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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 0
# of MS/MS Scans 322

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 33
Peptide Sequences 33

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 3 C

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 10
Proteins 74
Proteins (#Unique Peptides) 0 (>2); 0 (=2); 74 (=1);
FDR (Peptide-Spectrum Matches) 21.2%
FDR (Peptide Sequences) 21.2%
FDR (Protein) 27.0%
De Novo Only Spectra 3

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
IT-TOF 26 5 2 0 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 45
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_3.mgf
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: 3D Ion Trap
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

3 2221 tr|A0A1W6EVV2|A0A1W6EVV2_9HYME 38.01 3 1 1 N 44539 Hyaluronidase OS=Ampulex compressa PE=2 SV=1

7 2248 tr|A0A182SXW9|A0A182SXW9_9DIPT 26.37 4 1 1 N 18534 Uncharacterized protein OS=Anopheles maculatus PE=4 SV=1

7 2255 tr|A0A0N8DDY6|A0A0N8DDY6_9CRUS 26.37 3 1 1 N 21674 Apolipoprotein d OS=Daphnia magna PE=4 SV=1

7 2259 tr|A0A182N890|A0A182N890_9DIPT 26.37 3 1 1 N 22968 Uncharacterized protein OS=Anopheles dirus PE=4 SV=1

7 2266 tr|A0A182YFN2|A0A182YFN2_ANOST 26.37 3 1 1 N 26461 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

7 2267 tr|A0A1A9U4E8|A0A1A9U4E8_ANOST 26.37 3 1 1 N 26953 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

7 2269 tr|A0A1D2NEM6|A0A1D2NEM6_ORCCI 26.37 2 1 1 N 30507 Uncharacterized protein OS=Orchesella cincta GN=Ocin01_02
999 PE=4 SV=1

7 2270 tr|A0A1D2MIF2|A0A1D2MIF2_ORCCI 26.37 2 1 1 N 31559 Uncharacterized protein OS=Orchesella cincta GN=Ocin01_13
905 PE=4 SV=1

7 2274 tr|A0A151X2F2|A0A151X2F2_9HYME 26.37 2 1 1 N 34481 Uncharacterized protein OS=Trachymyrmex zeteki GN=ALC60
_06533 PE=4 SV=1

7 2291 tr|A0A1A9WR47|A0A1A9WR47_9MUSC 26.37 1 1 1 N 65223 Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1

7 2300 tr|A0A1L8DSR7|A0A1L8DSR7_9DIPT 26.37 1 1 1 N 74696 Putative e3 ubiquitin ligase OS=Nyssomyia neivai PE=4 SV=1

7 2301 tr|A0A1L8DSL4|A0A1L8DSL4_9DIPT 26.37 1 1 1 N 74682 Putative e3 ubiquitin ligase OS=Nyssomyia neivai PE=4 SV=1

7 2325 tr|A0A0J7KID5|A0A0J7KID5_LASNI 26.37 0 1 1 N 146071 Zinc finger protein 687 OS=Lasius niger GN=RF55_10078 PE=
4 SV=1

total 74 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

7 2343 tr|A0A1Y1N3M1|A0A1Y1N3M1_PHOPY 26.37 0 1 1 N 178802 Uncharacterized protein (Fragment) OS=Photinus pyralis PE=4
SV=1

4 2223 tr|A0A182N577|A0A182N577_9DIPT 25.11 1 1 1 N 174669 Uncharacterized protein OS=Anopheles dirus PE=4 SV=2

9 2250 tr|A0A1A9Y4N1|A0A1A9Y4N1_GLOFF 23.84 4 1 1 N 16154 Uncharacterized protein OS=Glossina fuscipes fuscipes PE=4 S
V=1

9 2256 tr|V5GJC8|V5GJC8_ANOGL 23.84 4 1 1 N 18131
Bifunctional heparan sulfate N-deacetylase/N-sulfotransferase
(Fragment) OS=Anoplophora glabripennis GN=NDST PE=4 SV
=1

9 2284 tr|A0A212FE53|A0A212FE53_DANPL 23.84 2 1 1 N 38803 Uncharacterized protein OS=Danaus plexippus plexippus GN=
KGM_208095 PE=4 SV=1

9 2290 tr|A0A087UES5|A0A087UES5_9ARAC 23.84 1 1 1 N 50662 Vacuolar protein sorting-associated protein 54 (Fragment) OS
=Stegodyphus mimosarum GN=X975_19258 PE=4 SV=1

9 2292 tr|A0A0C9RF26|A0A0C9RF26_9HYME 23.84 1 1 1 N 65441 ZFP112_1 protein OS=Fopius arisanus GN=ZFP112_1 PE=4 S
V=1

9 2293 tr|A0A067QZW3|A0A067QZW3_ZOONE 23.84 1 1 1 N 65808 Uncharacterized protein OS=Zootermopsis nevadensis GN=L7
98_10090 PE=4 SV=1

9 2299 tr|A0A0K8VIY6|A0A0K8VIY6_BACLA 23.84 1 1 1 N 69464 Rho-related GTP-binding protein RhoU OS=Bactrocera latifrons
GN=RHOU_1 PE=3 SV=1

9 2302 tr|A0A0K8UPX9|A0A0K8UPX9_BACLA 23.84 1 1 1 N 69976 Rho-related GTP-binding protein RhoU OS=Bactrocera latifrons
GN=RHOU_0 PE=3 SV=1

9 2303 tr|W8BC92|W8BC92_CERCA 23.84 1 1 1 N 71192 Rho-related GTP-binding protein RhoU OS=Ceratitis capitata G
N=RHOU PE=2 SV=1

9 2310 tr|N6ULE5|N6ULE5_DENPD 23.84 1 1 1 N 94598 Uncharacterized protein (Fragment) OS=Dendroctonus ponder
osae GN=D910_04077 PE=4 SV=1

9 2317 tr|A0A0T6AVT5|A0A0T6AVT5_9SCAR 23.84 1 1 1 N 117347 Zinc finger protein OS=Oryctes borbonicus GN=AMK59_6750
PE=4 SV=1

9 2332 tr|A0A1Y1M7P2|A0A1Y1M7P2_PHOPY 23.84 0 1 1 N 160823 Uncharacterized protein (Fragment) OS=Photinus pyralis PE=4
SV=1

8 2249 tr|A0A0M8ZQP9|A0A0M8ZQP9_9HYME 22.87 1 1 1 Y 61059 Uncharacterized protein OS=Melipona quadrifasciata GN=WN5
1_06333 PE=4 SV=1

1 2535 tr|Q7QJM3|Q7QJM3_ANOGA 21.15 0 1 1 N 142404 AGAP007578-PA OS=Anopheles gambiae GN=1269651 PE=4
SV=3

10 2321 tr|A0A2A3EPU8|A0A2A3EPU8_APICC 20.74 2 1 1 N 28565 Viral IAP-associated factor OS=Apis cerana cerana GN=APICC
_01694 PE=4 SV=1

10 2342 tr|A0A2A3EAV6|A0A2A3EAV6_APICC 20.74 2 1 1 N 37045 Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase OS=Apis ce
rana cerana GN=APICC_03559 PE=4 SV=1

10 2409 tr|A0A2A3EKU2|A0A2A3EKU2_APICC 20.74 1 1 1 N 58571 Glucosylceramidase OS=Apis cerana cerana GN=APICC_06000
PE=4 SV=1

10 2410 tr|A0A0J7KFW6|A0A0J7KFW6_LASNI 20.74 1 1 1 N 60746 Maltase 1-like protein OS=Lasius niger GN=RF55_11254 PE=4
SV=1

10 2432 tr|A0A023EZA0|A0A023EZA0_TRIIF 20.74 1 1 1 N 73996 Putative solute carrier family 22 member 15-like protein (Frag
ment) OS=Triatoma infestans PE=2 SV=1

10 2472 tr|E9GCX6|E9GCX6_DAPPU 20.74 1 1 1 N 104908 Uncharacterized protein OS=Daphnia pulex GN=DAPPUDRAFT
_101288 PE=4 SV=1

10 2484 tr|A0A2A3E979|A0A2A3E979_APICC 20.74 0 1 1 N 116999 ATP-dependent RNA helicase OS=Apis cerana cerana GN=APIC
C_00734 PE=4 SV=1

10 2486 tr|A0A182SQ67|A0A182SQ67_9DIPT 20.74 0 1 1 N 119293 Uncharacterized protein OS=Anopheles maculatus PE=4 SV=1

10 2499 tr|A0A084VFC9|A0A084VFC9_ANOSI 20.74 0 1 1 N 129190 AGAP007628-PA-like protein OS=Anopheles sinensis GN=ZHA
S_00003734 PE=4 SV=1

10 2508 tr|A0A023EWX6|A0A023EWX6_TRIIF 20.74 0 1 1 N 144274 Putative titin isoform x6 (Fragment) OS=Triatoma infestans PE
=2 SV=1

10 2522 tr|A0A2A3EGN6|A0A2A3EGN6_APICC 20.74 0 1 1 N 159596 UHRF1-binding OS=Apis cerana cerana GN=APICC_02690 PE=
4 SV=1

10 2525 tr|T1KS98|T1KS98_TETUR 20.74 0 1 1 N 163863 Uncharacterized protein OS=Tetranychus urticae PE=4 SV=1

10 2528 tr|A0A0A7AS86|A0A0A7AS86_TIGJA 20.74 0 1 1 N 169783 ATP-binding cassette transporter sub-family C member 1 isofo
rm X2 OS=Tigriopus japonicus PE=2 SV=1

10 2597 tr|E0VC08|E0VC08_PEDHC 20.74 0 1 1 N 296517 Ubiquitin specific protease 9/faf, putative OS=Pediculus huma
nus subsp. corporis GN=8231313 PE=3 SV=1

10 2589 tr|A0A2A3E5A8|A0A2A3E5A8_APICC 20.74 0 1 1 N 249631 Proteasome-associated protein ECM29 OS=Apis cerana cerana
GN=APICC_01357 PE=4 SV=1

10 2587 tr|T1K7Q5|T1K7Q5_TETUR 20.74 0 1 1 N 238023 Uncharacterized protein OS=Tetranychus urticae PE=3 SV=1

10 2584 tr|E9FZS9|E9FZS9_DAPPU 20.74 0 1 1 N 223312 Myosin heavy chain isoform 1 OS=Daphnia pulex GN=DAPPUD
RAFT_347733 PE=3 SV=1

5 2224 tr|E0VZX2|E0VZX2_PEDHC 20.36 1 1 1 N 105199 Uncharacterized protein OS=Pediculus humanus subsp. corpori
s GN=8235626 PE=4 SV=1

11 2322 tr|A0A2A3E8Z7|A0A2A3E8Z7_APICC 20.34 2 1 1 N 28120 Proteasome subunit alpha type-7-1 OS=Apis cerana cerana G
N=APICC_03835 PE=4 SV=1

11 2323 tr|E9GMZ8|E9GMZ8_DAPPU 20.34 2 1 1 N 28310 Proteasome subunit alpha type OS=Daphnia pulex GN=DAPPU
DRAFT_231056 PE=3 SV=1

11 2419 tr|A0A212EXZ1|A0A212EXZ1_DANPL 20.34 1 1 1 N 60902 Synaptic vesicle glycoprotein 2B OS=Danaus plexippus plexipp
us GN=KGM_204443 PE=4 SV=1

11 2430 tr|A0A2A3EM41|A0A2A3EM41_APICC 20.34 1 1 1 N 69624 Glucose dehydrogenase [acceptor] OS=Apis cerana cerana GN
=APICC_01842 PE=4 SV=1

6 2228 tr|F0J9M9|F0J9M9_AMBVA 20.22 4 1 1 N 20114 Uncharacterized protein (Fragment) OS=Amblyomma variegat
um PE=2 SV=1

6 2230 tr|A0A1B0EV99|A0A1B0EV99_LUTLO 20.22 3 1 1 N 24306 Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV=1

6 2232 tr|A0A0L7RI67|A0A0L7RI67_9HYME 20.22 3 1 1 N 24979 Uncharacterized protein OS=Habropoda laboriosa GN=WH47_
06722 PE=4 SV=1

6 2234 tr|A0A0T6AV86|A0A0T6AV86_9SCAR 20.22 3 1 1 N 28593 Uncharacterized protein (Fragment) OS=Oryctes borbonicus G
N=AMK59_6699 PE=4 SV=1

6 2235 tr|A0A023FFQ7|A0A023FFQ7_9ACAR 20.22 3 1 1 N 28680
Putative growth arrest and dna-damage-inducible protein-inter
acting protein 1 (Fragment) OS=Amblyomma cajennense PE=
2 SV=1

6 2236 tr|A0A023FRY2|A0A023FRY2_9ACAR 20.22 3 1 1 N 29876 Putative growth arrest and dna-damage-inducible protein-inter
acting protein 1 OS=Amblyomma cajennense PE=2 SV=1

6 2237 tr|A0A023FSZ9|A0A023FSZ9_9ACAR 20.22 3 1 1 N 30593
Putative growth arrest and dna-damage-inducible protein-inter
acting protein 1 (Fragment) OS=Amblyomma parvum PE=2 S
V=1

6 2238 tr|N6TQ66|N6TQ66_DENPD 20.22 3 1 1 N 30426 Uncharacterized protein (Fragment) OS=Dendroctonus ponder
osae GN=109533987 PE=4 SV=1

total 74 proteins
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6 2239 tr|J3JZE4|J3JZE4_DENPD 20.22 2 1 1 N 32293 Uncharacterized protein OS=Dendroctonus ponderosae PE=2
SV=1

6 2242 tr|A0A0J7KQT0|A0A0J7KQT0_LASNI 20.22 2 1 1 N 36343 Dehydrogenase reductase sdr family protein 7-like protein OS
=Lasius niger GN=RF55_7395 PE=3 SV=1

6 2251 tr|N6UK05|N6UK05_DENPD 20.22 2 1 1 N 43871 Uncharacterized protein (Fragment) OS=Dendroctonus ponder
osae GN=YQE_04530 PE=4 SV=1

6 2257 tr|A0A1B6LM09|A0A1B6LM09_9HEMI 20.22 1 1 1 N 57345 Uncharacterized protein OS=Graphocephala atropunctata GN=
g.18369 PE=3 SV=1

6 2260 tr|A0A1B0DP54|A0A1B0DP54_PHLPP 20.22 1 1 1 N 66079 Uncharacterized protein OS=Phlebotomus papatasi PE=4 SV=
1

6 2262 tr|A0A1L8DV31|A0A1L8DV31_9DIPT 20.22 1 1 1 N 66940 Putative pleckstrin similarity domain protein OS=Nyssomyia n
eivai PE=4 SV=1

6 2263 tr|A0A1L8DV35|A0A1L8DV35_9DIPT 20.22 1 1 1 N 66906 Putative pleckstrin similarity domain protein OS=Nyssomyia n
eivai PE=4 SV=1

6 2271 tr|N6UIT9|N6UIT9_DENPD 20.22 1 1 1 N 114888 Eukaryotic translation initiation factor 3 subunit A (Fragment)
OS=Dendroctonus ponderosae GN=YQE_01948 PE=3 SV=1

6 2273 tr|V5GT97|V5GT97_ANOGL 20.22 1 1 1 N 114359 Eukaryotic translation initiation factor 3 subunit A OS=Anoplop
hora glabripennis GN=EIF3A PE=3 SV=1

6 2275 tr|A0A1B0CIX4|A0A1B0CIX4_LUTLO 20.22 1 1 1 N 122202 Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV=1

6 2276 tr|U4U4N7|U4U4N7_DENPD 20.22 1 1 1 N 130159 Eukaryotic translation initiation factor 3 subunit A (Fragment)
OS=Dendroctonus ponderosae GN=D910_02348 PE=3 SV=1

6 2278 tr|A0A1W4W4T7|A0A1W4W4T7_AGRPL 20.22 1 1 1 N 141423 Eukaryotic translation initiation factor 3 subunit A OS=Agrilus
planipennis GN=LOC108732709 PE=3 SV=1

6 2281 tr|A0A0T6BCR8|A0A0T6BCR8_9SCAR 20.22 1 1 1 N 146282 Eukaryotic translation initiation factor 3 subunit A OS=Oryctes
borbonicus GN=AMK59_2130 PE=3 SV=1

6 2285 tr|A0A1B0GE32|A0A1B0GE32_GLOMM 20.22 1 1 1 N 152953 Uncharacterized protein OS=Glossina morsitans morsitans PE
=4 SV=1

6 2295 tr|A0A1D2NI72|A0A1D2NI72_ORCCI 20.22 0 1 1 N 283067 Uncharacterized protein OS=Orchesella cincta GN=Ocin01_01
792 PE=4 SV=1

total 74 proteins

tr|A0A1W6EVV2|A0A1W6EVV2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.QNWASLTPYK.D Y 38.01 1206.6033 3.4 604.3110 2 0.43 774 1 147 156

total 1 peptides

tr|A0A182SXW9|A0A182SXW9_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.LTVENR.K Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 81 86

total 1 peptides

tr|A0A0N8DDY6|A0A0N8DDY6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTVENR.G Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 78 83

total 1 peptides

tr|A0A182N890|A0A182N890_9DIPT back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.LTVENR.K Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 52 57

total 1 peptides

tr|A0A182YFN2|A0A182YFN2_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.LTVENR.K Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 79 84

total 1 peptides

tr|A0A1A9U4E8|A0A1A9U4E8_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.LTVENR.K Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 83 88

total 1 peptides

tr|A0A1D2NEM6|A0A1D2NEM6_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LTVENR.R Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 168 173

total 1 peptides

tr|A0A1D2MIF2|A0A1D2MIF2_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.ITVENR.R Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 163 168

total 1 peptides

tr|A0A151X2F2|A0A151X2F2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.ITVENR.R Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 12 17

total 1 peptides

tr|A0A1A9WR47|A0A1A9WR47_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.LTVENR.E Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 38 43

total 1 peptides

tr|A0A1L8DSR7|A0A1L8DSR7_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.ITVENR.T Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 52 57

total 1 peptides

tr|A0A1L8DSL4|A0A1L8DSL4_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.ITVENR.T Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 52 57

total 1 peptides

tr|A0A0J7KID5|A0A0J7KID5_LASNI back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.ITVENR.H Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 685 690

total 1 peptides

tr|A0A1Y1N3M1|A0A1Y1N3M1_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTVENR.I Y 26.37 730.3973 3.1 366.2071 2 0.24 627 1 185 190

total 1 peptides

tr|A0A182N577|A0A182N577_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.GRNVLRQGDR.T Y 25.11 1169.6377 -13.2 585.8184 2 0.47 759 1 36 45

total 1 peptides

tr|A0A1A9Y4N1|A0A1A9Y4N1_GLOFF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.YTEHLR.T Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 111 116

total 1 peptides

tr|V5GJC8|V5GJC8_ANOGL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.YTEHLR.F Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 122 127

total 1 peptides

tr|A0A212FE53|A0A212FE53_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.YTEHIR.H Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 331 336

total 1 peptides
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tr|A0A087UES5|A0A087UES5_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.YTEHIR.E Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 318 323

total 1 peptides

tr|A0A0C9RF26|A0A0C9RF26_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.YTEHLR.I Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 476 481

total 1 peptides

tr|A0A067QZW3|A0A067QZW3_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.YTEHIR.Q Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 486 491

total 1 peptides

tr|A0A0K8VIY6|A0A0K8VIY6_BACLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.YTEHLR.S Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 178 183

total 1 peptides

tr|A0A0K8UPX9|A0A0K8UPX9_BACLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.YTEHLR.S Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 182 187

total 1 peptides

tr|W8BC92|W8BC92_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.YTEHLR.S Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 183 188

total 1 peptides

tr|N6ULE5|N6ULE5_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.YTEHLR.F Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 732 737

total 1 peptides

tr|A0A0T6AVT5|A0A0T6AVT5_9SCAR back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.YTEHLR.T Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 690 695

total 1 peptides

tr|A0A1Y1M7P2|A0A1Y1M7P2_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.YTEHLR.T Y 23.84 817.4082 13.3 409.7168 2 0.24 639 1 600 605

total 1 peptides

tr|A0A0M8ZQP9|A0A0M8ZQP9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.C(+57.02)NVKFNR.D Y 22.87 936.4600 -80.0 469.1998 2 0.15 671 1 477 483 Carbamidomethylation

total 1 peptides

tr|Q7QJM3|Q7QJM3_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.AVPER.L Y 21.15 570.3125 4.5 571.3223 1 0.13 748 1 935 939

total 1 peptides

tr|A0A2A3EPU8|A0A2A3EPU8_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.INLAK.K Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 145 149

total 1 peptides

tr|A0A2A3EAV6|A0A2A3EAV6_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.INLAK.E Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 110 114

total 1 peptides

tr|A0A2A3EKU2|A0A2A3EKU2_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.INIAK.L Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 116 120

total 1 peptides

tr|A0A0J7KFW6|A0A0J7KFW6_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.LNLAK.Q Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 411 415

total 1 peptides

tr|A0A023EZA0|A0A023EZA0_TRIIF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.LNLAK.E Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 453 457

total 1 peptides

tr|E9GCX6|E9GCX6_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.INLAK.F Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 413 417

total 1 peptides

tr|A0A2A3E979|A0A2A3E979_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.INIAK.N Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 858 862

total 1 peptides

tr|A0A182SQ67|A0A182SQ67_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.INIAK.L Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 411 415

total 1 peptides

tr|A0A084VFC9|A0A084VFC9_ANOSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LNIAK.L Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 770 774

total 1 peptides

tr|A0A023EWX6|A0A023EWX6_TRIIF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.LNIAK.D Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 854 858

total 1 peptides

tr|A0A2A3EGN6|A0A2A3EGN6_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.LNIAK.L Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 1268 1272

total 1 peptides

tr|T1KS98|T1KS98_TETUR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.LNLAK.E Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 835 839

total 1 peptides

tr|A0A0A7AS86|A0A0A7AS86_TIGJA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.LNIAK.L Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 68 72

total 1 peptides

tr|E0VC08|E0VC08_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

H.LNIAK.E Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 1418 1422

total 1 peptides

tr|A0A2A3E5A8|A0A2A3E5A8_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LNLAK.C Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 1544 1548

total 1 peptides

tr|T1K7Q5|T1K7Q5_TETUR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.LNLAK.F Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 2005 2009

total 1 peptides

tr|E9FZS9|E9FZS9_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.LNLAK.F Y 20.74 557.3537 0.6 558.3613 1 0.26 742 1 1890 1894

total 1 peptides

tr|E0VZX2|E0VZX2_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.FLVDTLLLK.Q Y 20.36 1060.6532 -68.2 531.2977 2 0.46 717 1 548 556

total 1 peptides

tr|A0A2A3E8Z7|A0A2A3E8Z7_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.AVGVR.G Y 20.34 500.3071 4.5 501.3166 1 0.19 689 1 34 38

total 1 peptides

tr|E9GMZ8|E9GMZ8_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AVGVR.G Y 20.34 500.3071 4.5 501.3166 1 0.19 689 1 35 39

total 1 peptides

tr|A0A212EXZ1|A0A212EXZ1_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.AVGVR.R Y 20.34 500.3071 4.5 501.3166 1 0.19 689 1 418 422

total 1 peptides

tr|A0A2A3EM41|A0A2A3EM41_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AVGVR.I Y 20.34 500.3071 4.5 501.3166 1 0.19 689 1 288 292

total 1 peptides

tr|F0J9M9|F0J9M9_AMBVA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.REEEIER.N Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 154 160

total 1 peptides
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tr|A0A1B0EV99|A0A1B0EV99_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.REEEIER.L Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 154 160

total 1 peptides

tr|A0A0L7RI67|A0A0L7RI67_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.REEEIER.T Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 22 28

total 1 peptides

tr|A0A0T6AV86|A0A0T6AV86_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.REEELER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 55 61

total 1 peptides

tr|A0A023FFQ7|A0A023FFQ7_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.REEEIER.N Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 144 150

total 1 peptides

tr|A0A023FRY2|A0A023FRY2_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.REEEIER.N Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 144 150

total 1 peptides

tr|A0A023FSZ9|A0A023FSZ9_9ACAR back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEEIER.N Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 148 154

total 1 peptides

tr|N6TQ66|N6TQ66_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.REEELER.T Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 149 155

total 1 peptides

tr|J3JZE4|J3JZE4_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.REEELER.T Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 164 170

total 1 peptides

tr|A0A0J7KQT0|A0A0J7KQT0_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEELER.V Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 82 88

total 1 peptides

tr|N6UK05|N6UK05_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.REEELER.T Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 271 277

total 1 peptides

tr|A0A1B6LM09|A0A1B6LM09_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.REEELER.I Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 140 146

total 1 peptides

tr|A0A1B0DP54|A0A1B0DP54_PHLPP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEELER.S Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 341 347

total 1 peptides

tr|A0A1L8DV31|A0A1L8DV31_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEELER.S Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 347 353

total 1 peptides

tr|A0A1L8DV35|A0A1L8DV35_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEELER.S Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 347 353

total 1 peptides

tr|N6UIT9|N6UIT9_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.REEELER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 877 883

total 1 peptides

tr|V5GT97|V5GT97_ANOGL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.REEEIER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 735 741

total 1 peptides

tr|A0A1B0CIX4|A0A1B0CIX4_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.REEELER.S Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 347 353

total 1 peptides

tr|U4U4N7|U4U4N7_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.REEELER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 877 883

total 1 peptides

tr|A0A1W4W4T7|A0A1W4W4T7_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.REEEIER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 873 879

total 1 peptides

tr|A0A0T6BCR8|A0A0T6BCR8_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.REEEIER.K Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 872 878

total 1 peptides

tr|A0A1B0GE32|A0A1B0GE32_GLOMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.REEELER.E Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 97 103

total 1 peptides

tr|A0A1D2NI72|A0A1D2NI72_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.REEEIER.E Y 20.22 959.4672 38.2 480.7592 2 0.34 679 1 488 494

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)


