLTPTILPPFT

QTQQQSSLLY

QPORNLQQQO
VEDTLTMRQQ

GESSRFEDDF
PRAAISSVDS
KTPSIKCVLV
LCEFSVVEPET
DEVEEVEFDTA

LGKDIAELLV
VGSQLEGFPL
LETVIQDHGL
ERQVELTEDK
LYTIAWEEVWE
INIFMTHMSN
SLPEFLVIGP
GELVPREVHA
RWMSYFFPQAS
SLEYLQRYYL

DELYDDDNMS
EGKPQLLPHQ
YGNDVVHQQQ

EPQPVLLSEQ
PYNDQVTVLS
YLENRENTEH
KSKASLILVG
PRPPLWKKML

PYTAGDMDGD

QOGEPQLLQO
LPLCGDFIYS

CNRRNAEFAA
VIDEAEEKCSPF
GDGAVGETNL
FHSVETEWAP
IWEALSPTTL

HTRIEKYEVEV
FIHTNLELED
FDNIQRIIFG
GDDLILENVE
IRVTSTEEYP
YGNDRLGLYT
QETGTTALST
LLPYAELITI
IHIIDGDQLE
SHNTALVELFE

back to list

LYSSATAGSG
KSYISPYVQQ
NANQYRIQQT

TWTPFVEAVT
SDTSS3SRNS
VPTASDIYNA
TQADLRENTE
CLA

back to list

GLYDDDNMSL
QKSYISPYVQ
NTGLMREQQM

PQPLSTIGEG
FEGQVTVSSS
ILSYLENRFN
KFAKTKAALT
PFTFEPPLWE

back to list

TGESLPVLTN
ATLNAASETIL
SGLEFWLHRL
EKFMWESHMWN
HLRPARLRRG
FESVIEKEVQC
FLSLHPSIAS
LISPAKEAYS
SNPIEVMNEL
NENGIRLIFEK

back to list
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16/03/2023, 15:17 proteins
Protein Coverage:
1 MNSLQENTEM DSENIVCPVC TLFLRPGITL EAHLSSHPEQ KVIEALVRIS SSENETEKTQA
51 QAWNSPSMPV NTVYPNFSAM PGNHSFIYQQ FMSSSTPPPN VLNVNPLTQQ IVTIPTVFENS
16l SVMSIVPEPL PIELPTLPNQ ESRASTSEID GDDQDDLTDE PDLVAIEISE LNTNEEENLR
24 ANSDYEVDVM PNEIMQGNTV IACSNIQEREI SENSIVDCME SAECEDSLTI DQDAEQEYPV
321 VAVSEEEEVI QIPNEPENKP NCYYAEVQES ITNTNYTILQ NSFEQAESTY TSTHTESLFA
401 INSDFLNNQL VSQVDEFECV NNERSRIILN LGGLETNFIN RDNNDESLSR ESANIRTDEH
481 WNRVQYQEVC STYDLIAREN WNDDISDTEP NSAPNQSHSQ ILSNCEDDTP TVSGFREPPI
561 QREHHSISEK KEEEIGGQIG GERVEKLTIK PEETDIKTEN NFDNVETNEL KLESNNEGDEK
641 NNPNICTVCD MVVADNNALK QHQLEAHNLS SDVRHECKTC EQTFENESEY TEHLRTHPLE
—
721 HLGIKPYECN ICEKAFLTEQ KHDEHKNIHT GDTPIKCNMC DETFRRHSNL VQHRNRHHFN
501 KLAWHEEIHD PEPKGCSHCS EKFIHMSSLT RHIRRAHNER FLPNEERVSE NVECPICEGV
281 CLICNKSFTT KWNLELHEWT HASRTAKPFK CDLCKGAFIR QSDYTAHMNA HESVEPYTCN
96l EKVETFSCQVC GKSFHRSYYL KDHIRVHSGV REYACHICGE TSTTESNHNK HVRIHHAREP
Supporting Peptides:
Peptide |(Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
K.YTEHLR.T| Y 23.84 |817.4082|13.3|409.7168(2|0.24| 639 1 690 | 695
total 1 peptides
tr|AOA1Y1M7P2|AOA1Y1M7P2_PHOPY
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSADLETVFA EATEGIKAVE PFPYDDYANR LHNEVRFTFQ NNVMQPNIDR APTYPEDDPD
21 PSVSGGIASV DNQYDPENLE QYVSNENSKEI RYLEVLTNLM GFCLGEHINR ELKSQRTRTI
161 SFIMNEIRTD MARDDHFFSI AWLMIADYMQ DRDHVYRTAP SAGIDFQNEA SYETLNQWSY
247 CGEVATIGLC PPNATTNIQQ PAPTWSVTEA FYDMGINAVE DDDYNRDLQD SLSELQDQEE
321 LPYWNTGVYR SFAAKKFEYI QSWEHIAFTE EGDELGWADY LEVTDQPPAA PEQSLNNIVL
401 GDEVLVCPDN SISAPAHCRR IRQATKADLV GFNGEVPWAL ESQVFHTTTG PRALDPEARAQ
481 QENEYQYVEI KSIEKAAECP LANAYTLLLS GTHQTYHAHG YLVDTNATSH TLRETVESLR
561 FGEFDAEAIY QRLNWELFGQ YKSPDGQGPS MSESANPLNY TEHLRTTESM SVSEGIFIDR
—
©41 LPTLSLVDGY LLIDGEVQLR SKHDARERSF RWTRQVLQTE MFEHGVVEIC PRVISGEGVI
721 EAFAYSLDDL KAGNTRSVAD DESWTSFGEW NVTLDKSVWP PNTERTEPED PMDGGTFEDG
201 DQINQKYSQG LGDFYDVTSQ MKDGEQTYSV QFKRAPMVPF VSDAKPDINK TFGVGFQSDL
581 YESFTGYFFE YDPTMRGYKG NRHLVQGTVS DSDAVEKACRS KISHAYAATS KPGEVHIISN
261 EDLVRFTGYE EKSLHNDSQL LIRSMMYYHM DETQREKILQ IPKPTVPDEL PAALADNLED
1041 RTQEHMESFT DQEMEELWYW WQGNSEDCLS QSEEYNDINERE LSSREAMERE YESNLQPYLD
1121 LLNWVHFPIG DDGNNVVNEQ CNILDALSPS SDWSQEFFDE FLAFATTHGS SAADIEPDGG
1201 NDDPSISDEV EEGLQADIEQ FEKENNLNQQ ADAQQORAAAT LEESTVFMQE LAGWFTYIGK
1281 TVAEEKLSSSL PALGNLEGLS SLCMVGVGLA TAAVSIWGLV NSWSTMPDAQ RAVVIFEVVR
121 ASTAADEFNM EALNDGLAEE ISENGTELGD VAQEVAGDED YRTAIADGIH GEGIATTTDG
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
N.YTEHLR.T| Y 23.84 |817.4082| 13.3|409.7168|2(0.24| 639 1 600 [605
total 1 peptides
tr| AOAOMSZQP9|AOAOMSZQP9_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MQOSELLECT YTVYAQTETC QTLGFQEFTE RLEHAQIVSG RYRNGAKMES DIEMEKFSNKI
51 NGLEITENDL LLSNREKIER EGRQRVISEN FNARADHDNS DLDRTVQLDE LSEEVCGALG
16l GTVPGTVEGQ TVPQYRGICG STRQQAPLST YTPYFEDCYD GVEFKSCFQH HEQREQELLP
247 LLELGATSLF PHLERTFAGS FSIHIFTVLD ¥YYDTYVNEIT QIDLEPNLNE ELPINILLLG
321 ERETHVTTQT ADSTEHLNDE KQEEYLNLGV RNLSKSNSKN ATELRTNRLV TIINSRLEVG
401 AHCEERWTED VLMSHREIYE TVEMWKEFVR LEDEVSESCR SQILRNEFEV MREREECLIFQS
481 EEEDFATDEL REFASWEHTV GTGSREDVENE LRGNSELLDE VYSSYEKTE

Supporting Peptides:

TTSDQNENLI
QMMCEPYVY(Q
EKEGNIVELD
ECNVELNESC
SRSHEQNTTS
MPPRGELSGQ
TYKCPTCGES
CNVIPQNNEI
CRLCGKYFYR

MEREMEDYVC
YLRSYLEVHI
YCGAQFIREY
VSTEN

PODNWFIDIFG
DDLWHYDGEQ
TLWANRDEGD
IVNEWRSYCL
PGTPITLSNG
SFNPYRRIGEK
EVPGDQRLGL
LARGFRLESH

YLSSEAEPRE
YWAQQVQVEA
DIDITLEPSLF
QOLQPSALTE
NLKTFFKDKY
DNPDDWATKL
QDOKYNWLHD
GLAAGFSGTA
MVVGGEVDRAIL
QESWNE

LYNGGNSDSK
IKGGQTQAEI
LERWKGAAPN
YSIESCRVSI
YEWRLINARF
IISESDETDN

GSTNTITSNS
QOQVIMSSGP
KVETEISEIK
QTQTVNNEGE
VIDMDGMNLFE
ESNGGTSDVN
FNCPKERRVH
EVQKKEDVTI
KQNMQLHMKR

SCGEIFHSER
RNHSGHEPES
NCQRHVEEHE

back to list

VWDLLYEASF
DECLDAVTEQ
PTOMDDIVEF
ALTSAWENET
TLRPCSAVCS
LATGHVVLRL
LYHFQEIRGM
EPDRLPAGYE

VPTRDQIHAF
VELNLVDSLQ
QEMTFTMDAL
SLLPLSAPSL
GPGFICRYVG
FTEVTNNTRL
SMRDLIVAVL
LWEWVGEAFD
NAFNSFESEP

back to list

FVIINNSFWR [Ecarb:

YATSESNIFE
AAVENAVERT
YANEILPITW
NELESYMNGA
FLDNAKCNVK

—
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16/03/2023, 15:17 proteins
Peptide Uniq |-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End [PTM
K.C(+57.02)NVKFNR.D| Y 22.87 |936.4600(-80.0(469.1998|2|0.15| 671 1 477 | 483 |Carbamidomethylation
total 1 peptides
tr|Q7QIM3|Q7QIM3_ANOGA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MNTLEAPSLH SLLDSDHGSN DSLLAESLQL DIEELDDEEY AIPAVDTLPT LESVLSEIDS
21 QTSIADDDLI RGGTTPTPSL EEQLELESIL RHVVLHGVTA QLTSAVDRVD AGLATSCAVS
161 LEWCCQEGIT QGAVSAMAFN EDSSRLLAGF ARGAILMIDT QTGDVIRTLN EVITPNTGVL
241 WSLNFTRELG IRGCDSECLF SGARGEVCTV EPLLLGDEEH PLETYTIVAL ATLSKEFFVVL
321 PLLAWQMVLI QAADSTRSID PVLAAARGSD LFFHQIIYNS GRISLLFLRH IQLSYNLLATI
401 DVRTNRELEV IDLSNVGLMY NSAQFKGLAT GGNVSPALAL AGAAACYNTV VSQGNQLYLL
451 TSMQRWDEATI ELAIEGYRAA AGRHRRLVSS KDRILEMYEE YLSVTKETPE LCLEAIVGCL
561 DHYLQITAKH IECDHLDAVA PSVAQVMCEY FWEEGETTRL ENLILELNWQ CLDLHQVLTI
64 YTVSLTDLIFP QIELATDDLH LGNCVLVYIS SCLAGRGYPT GEIAPETIPT VEHEVLRCLT
721 LQFDTRETLN VISLAFQEKE FNGELGLSQR QRIINILLEI LTPEHATWSQ IGALLNFIAQ
201 LTAPTDVPLS RREHFEREQT WLELLCSNCL DHMPTEQLLD IARQNRCYHV AEHLLERLGR
881 YISQHASDTR RQIYQLVVQN LCQLVDINCE QAVRVLVDGF MRYLSHFLQL LEQAAVPERL
—
961l RYLELLCQYR PEEVIEFLES NDSYRLDNAV RTIKRYELNA PLIYLYEKEQG DYQSAYAVAV
1041 LCTRASSVLT ESDREQLWFS LLHIVLARSD LTTVTENILH SASEFVDLSE LVQLVLTSSG
1121 SAYETLLLQT TSRILGNDLH AMLARERKIA MRGLAVESIE CIVCRARLYN SERQPIVVMG
1201 TPNGTDGNGG AAQSVETGTG KAPVMERLKC PRCDAVVVEE CSIRTPECYV ESGPYANDSS
Supporting Peptides:
Peptide |Uniq(-10IgP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
A.AVPER.L| Y 21.15 [570.3125| 4.5|571.3223|1|0.13| 748 1 935 | 939

total 1 peptides

tr| AOA2A3EPUS|AOA2A3EPUS_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

DLDSVSALGV
MMIAVGTSHG
HLEKWTNRPAL
IRPRLEVIKF
HWLGPKSIAC
GGKSLHGISA
IEIQERQLLW
CREKERLYRAQ
VIHSNKAPED
QIASRELPEN
YEEIFDCYLL
FREFLEALLKQ

ETLKDAPESS
STSTGNFGDI
DCGHAMHQQC
TDKGPSTLEL

back to list

ROQSNGNGTGT
HILAFDCTQT
ALCSD5GGSV
HPMAGYFDCL
LDTKEVLHLS
RAWSDRISYL
EELYDRLPTT
MYLNTKALGD
ELPYFYLRRL
ELLLEEVVAY
DEFREMQIFS
SVQLETTDLE

AEMCALQVSA
EHLLIGMLSN
ARNFCTVPVE
SAPFRVG

back to list

1 MFQNFNMVLT EQDPNEDTEW NDILREKGII PEKPEEVTEE QIVDIVENTI NEKTGRAPND LENETLDELD ELEDEEDEEV
21 LLEYRRKRIA EMEELANESK YGEVEEISAE DYVQEVNNAG DDIWVILHLY KSGIPLCTLI NQHLINLAKK FPTTKFLESIT
—

lel

241

STTCIPNWEFD SNLPTIFIYH NGNMVEQIIG PIELRGMELT EAELEWMLGQ AEAIPTEITK DPEFKIRDVL FSSLRHENDD

VADSNDW

Supporting Peptides:

Peptide

Uniq |-10IgP

ppm| m/z

N

RT |Scan |#Spec

Start PTM

L.INLAK.K

Y 20.74

557.3537

0.6(558.3613

1|0.26| 742 1

145 | 149

total 1 peptides

tr| AOA2A3EAV6|AO0A2A3EAV6_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

i
o

&%)

8]
S
[

[¥5)

MATHWGIAGA
ETAFKLMLNHG

VERLNIENLG
IGTEGMIEVP
REQIGVTYLE

Supporting Peptides:

back to list

GEISHDEVSS LQTLPESEHI VVAVAARELS RAQNFSSLHE IFFKAFDSYTE LAEDNDIDVV YIGTLHPQHE

FHVLCEEKPLT MNLEQTTELI NLAKEKELFL MEGIWSRCFP IYEILKKEIE SGSIGEIYQV LVSFGFEMPD
—

GETILDLGVY GIQFACLIFD NEMPHTVQAT GCLNEEGVDQ STSISFLYEG NHTATILTHS REVDLFNEAYI
EFWCPTTLEL PNEIVNVSLFE ETESEFNFIN SVGLSYEANE VENCILEGMI ESPEVPHNLS LLIAQLEDET

D

Peptide

Uniq|-10IigP

Mass

ppm| m/z

RT |Scan|#Spec

Start PTM

L.INLAK.E

Y 20.74

557.3537

0.6(558.3613

110.26| 742 1

110 |114

total 1 peptides

tr|AOA2A3EKU2|AOA2A3EKU2_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list
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16/03/2023, 15:17

1 MNTEDVWTTL LFIISFFFKQ SIANDCVPYR VDDEIIACVC
51 DSCENFDADT TITVDSEEKY QEKIIGFGGAF TDATGINIAK
I—
16l YDDVLGDTLL ENFSLAPEDY NYEIPYAKLA IELNPEVLLF
24 ENGLDIWGIT PSNEFPLLGFM INDSNISMTW IPETQANWIA
321 YIAGIGVHWY QDLIYPVTVV DYIHEKFPDK FILMTEASIF
401 MVLDKTGGPT VTNNEKLDAPI IVNPETDEFY KQPLYYATIKH
481 TSTERIILED LQEDNELCLE LSPQSMNTLE YK
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm| m/z |(z| RT (Scan|#Spec|Start|End|PTM
G.INIAK.L| Y 20.74 |557.3537| 0.6|558.3613|1(0.26| 742 1 116 | 120
total 1 peptides
tr| AOAOJ7KFW6|AOA0J7KFW6_LASNI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MDSNNDGVGD LKGISSKLQH FVDSGITGIW LSPIYASPMI
51 VPNHTSDEHE WFRESLIGEG KYEDYYVWET GENNNQSFPPN
161 DEMEDVIRFW LREGIDGFRV DAVPHLFEDA NLPDEPRSYA
247 NEDEEVMMTE AYTSLENTTR YYEFGSHVPEF NFEFITDVNN
321 PGRGDQMTML EMILPGIAVT YNGEEIGMLD KRDISWEDTQ
401 WLPIHENYIE LNLAKQEIAN ESHYKIYTSL IEMRQRETATL
—
481 VNLTGQGLAN ELVVEVATIG SPVEKGTTVN TREINLFAKA
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |[Scan|#Spec|Start|End |[PTM
E.LNLAK.Q| Y 20.74 |557.3537| 0.6|558.3613(1(0.26| 742 1 411 | 415
total 1 peptides
tr| AOAO23EZAO|AOA023EZAO_TRIIF
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 DEMNIDVTSV ELEFEEAERS YCNDEDDGSEK VEVGVQDQODG
21 QSYLGYRRPP NQCLTYHDSQ RLARVMGPPC NSAFCKSSNN
161 TESEKNGEIP SREAATLEYF IKVGENVIYP VCETMFLSTF
24 SFLEELNELP SHYCRENSDL LYLEQTEFVTE EDLYNTYLVE
321 ENNITEEEWH KHQEEKERAR EEKNEKDESMA LNGEKHVLTM
401 WFDETSSDLQ ASTFASIIVH YIEQYLCDGK SIVIFSDGCT
481 HANIEEELRN QEIFLPSDYV REKTEEARQHP QPYETTLLDH
561 YYKETDFNEPY LELPERRTSK NQPEQNENFE FPRLYQGRLE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |[ppm m/z z| RT [Scan|#Spec|Start|End|PTM
L.LNLAK.E| Y 20.74 |557.3537| 0.6(558.3613|1|0.26| 742 1 453 (457
total 1 peptides
tr|[E9GCX6|E9GCX6_DAPPU
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVTTSMRCIL VMCFAAVCCQ CQSDNNPGGS SSWEELQISP
51 LDHESAFVTY NEKFTKQTEMR FRIEMWNDEV QNEVVEHLNE
16l YDESKILWLS LSCNDQEKICD ELANEMRSVP KHLDHFELLY
Z41 TADDEKEMLA ETVTNIRMDT FDDYEVLSPD TESQILSILEK
321 INELDTETQK KLADMFETRE NEERIQHNFD SNNWADVDRI
401 ERFVPEPFMQL SRINLAKFRD SQSFQDRENLR VRYTSAELSA
—
481 NAELSNVESD LTNEKLEGTEKK ELEKTKINLE ETRANLSTQL
561 ETETSVENLS TQLNGTEKEL GETEIDLEET RINVENLSTQ
©41 EETRANVENL STQLNETEQD LLETRSDLTN EKDDDLSTEME
721 CADLERNGQE VNGFFLVEGS KEMETVYCNFE YPNQTEEQEW
501 MNLTSGIFTA PQPGTYFFSF AAVVRLSSSS SEVDEFYSHLH
281 QIWYRDDSSS TLYDGGNRYT HFTGLLLEEE IWATL
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Supporting Peptides:

Peptide |Uniq|-10igP| Mass (ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
R.INLAK.F| Y 20.74 |557.3537| 0.6|558.3613(1|0.26| 742 1 413 (417
total 1 peptides
tr| AOA2A3E979|A0A2A3E979_APICC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVRSSDKDRH HRRRSRSRSR SRSATPEEEKR RRSRSRDERDR
21 EKRLTGSKSSR SGKDRSNERSR SEERKEKEKG DSDELPFDHT
161 GEASILANLQ LPMEEWSLED DSDEETPVVQ NSNEEVEEDG
241 DNEGGENANN GTGTGGTQSG GVVIVTGVAK KEVQEQEGEL
321 TTEYQPFRES FYVEVPEIAR MTPEEVEAYK EELEGIRVEG
401 AIMSGRDLIG IAKTGSGETL AFLLPMFRHI LDQPPLADGD
481 ISEQIAELER GAEIIVCTPG RMIDMLAANS GRVTNLREVT
561 RQMEALARRI LTRPVEVQVG GRSIVCKDVE QHVVVLEEDQ
©41 SCMSLHGGID QCDRDSTILD FEAGRTELLV ATSVAARGLD
721 SEQERYAGDI LRAHELAGVP VPEPLRQLWE GYFKARQAADG
201 DDEDIENDID QQIESMLAPE RTVREIARPS ATNIAVEGQP
581 KGAGPTNLIT AKTVAEQLAA KLNTELNYQP REEDLVESDV
96l EAGLTVRGTY IAPGEAPPEG ERELYLAIES TSELAVSEAK
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z |z| RT |[Scan |#Spec|Start|End|PTM
K.INIAK.N| Y 20.74 |557.3537| 0.6|558.3613|1(0.26| 742 1 858 [ 862
total 1 peptides
tr|AOA182SQ67|A0A182SQ67_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 IFDQFDEEVF HRCRFYVDSL PSQQIVAVYR IRLLWIAYIL
21 SISESSVREL ISETERKELRI TRVERHYDSG EHEPVVTILK
1€l TAPVQHDSRE SEMWANNINE TLLYIESIIK QEGVAIIDVL
241 IVLYYVLERQ DDMDSSVELN RPPALADQCG ALELEPERLC
321 PMLEPFRETL NEYLEQVTYC LYGYPQERPR LRHIQDHCAV
401 QRIILLIPRE INIAKLSEPI SEFIDGEGNT LPEAANILQS
—
481 AGISLSEASK VETKLNSTET IPLQEFLDET DNGMKCFDQC
561 FALVETHEER CLDIAFTCFN KVSLSELCYN NATGDAIDEQ
©41 THYLKSAKYL YECNATYPIK INHSSPSQLA IEALEIFYRI
721 INENMLEREKI SPNAGGNGNN SGNAGGTTDM DGAVGSPEAA
201 VNSPKQPQES KPGESDVQVV EDVDAVPSPV SGASQMVAGR
881 TS8STS5558DS SDSDSDTSSD SDSDSTSTDD ELINQQEINP
2¢l STESFESARQ LLLGTYRTTL GNQIPGLFTE RETTNFFNGL
1041 LAMQLOQRTFE PDE
Supporting Peptides:
Peptide [Uniq|-10lgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
E.INIAK.L| Y 20.74 |557.3537| 0.6]558.3613|1(0.26| 742 1 411 | 415

total 1 peptides

tr| AOAO84VFC9 | AOA084VFC9_ANOSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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1 MGAGMTSPGV SIHARSIGTA QCLSPPTSVS PQLSVTWAFP
51 PASDGSTSVL PEAAGSNPSG TLAKPNDPEE RTVEVLPANR
161 SASLNATIIQR KASVEEEKRAG YEGHRRASSP ISQMMGLPDG
24 TGRQDELFDT IRLHEEVLQT VELQPISMEER ELELVQQAES
321 ANLVTYLIPW ESRIKEIESH FGSVVASYFT FLEWLFWVNV
401 NFSTIWEFEG HLEYSPLFYG YYSTFSGAIARA WGYNLPLAYF
481 FTGWDYMIGH METAQNEMAS IILGFKEALL EEAEKKEDTR
561 SWWRRNETTI VMSLISFFFP MIFEALGIME YYHPREKQLRI
£41 SSASQCEVPQ EGSRWNVSSF LTDGSTQTLD AQDNEYRNAD
721 RFMNGCWCWD LEEKFPEYGD FEIAENILHL VNNQGMVWMG
01 RSNNFYFALL LTMLFLCVLP VSYAIVFLEP SWHCGPESNS
581 YYLLSLTGSL REANQDLELQ LEEKERTEERR EMFEIATSTQ
96l NSTTEREKELL QEMMEKALQK EHVEGGESSV GPETQTLSAAP
104 AVEQMGRGSE ASEATDDDNG REEFERTEFS TAERFRLAAQ
1121 ITIESDLDDPH DREKEANVTEA VLSKTTRQS
Supporting Peptides:
Peptide |Uniq|-10ilgP| Mass |(ppm| m/z |z| RT |[Scan|#Spec|Start|End|PTM
V.LNIAK.L| Y 20.74 |557.3537| 0.6|558.3613|1|0.26| 742 1 770 | 774
total 1 peptides
tr| AOAO23EWX6|AOA023EWX6_TRIIF
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 EELTREKLIQ EKEYKTLMALTN KIKIARNEAL SDNESLENEI
21 EKQNYYKTVE EDASKQTESY QIENERLEKE NNDLLLELNE
16l EEMEVTLNEV QDEEKKSVFEL LSKQFNEHFE NINCLEKQFLE
241 KERESSETNM FNLTNELEKL KSELEIVTSD RDQIMNNLES
321 NDEIELLHSR LLDLQQFSEE LEANLLSYSE YVNTLEREQC
401 TFSTISESVQ NISLEKLLQNE VHASELELIK AINKLDSIIT
421 DLELLQEQPT IISNKEKFNE KVEEEFKLNI IRNEKKHSEY
561 VQLHNAEELG KLMQHEIQSL QSHLYEATAE RERLNDMVNE
©£41 DTEQTESTDL FSEMECSQNE HPEAKQELNL EQSTSNQSVN
721 LDAEKTESEEK LIDDLERSQS ELNIVEYALD TEQ@SKTNQLI
501 VQHALDAELS NSSRLINDQE NFQSELNNVEK QILDLEQSKS
281 ELNNTRQALQ LTESRCNTLN TELEKSHAEL NEVENLLEEK
2¢l ETVEQIEITE LREAQDENEI MDLELSNEQL NIELIKLEET
1041 QNTHQEIVRS MNIHVAVWLA RENLLEENLC DHLRPEEEVQ
1121 NMQONENNATI LIQEMEREESD SREEEEISESG ELELLSEHNS
1201 LLSEQEGELE SQREEKEAKEQ IEKLNNELES IRGEMEVILT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
E.LNIAK.D| Y 20.74 |557.3537| 0.6|558.3613|1(0.26( 742 1 854 | 858

total 1 peptides

tr|AOA2A3EGN6|AOA2A3EGN6_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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1 MVSLIKEQLL EKHLSRFTENL SADKINLSTF KGEGELTNLE
51 FLSLDEVHIE VETCEDLREDL SSSQGLSSYT GPAEYSFIHK
161 RCDLRTTREVE DPDRGQLLIF KELEWQTVRI EAQSTKDENL
247 LTDSQLKAAL HFIDSLGGLI EFATILERET FKAARELEVLP
321 IDLHLCDDAG NGRSSHPDLE DGGALQISLV SFQIDYYPYH
401 GRTQHSPLIR SQGNVTIVNNT KGIGENLEEN NQSQNINATT
481 RKVTTTSRNPI PEEFVTGDRD KFCLPEDVTI VHAEFTYYYY
561 YSLMNEDEQT TYTSTTLMYFE DVEIEAILPR IVFESPQDYP
64 MGOMEFFSTEF PNESNDFHVL TDEFLAHCAG TDNIRYPFFN
721 RAVGQNREVP FLDAFPLTLW CYMTMNSLDE DSSEKKSTGD
201 SNKILKVDSG SSLVIGALIP QVEVTEFVMPS HTPGKENSGG
581 DIITPQSDVS SMLSMDFMHS TNPTQTVVTE KHNDTNEHDQ
961 NTPFIPNNFN VGLSSMEEGL SNLMTSIDSA LEASPEDGSS
1041 AVEEASEVVE ETPDTQSEKS MDSVCKREDI VSMITFKLSK
1121 RSRGWVELPS DSNCGSCIKL RLDHDLECKS DSWELSQASR
1201 EDELEVIITN ISMALSMSSV SGLTDLTEDE IIPRPIPLQV
1281 GVFHIEPVVN LLSRSNSLVT LTSNDTQIAQ NINHEMELNV
1361 VIESHLSAAQ EDIQLLLEEK RALQETITQL ENRIIGSGLG
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan |#Spec|Start| End |PTM
D.LNIAK.L| Y | 20.74 |557.3537| 0.6|558.3613|1(0.26| 742 1 |1268|1272
total 1 peptides
tr|T1KS98|T1KS98_TETUR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MGDFTFFCAS ILFNLILLVH THGHHGHHGH SHHTKELISS
21 TDCWPPHITR SLNFKFRTHR SNSLLLFHSV NSAPPGYPLY
16l TIIASEAELK ITIIDGQIGSI FVLRSFLSLH PNGYQPYGQY
241 GNIQFTHSSI LEVDVPLITS VGLETGCINL CRSSIQCSLG
321 TYTAFNWTER TETLMNRISL HFRTRFDDSM LLYAYGLYPD
401 VTVIHAERDV HIIVDGITHR LHVNGQRFYL HLEPYIYVAG
421 NQPNIRFTGL FGPEFGCSPV PSLPITFQTS RSYLNVTETE
561 EKNSIPHFSII DYDNDNSEIQ PISKTWSSGK PVRFLAGQWQ
64 NATFNNSNAY GYGIMGCIEN LGVDHETVDS RILLNNEALH
721 DTGYAGKTCH FALYKRTCEE YYLLGHRENG TYMIDIDENG
501 DIEYREFNEKE MLEALIGHTE GCTQEIKYGC REAPLNLAKE
J—
281 FLDERENEDS GVIVEPAKLA ITRAFFLASP NLTEASEGRF
26l RTTIVSYGVIL YQAPLFPHHG RFLVTLISPF EILFEYSVNG
1041 IDLDRNEMFD LFEGPLYIGG APESKLEDKS SLGFIGCFRG
1121 MWGNYECICA NPFAHSGRNC QDDANLNGLT ISSDNAFVHM
1201 IHLFNLSVIF TTNNYRTIVS GRVRVGPELI SGNLIQVSIE
1281 WQYGGSMELV RPIRSFIALP PHTQFFIGGV DPIVDHSLPT
1261 GGCQRVCDEEK PCENGGECRE NMRIGSIEGV KCQCEQTSYQ
1441 AEPEMIGRCL
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
P.LNLAK.E| Y 20.74 |557.3537| 0.6|558.3613|1(0.26| 742 1 835 (839

total 1 peptides

tr| AOAOA7AS86| AOAOA7AS86_TIGIA

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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1 MSSFEEFCGG PIWDVNVTWN TEDPDFTTCF HQTILLYIPT
51 ILPVIDLGYA INEDARTVHV VAAIVEIVTY VCALCLAVAS
16l MLPFLSYTLQ FPLILVLFFL NCWADAPSEY KELEEDVPNL
247 ERCSGIVPEW DROQWEENVIK TIQNSEAPSQ VSITSTLMES
321 KGYLYTGLIC LSTLFNTILN NQCFYQEYTV GLRIKTALIS
401 NMIWASPLQI ALAMYFLWDI LGPSSLAGLA VMVLMIPLNA
481 PSFEKHVVDI RAREISALEK SAYLNSFTTF LWTCAPVLVA
561 LLVFLVQCEV SLTRINTFMN SDELRVNAVD RNPNAKGAIV
£41 SLLSAFLGEM ERLGGSIKETN GEVAYVEPQQA WMENASLEDN
721 INLSGGQEQR VSIARAVYSN RDLYLLDDPL SAVDSHVGEH
201 ISERGTYEEL LNEQGDFASF LIQYLTEEGD KEKGLEEESE
581 EKGQHFNQEGEK KRSSLMSTSR IHPFSSNSNI PPSERGLDEI
el YVIYQGFQLG ANVWLSEWST DPRATTDTSV RODMYLGVYGV
1041 SFFDTTPLGR ILNRFSEDID IIDVTIPMNI EMLLNQSEFNV
1121 ERMESITRSPI YSHFGETISG APTIRAYEMV QDFITENEEEK
1201 RDTMDPGEVG LSLSYALNIT GPMNMLVEMT SEVETNMVSV
1281 YREGLDLVLE GISVQIESGE KIGIVGRTGA GESSLTLALF
13261 GSMRLNLDPF EQYSDREIWR ALSHAHLESY VSNLPGGLSF
1447 LETDDLIQTT IRAEFSDCTV LTIAHRINTI MDSSEVLVLD
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan|#Spec|Start|End |[PTM
L.LNIAK.L| Y 20.74 |557.3537| 0.6|558.3613|1(0.26| 742 1 68 | 72

total 1 peptides

tr|EOVCO8|EOVC08_PEDHC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

GFLVLEFSPLE

QRRGVVTSGL
TPEKHASFFS
FGPAYAISAL
AIYRKSVKLS
VVAQOMKKYQ
LASFATYVLS
VEKATFAWDK
ILFSKSYKSN
IFENVIGPHG
LEDLKQELEK
KVGONLIEKE
LGLLOSLAIM
LGTLVVICFA
IDYNQKCYYP
ERISEYQETP
RIIESAGGSI
DVNEGGENLS
AGQIKEFDTP

VYFRIYRGSN

LVIFWFLAAT
RAIFAWFDEF
YOLGTSVLOF
NSGREVMTVG
HAQMEDKDRR
DSANILDANT
DAEPVLRDIN
LYDRVLNSCA
LLEEKETRVLV
TLGEEAVQRQ
KAEIGGVEWS
TGTCEVMVGT
NPIFIAVVIP
TYVSSRWLSV
QEAPLEIPEQ
YIDNENIGLL
VGQRQLVCLA
ENLMAQRDSI

EPVEWTLLNI AKLILNGILV
—

GGAITFASVL
AWEGWRRETLE
ASPQIVNLII
ETTNLMSIDT
TELMDEILNG
AFVSLTLFNL
LTVEEGELVA
LVTDLEMLFEG
THGVSFLPQV
LMASKSVLTS
IYRYYAESIG
LNAAAKLHST
ITLMYYFLQE
RLELIGNLVI
DFPPEWFQYG
GLSELRSRLT
RALLRETEVL
FYGMANDAGL

STPYLSGDHF
YTDLWDLEES
DEVESDQPVW
QEFMDLTLYL
IEVLELYAWE
LEVPLNMLFM
VVGTVGAGES
GDETEIGEEG
DNILVMEDGR
LTDLISESSE
TEWSLVTILFEF
MLHRILESFM
FYVTTARQVE
LFASLFAVLFE
VVEFDNYQTR
IIPQDPVLES
VLDEATAAVD
INNLD
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1 MTISTRGVNE PTECNDQVTN TEVVEEIIED EPISEIGEPD
51 EKGIDTRSEAC QRFFREGLTI SFTKILTDDA VNSWEPNIQL
161 FNNSRPPESI PPGMHISDEE VYCRPVPDSR LPRGWLVDLI
24 LTVNTIVEYF MEVIEIILQV LDGLTDEELE EEAEKNELEND
321 SSFNGEMNAL NEVNEVIASV AYYPHRHTPV EEDEWLTPER
401 LTLSDLDAIW AAQAGKHEAT VENVHDLLAK LAWDFSPEQL
481 EKVLTLFWNLA HSDDVPTEIM DQALAAHVEI LDYSCSQEKD
561 LNHSQRSQHI YYRQQIIDRL QNNHSLVILV SDSLENYIEK
64 DGELWLCDSQ AFRQIWECLAE DGVFPFSDEEA CFEWFSELMG
721 VNEEEGELIQ KHRSIVMEDP DLIGMDYLWR VITNSGEEIA
201 YDNVTLLMEE DIMENERLEDE AVEMCRVMEV LHEYISECDN
581 HTNETLASFR RSILRRIKAG TSVEVELVVN GDSREPIILA
961 SSPQHPYDGP NLEAENVLPG VLMSRESIYA KFLFQLSDLG
104 HSQDNNITVE NIFFDNSCTE VLYNVEVMYS LLMPASDFMS
1121 YVTILEMCEL LLTVIGHVLG RVPFDDSSQP HDQGGSDGNP
1201 YIDEQPQIIM ESKAGQMFLS ARSWELPDTN TVEAVMELAW
1281 LTVSLVLNYE VMDNFIKDPL WHTFIIDLLL LAKNRVVRSS
1261 EYFLLLCRLI NYATMTDCPV PNAEILLDNE IAWLEKIKEN
1441 EKEGLCFIEEI LEDFIFPASK LMLQFLETGD LVCENAIPVC
1521 EKPLTEWDYMP PIGPRPPEGF CGLENAGATC YMNSVLQQLY
1601 GDSNDDEGGV DESREEYNIG ILEQVQATIFG HLAYSELQYY
1681 ALGQEQIMSEK VLVGSFSDQK ICEGCPHRYF KEELFSVINV
RPCIEELPFV LAFQLERFDY DYERECAIEEF NDYFEFPRDL
HSGQASGGHY YSYILHERQSD GTSEWYEFDD GDVSECEMEE
YTELDVESSN TSFCEYNNNN INVYLNYNYI IYLLIVILLF
IEEIVSCNSS LLELHNDELT LDSEELSMLS VQLASRFLFH
QHPFYRLSEYL LNSPSTEVRA AFMEIILFLA HFSLHDGPCD
2161 VHYFTLFQMY AQLGLEEEKAQ LLRLNVAEKIF INVALEEGPI
224 PNPYCDPQCS SSYLMPIQPD VAELLFGEVG YAEELIDNFS
HYLDWLLHLL LIEDSWQTHR IHNALQGMAD SDAKEGLFEI
EEWLHCNECF PFEANVQYSC DNWLLSTETN DSANGYFPER
VVSEYFGNQS EDRERENEVQI REEMDETSEDG IASIVEMQORE
DLPQSLSRHS LTDVALVQET QVS
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan|#Spec|Start| End |PTM
H.LNIAK.E| Y 20.74 |557.3537| 0.6|558.3613|1(0.26( 742 1 1418 | 1422

total 1 peptides

tr| AOA2A3ES5A8|AOA2A3E5A8_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

FPHDKLAELD
YIYQONCQRLV
NKFGNLGGFK
SISCIIKARK
MAKWIKDNQV
DHLFECFQSS
AQRTSWLAKC
VKKLVSHHEE
EEPDLDETEN
NRAIEIMREV
TEVNERKILP
DDRKLLSQLP
CELHYPPLRD
AEAFEFQYNF
INSHSPTSHA
AASTGSLSCL
ASDQFLLILY
VEETGETQVE

NTPCTENAAF
MVESIRVGLL
VPRGLWEHFE
DIRNHSSLLD
DMDPYTVSGL
DEEMESQCEG
LADLEENTMEK
TGFHTEESLR
SLIYNGESEN
PATESQYFDC
PSEDIVELIQ
VIESKETHYQEK
SNSARKLLVH
SFEPIREENN

TKISSPRWVV
ELCVIKLNQD
ILLERFQTGE
CLVSRVEGKE
LEIVLRDSLH
WINANKKQRE
VEELKSGDKW
LDSQNFCIDG
REFFEDNILQ
CTNLGSQLTS
LHRAYRGKCT
IRDEMIITAK
GARNLLQLVP
VESGHAPIVL
SPSGLLRTLN
HSPHEMHNSH
DSAQQPLLFC
EAVLEGHLNI

PVLPDQELEC
WEFPLLDLLAM
NLSVAVMYSL
ETSKDLEIFR
QPQYVEKLEK
KLLELIRHLA
VLPALEQIRE
RYCHELQVQE
LDPTLLTESG
NIYEFHETYI
ILTIRETHEQ
LCOTNINRAS
PDQSTVEKLK
EMLTKNNFLP
SVFNQGVELM
LLGKIPDEDD
ISLLESQLNT
AKELMGFLSP

—

DLLVALCMGC
AREGAATDLN
LQGEFPVNLREE
SLEQYVEGEL
AFLEGELIDC
GDYTGEVFEDH
MPLVIEQGVR
GAAYDWYEVL
IDSNFSLSDH
TELHQVVSML
FCTWENFPIFS
KAYQCIEKEYMT
SVELCPQDEP
QERSDPNAAD

VPNMKLLVHM
EDFSGEERLE
QQDAVEFYLR
LEGADAYHCD
DYDELSKEMC
IMKRLSYRKQ
RONIVEMHNR
SQHLRHSASV
LLHALILLLD
VRCCDLSTST
KNLLSETLRQ
TLESKCRAAH
EVEEVSEEGE
SGDEEFAWEC

LLQASIDLCEK
LENPNCEFHV
IRPFGLCYEL
LEMILRLLQT
ILRFIIEKERC
EDDEDGVMAH
ICCLYEQSPN
RLNFLREFLLE
MECFERFFET
AECLDRLRTH
RALDDMDIYT
SFETSSDSST
QLFEIYFNSE
NADVATERSA
IENVAEELAA
VVLCREALQV
TVIANCENSS
EFKYLLGSSE

LTEMFYSERE
TENTDVEHID
LVESLDEALK
KCNKKVVTVE
TKYQLTGIVV
KRWWNAYMLY
NQFSAEYFQF
RLWFAKEIIF
KDIADHGKHS
QNSNASVQPL
IACTIYQDLK
VLLTSTEEIR
GLQSLEWKGL
GMNKRMSSPS
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1 MEIQWLSNFI LAGTIRFLLM NSEYQKIISD RVEVSTALNS
51 PQSILFCLEFV FTDLLTALFL GLTAEQYATE LVFEEKEEEK
161 YPISLIVPATI IYIARSDSIK QEENILNFII VFISILIGLF
247 FEHFEWLFIA SFQINVSLLY IVPLALRLEH DPMLLAFSYL
321 FMLFCTIFAP TVWYQWIYSR SANANFYFGV TLAFATIAQIF
401 TDEQLQASVC KFLPPVLLEL SSAQEGVREK VMELLIHINK
481 PREMEMQEQAE LIPSILNAIE GKPLSHQDSL LFIIMPALGH
56l VEEMONQQOSD QAIDWSCFRV PPGLSEYAFK RVIGENFPPTA
64 NLADLELEEI VNTLDWSSMQ LAAFPLYSLFL GTDTLGIQEE
721 HSLQEGDGET TNAKLESMAL QFTLNIVQQC SLAPLSRIAG
201 NLLCHLFDTL VSTEGDLRRT VRDTLISITS AFILNEKDDEA
581 SRYLLLLASG DDEHEIRTEA MEVLYGTMHEK NECDEQNCNH
96l VFTEIITYLR ICLARNAHVT KYNELLQHPC ESTPLITRYL
1041 IPQFITRIYE NNLSWLRTLL ISTKPDIRQL AAKIYGLITA
1121 LVFERSNINN DCFNWDLYIN VVEMICNFLH NNTILLLDAA
1201 LNTKIEEEAA LSLGYLCVGE NFPHTSYIVN KIITTVEETE
1281 DTSTELLIRT LDELLHIYED PHPNLRQAVC VWLLALLEYN
1261 INSNEEQEEF FVSNILDQFT QGRETVQQOVT LDTKLFEEGQ
1447 VWISEEGAAF GFAATARIAN EELNEYLFNI IPRLYRYQFD
1521 NYEWRVRISC CNALADLLRV NVRLNLAKCA PELLEKILFRV
—
ATLEPVLLDIG VVNVVSSVREI VSLQTISQLV SRAGVLLEFES
RASAAFEHYA TETMTECIQY IDADILEELM FEIIELIESS
DENSVVEENN ATAIGHIVGS AFKESSLEELE EMLNTWYMER
QFAQENENVI DLWTELWNEI TPGTETGIRQ NIESITNILR
LMDGLEGETW DGEDELLNAL ATLTCNSEMA LEENSEMSMN
EIVQEIWTML AREDADESLV SEEEIERNDV IELYETVYEI
SLNLEFVDELA LLEINISDLS VEDKTMLDLI CDIFNEILEY
2161 QETLPELTED NEPEIRTRII DIKEMLKI
Supporting Peptides:
Peptide |Uniq(-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End ([PTM
R.LNLAK.C| Y 20.74 [557.3537| 0.6|558.3613|1|0.26| 742 1 1544 (1548

total 1 peptides

tr|T1K7Q5|T1K7Q5_TETUR

| Protein Coverage | Supporting Peptides

Protein Coverage:

proteins

WKRVTEGVYL
LWHTTTVETN
YISYYIMGNW
AVIAIFKSYP
LVTDILFASV
RIKSRPQVQL
VNIPVDSDKR
EQLEQTKLGI
IKPEMKRLEA
IILNGMIKLI
NISLMNGLLS
ISLPDFRELV
ENLYEDKIEI
QLSNNEFEAQ
IQSIGILGKT
DIETIHLIMGE
IQRECIKERF
LGKSPTSGNL
PTPKIQHSMS
MDDIHEGTRL

LVILIPALLS
IGFGTKITCL
DDSTELAIGQ
TSLESSSWNT
IVQILYRESK
LGEAWPLYEE
SMGISYTRIR

YNFGIDPYTG
LLYSVALISM
SFIWNTFGFI
CIGDVGEYMS
KHEFAVRHGI
PVETLLLQYQ
AFFLGLHDKP
VKFLAGGFEFP
GIRIRLKLLH
FEGEDIHKMM
TYIESSESNV
TYIYSKMQAR
LHHYLDIILI
ISEIMGIIDK
CELPLSNEGK
TLVCCVQAEA
SSLHYAFMDF
STYREICSLA
SIWRAIVPST
AATNTTKALS

TIGESENPNL
HFIILLSTHF
TLQAINNYNQ
KAQAANATIHT
KEALEYRRHA
TQDKYCVEFI
KEALNIALSL

DLFHETPIGL
IKSSIFWTCL
LTVPDLRENI
LLPLWKHLFQ
NKDINGILLE
DPAASSEVIN
YVSKQLLNEM
DSDILIHLIV
YLCRVTKAGF
AYTVIGQLGQ
RHVYITMHYA
MSIGNEKMNI
FSHASADQTS
NNLEAQHGSL
EEPNKKEIVE
SPEKRDAWTI
1.5DDSDIVQD
TELQKPDLVY
SKAIEQYHKE
KVCVRYCDSS

SYLSNVCGTM
KQELQPYSGK
EILRNEFSNIV
LAEKLGSNID
LYAFGTILHE
THYDKMLPIQ
GRELRYTKNN

YVENFIQQHL
SISLLTLQGF
GLYWYFFTEV
YTQQGFIVGC
RVFFRLGSAD
FTIIYIKLGY
LDVLLLPYGS
AAADTRESVA
IIPPCIQVVF
RIPSVIDENS
ATVFPSDDVP
ENKILPYNIT
LQALLEMIGS
LTLTYMMERR
ILFSVLNNVE
LPSEHTVPYS
MAAKGLSLIH
YFMHLANHNA
ILNDITDNLT
YGKEGEEVLQ

SEARDAIDNI
LLNVLMNGLL
IFLTFFAMHE
ATIRDILLEV
LNIDEFEEVY
STTIQISMLS
EKFDEMILII
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16/03/2023, 15:17

1 MAEDPDPTQY LFISLEQERK DQTKPYDGEKE MVWVPDEEKEC
51 KCEDMSNLTY LNDASVLHNL KERYTAQLIY TYSGLFCVAI
161 LTNRENQSML ITGESGAGKT ENTEEVIAYF AQVGASSEKE
24 FIRIHFGFMG KLAGGDIETY LLEKARVISQ QAAERSYHIFE
321 AEFALTDEAF DILGFSLEEK HNIYKITAAV MHLGELEFEQ
401 GNEFVNQGES KEQVSYSIGA LAKATIFDRLF KWMVEKINET
481 QFFNHHMFVL EQEEYKREGI EWEWVDFGMD LQACIDLIEK
561 FIDFGMDLQA CIELIEKPMG ILSILEEESM FPEASDETFL
64 NITGWLEENE DFLNDCVVDQ FEHSSNNLLV EIFADHPGLG
721 EKEEITDFLRY LQEQLNELMT TLRSTQPHFI RCIIPNETKT
201 SHLVMHQLTC NGVLEGIRIC REGFPNRMGY PDFEQRYTIL
581 AGILGRLEEM RDERLSEKIVT WLQAWCEWWE VEETFEKRLQE
961 DEIKALEEEL EKKETEEKEEE AKLRKELEVQ NVELLQEEND
1041 SHEEDAHTQL SGSKEELEQD ISHLEEEIED LELSLQEAEQ
1121 SEDLQGAEDKE INHLNEVEAK LEQTLDELED NLEREKEKLRA
1201 MASLSAFKLED EQSLVAKLQK QIKEIQSRIE ELEEELEAER
1281 REAELAFKLRR DLEESNLQHE QAMAATREKH NDAVAELSEQ
1261 EQNEQLEMQL GELQHEKIDEQ NRTLGDFDAS KEELAVENGE
1447 AATMGEYENL EHDLDGLEEQ LEEEAEGEAD LORQLSEANA
1521 LNAKCSGLEEK TEQRLQGEIE DMSIEVEEAN SLAASLEEEQD
1601 LYEESQEHYE AVERENENLQ DEIKDLMDQL GEGGRSVHEL
1681 QVRQEIDRRL QEKEEEFENT RENHQRALDS MQASLEAEAR
1761 QOMIKDLQTS LEEEQRARDE AREQYAMAER RCNALHGELE
1841 EKRELEGEMQA LQADLDEMLN EAKQSEEFKAK KAMVDAARLA
1921 GGEERVIQELE QEVRELEQEL ESEQRRHGDA AEKNLREAERR
2001 EIAALNLAKF REVQQELEDA EERADMAENA LAKLRAENRS
J—
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start| End |PTM
A.LNLAK.F| Y 20.74 |557.3537| 0.6|558.3613|1(0.26( 742 1 2005 | 2009

total 1 peptides

tr|E9FZS9 | E9FZS9_DAPPU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

FILGNISSTK
NPYKRFPIYT
EAKDKKKGSL
YQIISGSVAG
RPREEQAEAD
LDTKQKRQYF
FNGFEQICIN
DELNTNHLGK
ADDSTASKGA
PGQKRFTEQL
APTAVPKGEV
QRIALLVIQR
LFLQLEAERS
DEATKDHQIR
DVEKNKRKIE
QARAKAEKQR
LDNVVKIKAK
LQRQLEEAES
EITAWRTKFE
KHFDKIVADW
ERMRKRLEME
GRAEALRMEK
ESRQLLEQAD
DELRAEQEHA
LKELQFQSEE
SASASRAMSP

GDIVTVDCGK
GRVIKMYQGK
EDQIVQTNEV
VSEMCLLSND
GTEEGERVAH
IGVLDIAGFE
FTNEKLQQFF
SPNEQKPKEP
GGKGGGGRKK
NELMTTLKST
DAKQVARKVT
NLRKFLTLRN
GAGDVEERLQ
NLNDEIAHQD
SDLELAQEAV
ADLAREIEEL
LEKERATLAA
QVNQLGKLEKA
SEGLARLEEL
KHKVDDLAAE
KEELQAALEE
KLESDINELE
RARRNAEQEN
QOQEKMRKAM
DRENQERMQD
GPGLPKARAQ

GDERQVEKEKDL
RRSEMPPHLF
LEAYGNAKTV
VCDYHEVSQG
LLGLNAADLY
IFEYNSFEQF
NHHMEVLEQE
KPGQSEAHFA
GSGFQTVSGL
HPHFIRCIIP
EAIQLEPENF
WLWWELYSKV
KTMSQKHDLE
EMINKLNKEK
ADLERNKKEL
SERLEEAGGA
ENQDLQAVVD
SLOSQLEEAK
EESKKKLQIK
LDASQKECRN
AEAALEQEEN
IALDHANKAN
GELHEANNEL
EQQIKELQVR
LVDKLQQOKIK
QHAE

LOQVNPPKFE
AICDGAYTDM
RNDNSSRFGK
KTTIPGMDDG
ENLCKPRIKV
CINFTNEKLQ
EYKREGIDWE
LVHYAGTVEY
YRHEKRKINEP
NELKKPGFID
RLGHTKIFFR
KPLLTMAKVE
QOLOELQDRL
KHLQESVQKT
EGAIQRKEKE
TTSQIELNKR
NSTENQANLE
RTADEESRER
LQESEEHIEQ
YSTELFKLRA
KVLRAQLELS
AFEAQKTIKKY
SAQNASLSMA
LDEAEQAALK
TYKRQIEEAE

back to list

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p3/protein.html

20/30



16/03/2023, 15:17 proteins
1 MPPEKDMGFD PDPAQYLFVS LEMKERADQTE PYDGKEATWV PCEEDSYQLG EITGTEGDLV VVKVADGNEE MVEEDQCEPV

51 NPPEFEKVED MADLTYLNDA AVLHNLRQRY YHELIYTYSG LECVAINPYKE RFPIYTQRVI KMYIGEKRENE VPPHIFCISD
161 GAYMDMLTNH ENQSMLITGE SGAGEKTENTE EVIAYMASVG ASTEKEPEEGE VEEGNLEDQI VQTNPVLEAF GNAKTTENDN
247 SSEFGEFIRI HFGNSGELAG ADIETYLLEE ARVISQQATE RSYHIFYQIM SGELPTLEAM CSLSDNIYDY PEVSQGEVTV
321 PSIDDSEEMQ MADEAFEILG MGEQRPEIWEK ITAAVMHFGT MEFKQRGREE QADPDGTQEG ENVARKMMGVD GPQLYMNFLE
401 PRIEVGNEFV TQGRENVNQVV YSIGAMAKAT FDRLFKWLVE RVNETLETGQ KRVTFIGVLD IAGFEIFDYN GFEQLCINET
481 NEELQQFFNH HMFVLEQEEY EEEGIDWVFM DEFGMDLQACI ELMEKPMGVL SILEEESMFP KATDQTFAEK LNNNHLGESA
561 SFEFVEPKPAFA GCEEAHFAIA HYAGTVPYNI TGWLEEKNEDP LNDTVVDQFE EGSSELVQEI FADHPGQRSGG KEEAKGGKERG
64 EGGGFSTVSS AYREQLNGLM ETLNATSPHE IRCIIFNETE SPGVIDSHLV MHQLTCNGVL EGIRICEEGE PNEMVYFDFE
721 HRYMILAPNE MEAEPDERKA AKICLEKEIAL DPEWYRIGHT EVFFEAGVLG QLEEMRDDEL AKIITWMQSF IRGYHTREQY
201 KQLEDQRVAL CVVQRNLRSY LOMRTWAWYR LWQEVEPLLN VIRVEDEIKA LEDEAAAAQA NFEKEEELRE ELETNLAKLT
581 KEEEDLLNRL QAESGTVADF HDEQNKLMSQ KADLESQLSD TQERLQQEED ARNQLFONEK KLEQEASGLK KDIEDLELAL
961l QETETDEATE DHQIRNLNDE IAHQDELINK LNEEEKEKHMQE VNQETAEDLQ ASEDKVNHLN EVEAKLEQTL DELEDSLERE

1041 EELEADIEEN ERKTEGDLEL TQEAVADLEERE NEEELEQTIQ REDEEIASLN AELEDEQSLV GELQEQIEKEL QSRIEELEEE

1121 VEAERQARAK AEKQRADLAR ELEELGERLE EAGGATAAQI ELNKEKREAEL SKLRRDLEES NIQHESVLSN LREEHNDAVS

1201 EMSEQIDQLN EMKAFKAEKDE SQFAGENNDL RAAMDHVSSD EAAAFEEMTEM LOQQLNEIQS KLDEANRSLN DFDVQEEELT

1281 IENSDYLRQL EDAESQVSQL QELEKISLTTQ LEDSKRMADE EGRERATLLG KFRNLEHDID NIREQLDEES EAKADLQRQL

1261 SESNADCQMW RHEYESEGVA KAEELEDAKR KLQARLGEAE EAIESLNQEN VALEKIEKMERL SGELDDMHVE VERATVLANQ

1447 MEEEGENFDE VVSEWEAEVD DLAARTDASQ EECENYSTEL FRLEAGYDES QEHLEAVERE NENLADEIED LMDQIGEGGE

1521 NVHEIDEQRE RLEVEEKEELQ AALEEAESAL EQEENEVLEA QLELSQVRQE IDRRIQEKEE EFENTRENHQ RATIDSMQASL

1601 EAEAKGKAEA LRMKEKLESD INELEIALDH ANEKANAFEAQK SIKRYQQSIK ETQSALEEEQ RNRDDLREQY GIAERRANAL

1681 QGELEESRTL LEQADRARRQ AETELADAHE QLHDLTAQAA SSSAAKREKME SELQTLHADL DDMINETENS EEFKAEKKAMVD

1761 AARLADELRA EQEHAQAQEE QREALELQVE ELQVRELDESE NNALEGGKEA IQELEERVEG LETELDGEQR RHADAQENLR

1841 EKSERRIEELT FQSDEDRENH ERMQDLVDKL QQKIKTYKRQ IEEAEEIAAL NLAKFREKAQQ ELEEADERAE LADQAVSELR

—

1921 AEKGRGGSASR LSPPPQMEPR SKRDFE

Supporting Peptides:

Peptide (Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan |#Spec|Start| End |PTM

A.LNLAK.F| Y 20.74 |557.3537| 0.6(558.3613(1(0.26| 742 1 1890|1894

total 1 peptides

tr|EOVZX2|EOVZX2_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MARSEEKTEP DEKFVFLSSW VLNENDEEKEG ENEGGGGEDS DDYNAEITGR ESSMENGENS ESMDENNEEE NNGEMDDGNE

21 SYPPTPPEPD KELLFLIEFL VDTLTLFPDE MMLDFIDPCS LQGPLSVVLT FLHFPPMELG ETDVDPTRRT GDNVVQYNSG
1€l KSLMFALTES LFEEPPPIYL EISAEREMPH AFLFSQLPIG KTKIQLTELF ERVEVLYDEK PGKTVSESIE DTYQLIDNEN
241 EKNVAEVSVYI RLTCMGENIV TEFEENEDPE LPLLYENMDS KEIYECVEKD AREDQSGYRT VPLEVEEYCE YEEKEEEKEKKEN
321 YVPPDPADEN YEEIYAEING SVIRINFEEN RREKDPPEPFH VTDFCDCNIP LPRDLVAGMS DLSLSLEPRD GCQIQGQSDE
401 NLTTDDNVDN DENRVGLDRA NQLIFTVPPP QELTAPNAKT ILYNVSTCQN GQLHNHSKEEN FLVEKVETPE NTSAEKMLNDP
421 EERDVFILRII KRGRRGGPHE KGHFSKDAER EEMEKNNNHE NAKEPGGDEG DGNVPPEEEK EMLFLIEFLV DTLLLKQDET
561 EFSHMDPCLL QGQTCVVLTF LHFPPMCICE TDFNPCEQTG ENCIKFNSGE SLMFALSESD FENPERIFLE IGAQEVLPHG
©41 SVPNRLNMGV TKICLTELFK QVFEKVDENP NEFPISKSIK DNYRLFASNT KWPSAEVTIY IRLSCLGQNV VTEFQRGNDD
721 CEPLMFENEE SREAYECTAK DLEMEDEAED LCPPVPGWGE ISGRDCGDDA PANGTDDLDD DDEFDEFGTE AHGHALTIEKEI
201 QESQKEMMEN SESTNSDDGY PGHEKIGFQIP ESQHICEKGE AENKARVYRV NQPGSGKNGE CGNEPIQIVQ GVDSPDEDIF
281 FLRIGKEGES YGEGKLELEL RTPKIKIDRF IDVPREFDKM PLEFTSRD

Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start | End |PTM

E.FLVDTLLLK.Q| Y 20.36 |1060.6532|-68.2|531.2977(2(0.46| 717 1 548 | 556

total 1 peptides

tr|AOA2A3E827 | AOA2A3E8Z7_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81
lel

EYE
]

MTARYDRAIT VESPDGHLLQ VEYAQEAVRE GSSAVGVRGN DVVVLGVEKK SIAKLQEERT VREKICLLDEH VVMAFAGLTA

—

DARVLINEAQ VECQSHELTV EDPVTLEYIT RYIAGLEQEKY TQSNGRRPFG ISCLLAGFDY DGVPHLYQTE PSGIYYEWEA
NATGENAKTV HEFLQEYYTF EEVATEKGTI KLAIRALLEV VQSGRENLEI AVMRRGQPLQ MLDLDTIGEY VTEIEREKEA

EAEKEEQERK
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Supporting Peptides:

Peptide

Uniq |-10IigP

Mass

m/z RT

ppm Scan | #Spe:

c|Start PTM

S.AVGVR.G| Y

20.34

500.3071

4.5(501.3166|1|0.19| 689 1

34 | 38

total 1 peptides

tr|[E9GMZ8|E9GMZ8_DAPPU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

back to list

1 MGSARYDRAT TVFSPDGHLF QVEYAQEAVE KGSTAVGVRG ENLVILGVEE ESVAKLQEER TVREKICLLDD HVVMAFAGLT

—

51 ADARILINRA RIECQSHELT VEDPVTLEYI TRYIAGLEQR YTQSNGRRPF GISCLLAGFD FDGTPHLYQT DPSGTYHEWE
16l ANATGRNAKT VREFLEENYN VEEMEDEEEKV IKLAIRALLE VVQSGSENLE LAIMRRGQPM EKMLEVDEIEK HVAAVEEEKE

241

EEAEREEEQEK

Supporting Peptides:

Peptide

Uniq|-10IgP

Mass

N

ppm m/z RT |Scan

#Spec

Start PTM

T.AVGVR.G

Y 20.34

500.3071

4.5|501.3166|1(0.19| 689 1

35 | 39

total 1 peptides

tr|AOA212EXZ1|A0A212EXZ1_DANPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVCREVAPEET PSQRDGAQEQ QVADYETALD AAGYGRFSRS
21 NMAFMSGGVA SAFFWGIVAD VEFGRENILSM TLIVDSTILL
161 RREQFYLDLIG MSFVVAWLFL PATAWLVIPI KLTYTTILPI
247 LEIIGEIHES NEEMTEFEIE ELIQDNILMT ESMNGEQNES
321 NFWIPELLLR TEGKSCSSNI SVPENAKLLN ASIPWDDLPK
401 ACCVIGNAAC ALISSRGAVG VREAAVLCAL ACAAACVVLA
J—
481 AEKLSGLGVCW GAWWGRAGGV ATNFAVGALL DYSCPAPFIA
561 RYISTHM
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
G.AVGVR.R| Y 20.34 |500.3071| 4.5(501.3166|1(0.19| 689 1 418 | 422
total 1 peptides
tr|AOA2A3EM41|AOA2A3EM41_APICC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MESCMRGTCS SALQSSPASI FAMLIQTLIA SRCELSDTSE
51 NVLLIERGEN PLPETVPPGL FFSILNGSQD YRYALEQQES
161 ANEGNPGWSY EEVLPHFRKS SSCSPEFTAK HGDEYCGTDG
241  FGRTMGNLDQ GERQSCSKTY LTPVEDRENL YVMTSSRVDK
321 ILMLSGIGPK EHLEKEFGIPV LADLPVGENL QDHVIWEGMY
401 GYVNVEDSDS PYPDIQILFS QIQRLDTGSM KMAMASYNTN
481 DPVEIYSNYY TVADDWEKEMT KVLPILENLL NTTALKEYGM
561 MGPAGDPRTV VDHRLNVHNV ENLRVIDASI IPNIMSGNIH
Supporting Peptides:
Peptide |Uniq|-10IigP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End| PTM
R.AVGVR.I| Y | 20.34 |500.3071| 4.5|501.3166|1|0.19| 689 1 288 | 292

total 1 peptides

tr|[FOJ9M9|F0J9M9_AMBVA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

lel

VLGACACAFF
AQSTVSDYRL
YSWRLFLALG
EVLFMGVMED
VLELRGGTDD
ACVCACAATE

VAALLALSIG

YPRDREEEIL

TTGVENCVMS
LIAARGINGE
SIPGFMAGIW
LEMEVSEMYA
EYNATVEFDAT
HIAVAAAAAT

GIMMIKIDQD

NSFMEFDEVI

ACLGMRDERC AWSEGEFALGG
PLEIRYYNYT VINFEDIILE

ILFEGKRAVG VRITLSNNET
—

YSEFVNESVTS APTEEDQLNS

DEITRIMLDE
EFNIYDVFEC

IEREDLITIY
RHLTPDTEER

ASVVMIAEKG ADLIEQDWGI

YVLPAARCEL
LIGGPSTLVE
VLILFESPRL
KESTLILEVFEF
GGDCSEDIDD
NAASLNGNVL

KTADEDENGS

VGAGSAGSVL
SSDINGMIYI
ARREAGHHIL
VEVRATEEVI

AYEYLEAREKG
SSLMEPESRG
YECVIRHVSA
NV

back to list

NLTTYHTGLTI
TYLSDLVGEEK
LSDTNRSDEA
FANMAAGEGL
SIYTSGLIVG
LIRLLLHALF

ESSGENIYID

back to list

ARRLTEVEDW
IGNQEDEFDDW
DPVNGDYYLG
LSAGSIASPEQ

PLATLANDLI
EVELRNADFA
SNYHACCTCK

back to list

FAFLLSSSDE MLVALRSAVS SSPELASEKSL RECTASSSEA SATASTSTAL RTLSEEEIDR KRDVSRLPPR EYARVVELQY
TSPTMEFEYT IKNMREDYAE FGSATGINPG IMWPSKEELQ DLVHIEKKFY PTLQQLFDED SAKQQAEVEA RRILREEEIER

NMAKLANART

Supporting Peptides:

AMLEREA

Peptide

Uniq|-10IigP

Mass

N

ppm m/z RT |Scan

#Spec

Start PTM

L.REEEIER.N| Y

20.22

959.4672

38.2(480.7592(2(0.34| 679 1

154 |160

total 1 peptides

—
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tr|AOA1BOEV99 | A0OA1BOEV99_ LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MMRLSLEMFES NTANESYKEV ASVSFHGDYL RIHREYHTLP SGFTEIEGDL SREAMLLERI NTYSWQQLREK YSALYLTGDE
21 AREEYASVHP FLDFEGILGD REGLQENLAK REKSQINLSKEL YEQWDEYREL QEEKSTLEKK RIDIAENLEN QATREEEIER

—
161 LEAEGKALRN TLEDLEKENSY NFEEEFINES SKSQWNSSSY AGRDNL

Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM

L.REEEIER.L| Y 20.22 |959.4672| 38.2|480.7592(2|0.34| 679 1 154 [160

total 1 peptides

tr| AOAOL7RI67|AOAOL7RI67_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MEGRRAKRNT LRIDWKQSER KREEEIERTG TRREREQVEE DEDAWLLLEM VRVPLVVEAE RGPPELPRCS ECNEKEEEEE
—

21 EERGSSTLEN FGTGRYTGEW ANFIELPVLG RLLRATSSSA NYTEPSCTRR LVLTIWSRSL DWMEEEGGTA SWREKTGREAV
16l CSEEEQAAAA AAAAQAQARE KEQEKQEKKK KEKKTKKQERI TRAVPRLLGR RYTGS

Supporting Peptides:

Peptide |Uniq|-10igP| Mass |ppm m/z

N

RT |Scan|#Spec|Start | End |PTM
K.REEEIER.T| Y 20.22 |959.4672| 38.2(480.7592(2(0.34| 679 1 22 28
total 1 peptides

tr| AOAOT6AV86 | AOAOT6AV86_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 VEMIRNLIFS EVTQGNAHEI KVLANRCASN KVLDIEKLEQ EASTVDVIDS EAAAREEELE REENESRELYE DHRENFLHGEP
—

81 PHTESMHFSH DTLEYERELY GRYGAVSGVD ARLCWPTREE LADVIEYERV EYPHTIPEMI EIAEKTRTEN QAKILEREEE
161 ISNEMLELDI WIEKELNSREIA KEEGEALEAK QREEELIEEV RRHFGYTVDP RDDRFEEMLQ EREEEQEFKAM EEARKFAKEE
241 Qv

Supporting Peptides:

Peptide |Uniq|-10IgP| Mass |ppm m/z

RT |Scan |#Spec|Start | End |PTM
A.REEELER.K| Y 20.22 |959.4672| 38.2(480.7592(2(0.34| 679 1 55 61
total 1 peptides

tr|AOA023FFQ7|AOA023FFQ7_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MLVAFRSAVL SSPEKLVPNSL RRCTGSTSEA SAIASTSTAV RTLSKEEIDR KRDVSELTRR VYARGVELEY TSPTLEFEYN

21 ISNMREDYAK FGSATGINPG IMWPSKEELQ DLVYIEEKFY PTLQQLFDED RAKQOAEVET RELREEEIER NMAKLASART
—

161 AMLEREAARFK AKADEERLHR EQMILEVREY IGYNVEPSDF KFEEVMEMEE EERKEAQKEA REKAKQEFML AKIMAVGAAG
24] TDEGEATDAS G

Supporting Peptides:

Peptide |[Uniq|-10igP| Mass |ppm m/z

N

RT |Scan|#Spec|Start | End |PTM
L.REEEIER.N| Y 20.22 |959.4672| 38.2(480.7592(2(0.34| 679 1 144 | 150
total 1 peptides

tr|AOAO023FRY2|AOA023FRY2_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MLVAFENTVL SSPKLVPSSL RRCTGSTSEA SATIASTSTAV RTLSKEEIDR KRDVSELSRER VYARGVELEY TSPTMEFEYN

21 IPNMREDYAK FGSATGINPG IMWPSEKEELQ DLVYIEEKFY PTLQQLFDED RAEKQQAEVEA RELREEEIER NMAKLASARI
—

161 AMLEREAAREK AKADEERLQR EQMILEVREY IGYNVEPSDP KFEKEVMEMEE EERKEAQKEA KEKKAKQEFML AKIMAVGAAG
241 TDEGEATDAS GKTTEESGDG EGE

Supporting Peptides:

Peptide |[Uniq|-10igP| Mass |ppm m/z

N

RT |Scan|#Spec|Start | End |PTM
L.REEEIER.N| Y 20.22 |959.4672| 38.2(480.7592(2(0.34| 679 1 144 | 150
total 1 peptides

tr|AOAO023FSZ9|A0A023FSZ9_9ACAR back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 ISTNMLAAFR SAVLSSPELV PNSLRRCTAS ASETSATIAST STAVRTLSEKE
21 FEYNINNMRE DYARFGSATG INPGIMWPSK EELQDLVYIE EEFYPPLQQL

=

6 SARTAMLERE AEMEKAFKADEQ RLQREQOMILE VREYIGYNVE PSDFRKFEEVM

1
1 GATGADESKA AAESGTTTES EDTQEADS

]

(=

Supporting Peptides:

Peptide
R.REEEIER.N| Y
total 1 peptides

Uniq [-10IgP

20.22

RT
0.34

Start
148

Mass Scan PTM

959.4672

m/z
480.7592|2

N

#Spec
679 1

38.2 154

tr[IN6TQ66|N6TQ66_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MPSTRTVHEC
21 GAISALVLMT

EVEPNNFQDE PTVAPSDHEE SENIINVEDV GFLHGEVASL
ILSALFGWLV TIIPRAYTFY ISTALFAIFG LEMLEEGCAM

=

6 VEVASTNRRP KSTNPLAVTL RIFLQAFTLT FLAEWGDRSQ LTTILLGARE

1
1 ISVRTVTIIG GVVFLVFALS ALFFDPNMGE EDQSESAN

]

(=

Supporting Peptides:

Peptide
N.REEELER.T| Y
total 1 peptides

Uniq |-10IgP

20.22

RT
0.34

Start
149

Mass Scan PTM

959.4672

m/z
480.7592 |2

N

#Spec
679 1

ppm
38.2

155

tr|J3JZE4|3J3JZE4_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MFAMENRQSI VFICTFLMCL YFSKCEVEPN NPQDEPTVAP SDHEESENII

21 AATMAMRHPR LTVFGGAISA LVLMTILSAL FGWLVTIIPR AYTFYISTAL

161 LENREEELER TSNQDVEVAS TNRERPKSTNP LAVTLRIFLQ AFTLTFLAEW
—

241 CTGVAVLGGR MIAQEISVRT VTIIGGVVFL VFALSALFFD PNMGEEDQSEK

Supporting Peptides:

Peptide
N.REEELER.T| Y
total 1 peptides

Uniq |-10IgP

20.22

RT
0.34

Start
164

Mass Scan PTM

959.4672

m/z
480.7592 |2

N

#Spec
679 1

ppm
38.2

170

tr|AOA0J7KQTO|AOAO0IJ7KQTO_LASNI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MERQEETLMG WNIIWLFFEL FGLPITFPWL VYHFYNIMQQ RREKITALRSE

21 RREEELERVE NDLINTHQTV PITHPPIVLP LDLTDINNME DEVSEAIMVH
—
1€l LTNYFSQVAL SKIVLPFMME QQSGHIVGIS SVQGRIAIPF RSAYAASKHA
Z41 LSLNALTGNG EKIYGLMDEAT ENGYQPGYVA ECVLESVLKQ EREVTIAPFT
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |[ppm| m/z |[z| RT |Scan |#Spec|Start|End|PTM
R.REEELER.V| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 1 82 88

total 1 peptides

tr[N6UKO5|N6UKO5_DENPD

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

1 MVNAEKSSET FLQSFGLPSL KAKPCQPSEY GFDQGQFGVF DVMESGLGSA

21 NIQGMHAPLE LAMEIRAANE IGHLPCLQSS WVMFDSLTGE DLEISPEDVE

161 DVGFLHGEVA SLSVILVSEI GDETFFIAATI MAMERHPRLTV FGGAISALVL

247 FGLEMLEEGC AMSPTEGQEE MEEVQMELRN REEELERTSN QDVEVASTNR
—

321 SQLTTILLGA RENVYGVILG GVIGHSVCTG VAVLGGRMIA QEISVRTVTI

Supporting Peptides:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p3/protein.html

EIDRERDVSR LSPRAYSRGV KQEYTSFTME

LDEDRAKQQA EVEERRRREE EIERNMTELA
—

EMEKEEERKFKA QRKEARFEKAKQ ERKMLARKLMAT

back to list

SVILVSEIGD KTFFIAATIMA MRHFRLTVEG

SPTEGQEEME EVQMELENRE EELERTSNQD
—

NVYGVILGGV IGHSVCTGVA VLGGRMIAQEK

back to list

NVEDVGFLHG FVASLSVILV SEIGDETFET
FATFGLEMLE EGCAMSFTEG QEEMEEVQOME
GDRSQLTTIL LGARENVYGV ILGGVIGHSV

SAN

back to list

VVMITGASSG LGEALAHTFEY
GRIDILINNA GISFRGEVIN

RCGCRIILVA
TNVDVDIKIM

LOAWYDTTRA
SFAAIVIRTL

ELFDENIKET
FEFSLEFEWIMQ

IVNPGYIEKTS
KRAREKLAKNEK

back to list

ESTLENVHFL
NTGEFLEVVG
MTILSALFGW
REKSTNFLAV

TQSEKNYRON
QPHAIAPSDH
LVTIIPRAYT
TLRIFLOAFT

VDMMNMQILR
EESENIINVE
FYISTALFATI
LTFLAEWGDR

IGGVVFLVFA LSALFFDPNM GEEDQSESAN
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Peptide Uniq |-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
N.REEELER.T| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 271 (277
total 1 peptides
tr| AOA1B6LMO09|AOA1B6LMO09_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MNLFQNEKLYA TSTSLRVINA ATKHCRANTV WATKREPKTS ADLALEYFDN
21 GDSDSLSTQL QNEGAINMRE MFESYQNVLS EKKGSSKREK EFNHVYELNK
161 TGEISDENFA DLETGELVEQ AKTPLDESLS EASIDTDRQI DAGEGLASSK
241 NFPVTVEPET SLHFPAHLQV FAFDQGNISS FNPSKPGASG VLGYYLLDAG
321 LQTLYPDMLV CNDISRSELN RLSLVMEQYL TDWEQRVTIT QEPGANILDT
401 RNEERILLPQ LQVELLFQAL KLVEEKGGAVV YSTCSLNPAQ NDGVVQMALR
481 PSCVKYGSLV VEPYLPSNFGP MYFCELEEEE
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z (z| RT [Scan|#Spec|Start(End|PTM
Q.REEELER.I| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 1 140 (146
total 1 peptides
tr| AOA1BODP54|A0OA1BODP54_PHLPP
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAVLLENVTN SIWHAFAALH QEQDGLVNET KLEVLTANIA TLVDLYGVER
21 TLTLAELRNH EAEKIDEICWL VCRQEYTSQR ESSIYPEESI YELFRIFCMF
161 LGLDYEAEEK YEYLVNSDLT YRFEQFLSLV EFREVREGTF ECIESLYEAT
241 CELSYYKTPH LEELCGSICL DSNCMVEPFM SPSGKHDEVQ RFIITSGERN
321 FQRDLTARRR QQRDATEQKR REEELERSTH MQEVEEAEVQ LAREEMARVA
—
401 EKLIMEETQAK RDEEIVEALQY ARVLSDEWEK RSELEQLQEE QRVLLEQERQ
481 QELDIELELS RCEIKQSEET KEMLEARLQT MQPPSREGSR VRRALSFMPS
561 H
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
R.REEELER.S| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 341 | 347
total 1 peptides
tr|AOA1L8DV31|AOA1L8DV31_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAVLLRENVTN SIWHAFSALH QEQDGMVNET KLEVLTANLA TLLDLYGVER
21 TLTLSELRNH EAEKIDEICWL VCREQTYTIQR ESSIYPEEVI YELFRIFCMF
161 LGLDYEAEEEK YEYLVNSDLT YRFDQFLSLV EFREVREGTF GCIESFYEAV
247 WEVLQPCELS YYETPHLEEL CGSICLDSNC MVEPFMSFSG EHEEVQRFIT
321 SAGKEGFQRD LTARRRQQRD ATEQEKRREEE LERSTHIQEV EEAKVQLARE
401 MELTLEELLM EETQAKRDEE IVEALQARVL SDEWEKRTEL EQLQEEQEML
481 ELEDERQELD IELNQSRECEI KQSEETEKEML EARLQSMQPP TREGSRVERA
561l ISTEFNR
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
R.REEELER.S| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 347 | 353

total 1 peptides

tr|AOA1L8DV35|A0A1L8DV35_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

IYRPIFGEQW
EMEEKIVARQR

LNEFVPVSREL
SVLPVLALGL
NEYSKEILVDV
EVWEETSMEI

GLDHFRSTAT
SDLVVRSDGN
YIKDIIEEKGY
FELAAHDHRES
AETQARKELEA

EEMEFEVEQEK
TRERQTTGAD

PSIRLALLSP

EEELERIYPQ
—

IGEKEQFVSEA
REFGDTVLDMC
PCTTDRVSVM
VVEDLSEALE

INFEHFKFYL
COVLMHSSEA
LLRRGYLLPT
RMOWIAALQL
IAREDSRRVA

EFELQLEEAE
TEKRGSSIER

HEYCAVVNNY
GVERLQSETS

EHFTEYNETQ
AAPGGEKSLLC
ECDNNIFKFS
PAKIVEFEFAE

back to list

AQEVFSCLPN
VQIVQQLLNL
LREYWEVLQP
AITYSAGKEG
ELEDMKLTLE

KEELFELEDER
SDEIISTKIN

back to list

GLDHFRSTAT
SDLVVRENDGN
DEIYQIYIED
TSGERNFELA
KMARVAAETQ

LEQERQKRME
LSFMPSTRER

LNFEHFEFYL
CHVLMHSSEA
ITEKEGYLLER
AHDHRSEMQW
AFEFEAIARE

FEVEQEEEEN
PTGADMAEEEK

AQEVFSCLEN
VQIVQQLLNL
GYLLPTLREY
IAATLQLAITY
DSRRVAELED

QLEEAEFKRLEK
AARATRRSDEI

back to list
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1 MAVLLENVTN SIWHAFSALH QEQDGMVNET KLKVLTANLA TLLDLYGVER
51 TLTLSELRENH EAEKIDEICWL VCEQTYTIQR ESSIYPEEVI YELFRIFCMF
161 LGLDYEAEEK YEYLVNSDLT YRFDQFLSLV EFREVREGTF GCIESLYEAV
241 WFVLQPCELS YYKTPHLEEL CGSICLDSNC MVEPFMSPSG EHEKVQRFITI
321 SAGEEGFQRD LTARRRQQRD ATKQKRREEE LERSTHIQEV EEAKVQLARE
401 MELTLEELLM EETQAKERDEE IVREALQARVL SDEWEKRTEL EQLQEEQREML
481 ELEDERQELD IELNQSRCKI KQSEETKEML EARLQSMQPP TREGSRVERA
561 ISTEFNR
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
R.REEELER.S| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 347 | 353
total 1 peptides
tr|N6UIT9|N6UIT9_DENPD
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MARYGQRPEN ALKRANEFIE VGEPARALDT LQEVFRNEEW AYNWSESVLE
21 QSVNVGSLEN VIRGYLRMAE EKTENAREQS AQAVIDIDDL DNLATPESLL
161 QCLELLRTNA HVENLYHDIA RMAFQFCLEY NRETEFRELC DELREKHLEDI
241 FAIQMELWQE AYEKATEDINN LMNLSKEMPV PETMANYYQK LAMVEWEAGN
321 ACRVLIATLA IPLPSAHPEF DRFIETDESP LEFAQRLAVL LGLMQPPSRA
401 DPLNLCSHMN TIMEQLEAEE SGAALQQYIS ALQDVTLVRL VREQVAQVYQT
421 MQIRIDHGEQ CIHFGIDLSE SQREDKPEGP TLQVMPSEQV RNQLVNMSNV
561 NEVEEHERIL ERHKITEDRE EYIERLNTVR EEEEQKRLED IQRQQLMAFEQ
£41 LQOQISQTGHG QKILEKMDEE DIEELDADQI AAFKEAEELQE ERRELQAFLEK
721 OQDQTFWEEQE KERIAAATIEG RKLAVATRDR LCRMKADREDE FLNELTSERN
501 EARRVEWLEE KQEAEEEERK RQQQLLEERE REAKEEKERQ ERLEEKERIEK
g81 EEEKLREQNE EMDEDAPAPW RREGGGDEEIE RSEPLRERGGG VGESRDREDES
@€l SRERDRPDT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
A.REEELER.K| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 877 | 883
total 1 peptides
tr|V5GT97|V5GT97_ANOGL
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLRIVLTVPS SPLEVKFLWE SYCQCLELLR TNAHVENLYH DIARMAFQFC
51 ANVSMSKFPET QQLNLETRLH QLDFAIQMEL WQEAYKATED IHNLMNLSEK
161 LFELFQLSEE MEENITPEEL QEMACRVLIA TLGIPLPESAH PEFDRFIETD
Z41 RVNVINLASP QLQDLYNWLE VEFHPLLLCN RVHDVIVSLY SEENSPLQQY
321 LAEFTTAFHL ERLLVDCVRH NDMQIRIDHG KQCIHFGMDL SESQREDEPE
401 NPNEKKVERE KLEVSMVQNY HETEVREHQK ILQRHKIIED REEYIERLNT
481 ERERKRALNE IQQIKDRHRE EKLQQISQTE HGQEILEKLD EDVIKKLDAD
561 FERAKRLEEI PLLQANMKER QLODOQNFWEQ QEKERIAAAT EERKLAVATR
£41 EFEELLAEER KKRLQERKAK RKEERRTEWL KEEKEEEAERK AAELRREEEE
721 QQEMLDRVAA RQROREEEIE RKLQEEKESR DEVEESSWRR GELGGGGGGG
501 NPDDPPPEAAR TVGEPWETRR RTGGRINVTT EGENVAMREK TNAAMTEETI
281 AASTEANETA TGSPIEKEEP VSLETTGSAE VEEKIEIVEMT GTAETIGIEG
261 GMEVRTHGGL VERAVGGRNP
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End |[PTM

Q.REEEIER.K| Y

20.22

959.4672

38.2

480.7592 |2

0.34| 679

735 | 741

total 1 peptides

tr|AOA1BOCIX4|AOA1BOCIX4_LUTLO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GLDHFRSTAT
SDLVVENDGN
DEIY¥YQIYIED
TSGERNFELA
EMARVAAETQ

LEQERQKRME
LSFMPSTRER

PIMFEYLDLC
LSAVSGEDAQ
CELPTQVANV
YLFHAAALFK
SLLEDLVRVN
IEFARLIELA
LIQSAATINP
KRLEEERQER
SHEEEVDYFE
ALYSEELGAF
EQREREAAEK

KEFEPYVPES

LEYNRETEFR
MEVPETMANY
KSPLEFAQRL
IPALQDVTLV
GPFTLQVMPSE
VREEEEQERL
QIAAKEAEEL
DRLARMEPDK
ERQRAEEAAR
GGGGNEWRGG

DATTEGRTVA
EGMTEVVRGV

LNFEHFEFYL
CHVLMHSSEA
ITEEGYLLER
AHDHRSEMQW
AFEFEAIARE

FEVEQEEEEN
PTGADMAEEE

VELKKSHIAK
DRSDRTILTP
SMSKPETQQL
LLQLSKEMKK
VVNLATPQLQ
KFTTIFHMER
NKKKAEREKL
ERRRHQNEIE
RAKRLEEIFL
EKMLAEERRK
LEKLEMNDRV

RAAGSDNEWR

KLCDELREKHL
YQRLAMVFWEK
AVLLGLFQPP
RLVRQIAQVY
QVRNQLVNMS
EEMQRQHVLA
QKERRELQAK
DEFLAKLEKKE
KEREEKERIE
DKSEEAPKKT

KIGEMTAVTT
PLGRRRTTDR

AQEVFSCLPN
VQIVQQLLNL
GYLLPTLREY
IAALQLAITY
DSRRVAELED

QLEEAEERLE
AARTRESDET
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EGLFQYRNMF
WVKFLWESYC
NLETRLHQLD
NITQEELQEM
EVYRWLEVDF
LLVDCVRHND
RSIMVONYHE
QIKHRHLQEK
LQESLKERQL
RLNERKEKRK

AAKQKAREEE
—

RSAAEKEREP
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AGNYLFHAAA
TRVSLLKDLV
QTIEFAKLLQ
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16/03/2023, 15:17 proteins
1 MAVLLENVTN SIWHAFSALH QEQDGMVNET KLKVLTANLA TLLDLYGVER
51 TLTLSQLENH EAEKIDEICWL VCREQEYTSQR ESSIYPEEAI YELFRIFCMF
161 LGLDYEAEEK YEYLVNSDLT YRFEQFLSLV EFREVREGTF ECIESLYEAV
241 WFVLQPCELS YYKTPHLEEL CGSICLDSNC MVEPFMSPSG EHDEVQRFITI
321 SAGEEGFQRD LTTRRRQQRE ATKQKRREEE LERSTHIQEV EEAKVQLARE
401 MELTLEELLM EETQAKERDEE IVRALQARVL SDEWEKRSEL EQLQEEQQLL
481 ELEEERQRLD IELNLSRCKI KQSEETKEML EARLQNMQPP TTREGSRSRN
561 DSEDDENLEF KRLPFDHCCL SMVPFEHPYC DENGNIFELQ AIVDFLREYK
£41 TLFEPFTENS HIVAIATTGN VFSYEATIDQL NIKETENWEDL IDDTEPFTRED
721 EEIAEKKEDPE GRLETISMET KDILEQLEED YKPAETVVQE EKEVADKFNAA
201 DVRYERVEEK GYVRLQTNFG PLNLELHCDL VPETCENFIK LTTQGYYDNT
581 FDDEFKPNLS HTGRGVLSMA NSGPNTNGSQ FFITFRSCRH LDGEHTVFEGK
96l AQVFVDPFQE VDEQLAKDRA EEAEKLQEKER EEKEEKEKEKQQQ TLVAYREGVG
1041 FGDFS5W
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM
R.REEELER.S| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 347 | 353
total 1 peptides
tr|U4U4N7|U4U4N7_DENPD
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MARYGQRPEN ALKRANEFIE VGEPARALDT LQEVEFRNEEW AYNWSESVLE
51 QSVNVGSLEN VIRGYLREMAE EKTENAREQS AQAVIDIDDL DNLATPESLL
161 QCLELLRTNA HVENLYHDIA RMAFQFCLEY NRETEFRELC DELREHLEDI
241 FAIQMELWQE AYKATEDINN LMNLSKEMPV PETMANYYQK LAMVEWKAGN
321 ACRVLIATLA IPLPSAHPEF DRFIETDESP LEFKAQRLAVL LGLMQPPSRA
401 DPLNLCSHMN TIMEQLEAEE SGAALQQYIS ALQDVTLVRL VREQVAQVYQT
481 MQIRIDHGKEQ CIHFGIDLSE SQREDKPEGP TLQVMPSEQV RNQLVNMSNV
561 NEVEEHERIL ERHKITIEDRK EYIERLNTVR EEEEQKRLED IQRQQLMAEQ
64 LOQISQTGHG QEILEFMDEE DIEELDADQI AAFREARELOQE ERRELQAELE
721 OQDQTFWEEQE KERIAAATEG RELAVATRDR LCRMKADEDE FLNELTSERN
201 EARRVEWLEE KQEAEEEERK RQQQLLEEKE REAKEEKERD ERLEKERIEK
881 EEEKLREQNE FEMDEDAPAPW REGGGDEEIE RSEPLRERGGG VGESRDEDES
%961 SRERDRPDTR DRADTRYDRD RRDTREIGRR DERDSGRSYE RDRGSERPRF
1041 SETSDDTLRR GPPPSSRSGP SEREEPIRRG GDDGTADDDR RGGEDREVVE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan |#Spec|Start|End |PTM

A.REEELER.K| Y

20.22

959.4672

38.2

480.7592 (2

0.34| 679

877 | 883

total 1 peptides

tr| AOA1W4W4T7|AOA1W4W4T7_AGRPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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PIMEFEYLDLC
LSAVSGEDAQ
CELPTQVANV
YLFHARALFK
SLLEDLVRVN
IEFARLIELA
LIQSAATINP
ERLEEERQER
SHEEEVDYFE
ALYSEEFLGAF
EQRKEREAAEK

KEFEPYVPES

YDSSRYDRET
EERFAFEEE

LNFEHFEFYL
CQVLMHSSEA
ITEEGYLLER
AHDHRSEMQW
AFELEATIARE

FEIKQKEKEQ
KDEMYLTYTE
AKSLIKLNFQ
EKFNISTFHH
FTSTAMETAL
IQGGDPTGTG
MEKIEVDNEKD
EGPSTEPAVP

VELKKSHIAK
DRSDRTILTP
SMSEPETQQL
LLOLSKEMEK
VYNLATPQLQ
KETTIFHMER
NEKKAEREKL
ERRRHQNEIE
RAKRLEEIPL
ERMLAEERRK
LEKLEMNDRV

RAAGSDNFWR

DSETDERDEEK

AQEVFSCLPN
IQIVHQLLNL
GYLLPTLREY
IAALQLAITY
DSRRVAELED

QLEEAEFKRLE
WSQFYGGKEE
ENHEDLYHCP
IRKNLRVETE
NHEARAITIAED
TGGESEFWGER
REFIEDITIIQR
AFFKFENISYE
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EGLFQYRNMF
WVKFLWESYC
NLETRLHQLD
NITQEELQKM
EVYRWLEVDF
LLVDCVRHND
RSIMVONYHE
QIKHRHLQEK
LOESLKERQL
RLNERKEKRK

AAKQKAREEE
—

RSAAEKEREP
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16/03/2023, 15:17 proteins
1 MARYGQRPEN ALKRAHEFIE VGEPARALDT LOEVFRNEKW AYNNWSESVL
51 FQSVNVGSLE NVIRGYLEMA EEETEYAREQ SAQAVVDIDD LDNLATPESI
161 CQCLELLRTN AHVETLYHDI ARMAFQFCLK YNRETEFRKL CDELREHLED
247 DSAIQMELWQ EAYFATIEDIH GLMNMSEELF VPETMANYY(Q ELAMVEWEAG
321 MACRVLIATL SIPLPSAHPE FDRFIETDES PLEEAQELAV LLGLMQPPTR
401 FHPLLLCSRV QSVINFLESD EGSPLVQYIP ALQDVTLVRL VREQVAQVYQT
481 MQIRIDHGKEQ CIHFGIDLSE SQREDIPEGP TLQAMPSEMI RNQLINMSTV
561 TEVQEHQRIL ERHQITEDREK EYIERMNTVR EEEEQRRLEE MQRQQALAEQ
641 MQQOQISQTTHG QRVLEKLEED DIEKEMDADQI AAREAEELQK ERRELQAFKLK
721 QDQAFWEQQE KERIAAATEE RELAVATCER LARMEKPDEDA FLEMLLEERN
201 EERRARWLEE KQEEEERKRE EEEKRREEEER ARLEEIARKE REERERQERE
581 LQEEREALEKE STPASSWRSK GETMSSSDVS DSWRRPEEGD ESEKPEAWRS
961l SWENEESRDG PREIGRGGGE RYREDDRDRG DDLYPREDRY DRDRDRRDNR
1041 YRDRRGDDRD HRRDDERREDD RDEDRDEYIERE DDYPDRRGER FRERRDDERRD
1121 PGGGSGSVRE STGNSWRAGG VREDDLRRDD KEDREKIKSEK PEQVSANEDG
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass (ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
A.REEEIER.K| Y 20.22 [959.4672 | 38.2|480.7592(2|0.34| 679 873 (879
total 1 peptides
tr| AOAOT6BCR8|AOAOT6BCR8_9SCAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MARYGQRPEN ALKRANEFID VGEPARALDT LQEVFRNEEW AYNWSESVLE
21 QSVNVGSLEN VIRGYLRMAE EKTENAREQS AQAVVDIDDL DNVATPESIL
161 QCLELLRTNA HVETLYHDIA RMAFQFCLEY NRETEFRELC DELREKHLEDI
241 SAIQMELWQE AYEKATEDIHG LMNMSKEMPV PETMANYYHE LAMVEWEAGN
321 ACNVLIATLA IPLPSAHPEF DRFIETDESP LEFAQRLAIL LGLFQPPTRA
401 HPIMLCSREVQ TVIETLQAEE NTALVQYVPA LODVTLVRLV RQVAQVYQTI
421 QIRIDHEEQC VHFGIDLSES QREDNPEGPT LQSMPSEQIR NQLVNMATVL
561 EKVQDHQRILQ RREITEDEKE YIERLNTARE EEEQRRLEEM ARQOALAEQR
64 HQISQTSHGY EILEELDEDD IEKEMDADQIA VREAEELQEE RRELOQAELES
721 DQAFWEQQEQ ERINAAIEER KLAVANQERL IRFMETDELAF LDELMEDRNI
501 ERRAAYLEQK EEEEEREKRTE QRIKEEKEEKE RLEELARQQQ EEKEKAEREE
281 EEENQRLEEL AGTANVTPVG SGAGGVGGWR GGEGGERERE RERDREPERV
2¢l SPRIREMERG SDSRGGESSW RTDRFDRREGP EDRRGVEDRD RFEDRRRGDD
1041 RGGDEERPER RGGEERRGMD RYGDRGERDER ERRGIEDRDR GRDDRYNSRD
1121 SWRSAMEDDE APMRRPMPSG RGGRDTVSDW RSGGGEDMRER AEDGPRRGGD
1201 ARSEKPREQP QETEDGWSQV SKRR
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start | [End |[PTM

A.REEEIER.K| Y

20.22

959.4672

38.2

480.7592 |2

0.34

679 1

872 (878

total 1 peptides

tr| AOA1BOGE32|AOA1BOGE32_GLOMM

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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DRDIDRDRDR
DKDRDRKDDR
WTSVGSKRR

PIMFEYLDLC
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VELKKSHIAK
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VVNLASPQLQ
FTTPFHMERL
KKKLEREKLR
REKRALNEIQQ
AKRLEEIPLL
KLLAEERKKR
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WREVGDRREE
DEDRERDRDD
REERDRDRGR
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PWVKFLWESY
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FAREEEIERE
—
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16/03/2023, 15:17

1 MIKQVVDNIV TVFEQLFECV MELIISYIVH FVVQVCEFFL
51 DDEEIWDMEE EYARILREEE LEREFATMLQ MDEQEEDSFD

161 PPAVSKFEEP VDEVVLEQRE PQALPVLETA PAGTTAHPTP

24 ARIVERIIDE QDELAAQIWG QAHQQEVQAG SEGPGLDRIS

321 TPRVRRITSE GSPSVRESFT FPASEKLQTQ RVQESYLPRR

401 DGEMDESVLE ADESSSEKRTG EGRPPLQTGQ RMNEIESDEM

481 PPIVSTAEQQ SVHVSHNVVT PRREPHEDRGV LRRRNLLDEF

561 DRYEDEDDDS DMDVDDGEMW DIEKGYAEML RREAQEEYLK

£41 DEPTQEEIGD KLAIPDVTTL EKGRRLGSLV DWWEKKTEREHT

721 IERREDGLTE SEELLSENDL TPSEMRRSRF SPTREKDAYEK

201 PEEEAEAVAS ERVRPNTAQG GQDNHKERRS ELSSSESPIA

581 EAREREQHGE QNIDDVARVW KRLMEKRDALE KAFTTILERE

961 RLERYPNDVH LQGTPKVRRL GSDMRSHSVP PYETPRREPQA
104 KASKEETFLP HRRSSSERPR EDRFPLQRIE RIGEFESDEI
1121 SVEKRQIIIP SSKRPRESRP PLERSREVEE FEIDESTSTS
1201 GRELLDEFDS HNMEEKSNSSS TESTPRCRSI WCGRCLAQEK
1281 PEYEDTPNIP HEDEKRIQRR KLLDEFDLEE SDQSNPKTRN
Supporting Peptides:

Peptide |Uniq|-10igP| Mass |ppm| m/z |(z| RT [Scan|#Spec|Start|End|PTM
L.REEELER.E| Y 20.22 |959.4672| 38.2|480.7592(2(0.34| 679 97 |103
total 1 peptides
tr|AOA1D2NI72|A0A1D2NI72_ORCCI
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MSDVDSEASL PLPASPSENG NDGREREKLSV GSDSGIEKIP
51 QATAGEDETE INMSPAQSSE VVNSASVTET NEKPRIHVLGK

161 SEKTNQESLAI ASIKQEEEEM KEVMALNSIL SEELKQVSVI

247 S555DAFVEE S5QS55GS5ENI RVERDSS555ER SRSRSHSESE

321 RSESIERPSR SRDERSRSKE RISKSRDRTK RSRSRDEESR

401 SRSRSETPPL LLEKKDERRS RSKSPPLESK KEDEHSESRS

4281 EAQEKREREE EIERELDEIR RSEMPTDWQE FGEYQFEFEH

561 PLTRTLQRSL KSVATIPVEL EKNGEEKGEFPV EFLEKTSVLP

64 DPVIDIASTE SQESQOWEFAT NEMAFCPSDG SEGVLISHLY

721 ETEHEQDSMD SAPSPLLEKEKE YDEEKSKRES EGENGDERQR

201 TSDARAGSSK NEESKSQPES DDEYIEDMDV DEQLEKENLQ

581 DEDEKEKEHEK KEERHHEVSK KEKARDSSLED DGDSSSDEEH

961 EKEERGRLEET SEDSDKSSED DSDDSAKEQP KERERSKVSTE
1041 ETERKEQDSK LKHKEKHSKR SRANSTSSGS TGSERDTSSPE
1121 DRNGGGGASG RGRGNDAGGG GSSGGTSHHG RDRDHREHSR
1201 NGDTISDEVC GIHDEQDPEK VVASLIQNIH APIMPNHLDF
1281 KSPKGENEVS RREKVLSNQT FTSWSDDSQE NFEFPRGASS
1261 SS5555555G S555D5SSS5 DTEESDTEPT VPENCEDLTG
144 LDVSQVQEDI SEITDLHLEI GNEETFETDQ SHQPASSEES
1521 TTENEPESKV VVGGVNAVSQ DDTKTVERRR SRSRSLSGSS
1601 RRRRSPSPRG RSYNSRSRHG HSREHRHRDR EDRHRRRERSH
1681 RFRHRDERGR RFDREFDEIS PEFLSPREEY RGRLRRDFEE
1761 MIPGGILPTT GEIFGGISEE ALFEHNQHMH ANSHSMYFYP

241 LDERLEEEMG IQLREEPPQP EPQTRPPVEG PILSKTSGED
1921 AADVAAFGDE AKLEPAEVES IEQEEDGSSD KQVEIVEIEV
2001 TEREKVVADGEK EIGGIEAEEE TGEDDESESQ EQSAEKSITE
2081 ELFKTLFGLG YLSTTPVFRL VVSRMADTDV PSGCDLEETT
2161 VETLVVESES VVVDVEKPLAL DEPLDKIDFP PPARGILVSA
224 PPPFTTAPSQG LEVEVEREEKE VEVEGPEENE NVASGDTSEQ
23221 DIVFQPSDOM PVVLDQTAEARA VQPTTPDIET STGEFLNGPQ
2401 QGISLPTEGC RIPTIVENEV TSDISYNDCS YINHHMNYDM
2481 HETENMYPVN ENIVEVPTVD FSEQPMLHMR GNELNISENS

proteins
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N
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RREGRPSLOR
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ARMVKKKQEE
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PELNSPVVES
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SDAETKRKSK
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DDEILKSIMN
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YDPFEESSES
IPTLLSRGTV
DSSRRDSFDP
SRSRSVSPRG
GPSVIKTDSP
GANPDFHDQA
TTPQNQSQVI
EAPEIEPPVV
SEINYTLHML
STDVSKRQDE
KVEARGVTFK
PYPYCPPGIL
EMSNNVDTES
PLSMPKEEGC

IVERVYGRHG
EQDEPIPTOM

HTTPAAPRVP
DEVLNVVDQE
PATSTRPPAG
RQOMDDIESD
PLSRFRADDK
QEDKPVSTDA
NLKTEKGQQP
QDENYVDELK
LVKTPRIKAL
ISDMSRSAFT
LODKSTAYVL
FONESAAYRI
AESREWTTRQ
NEIDESMSTS

KEDIEQDIPL
ASSKETSAGK
PDSVRSDISS
RSKERRSRSR
ERRDSAERDK
EFEREKEEEAT
TSEDSESRSP

ILKVETSDIS
PKKAAINSSS
TRPVLEKTEE
KEAARKNSTDI
EEAAKEKETN
KRERSRSRSV
KKKDGDNEPS
KRNNTYEELM
QEDINISDIL
LNTHLSTVKS
DGDESKRKSE
PSYTPKDTRL
RSRHRPRSGS
SIRYHPRNSR
PVQLNVADST
HPQSNNPDGY
RVGNMVQVVE
NPHHISRRSK
GQFLCQEFMP
LEDMKEADES
DGINEGDGTS
YOVCLRYAVH
KPYASGVHEV
DNNKIIPIIG

PRALARRTHD
TSAEVEEVII

RSWSNMEDQW
MDYSQIYMKG
LLDESTEYVI
ETDVPKSAFA
IKLKNKYEDE
PRQKPTLARH
QERYLPFSIP
DSQOKHGPQR
EKAFEILLET
RKCSKQTVDA
SSDEIAKSIP
DPYEINKSAY
RPREDREPIR
APASSSTPER
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PFDSSKYSPS
GVIVFHQSSEKE
LDVPVLEARM
EPERSKDRRS
TDIFETTSRER
EREREERERK
SEPEETAQPT

REMHDVIVEE
RSDSNNESSE
EEIEERFKRD
EVEEEDEKHEK
LFDPEEFHAS
EREHEEKSKDE
DEEKPDDEHEK
AELTNTFIGT
LEESFTEEIE
LNSGSESGSG
LATSIDEPEV
PMSIVAVEAS
YDRSGREDED
WEDDESEDGR
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ELEREEKESTS
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EPDPTDVEKES
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YAQAVAEKGEF
PIVSTRNEHT
HGTSFSVTIR
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Supporting Peptides:

Peptide

Uniq

-10IgP

Mass

ppm

m/z

N

RT

Scan

#Spec

Start

End

PTM

E.REEEIER.E

Y

20.22

959.4672

38.2

480.7592

0.34

679

488

494

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)
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