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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 0
# of MS/MS Scans 331

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 25
Peptide Sequences 25

Table 4. PTM profile.
Name ∆Mass #PSM Position

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 9
Proteins 68
Proteins (#Unique Peptides) 0 (>2); 2 (=2); 66 (=1);
FDR (Peptide-Spectrum Matches) 52.0%
FDR (Peptide Sequences) 48.0%
FDR (Protein) 19.1%
De Novo Only Spectra 2

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
IT-TOF 14 9 2 0 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 49
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_4.mgf
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: 3D Ion Trap
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

6 3395 tr|A0A1B6MB29|A0A1B6MB29_9HEMI 30.59 3 1 1 N 22895 Uncharacterized protein OS=Graphocephala atropunctata GN
=g.33454 PE=4 SV=1

6 3400 tr|B8PUN0|B8PUN0_TRICA 30.59 1 1 1 N 54428 GPI mannosyltransferase 2 OS=Tribolium castaneum GN=Gr8
5 PE=3 SV=1

6 3401 tr|B7QJM5|B7QJM5_IXOSC 30.59 1 1 1 N 54996 General transcription factor 3C polypeptide, putative (Fragme
nt) OS=Ixodes scapularis GN=8042230 PE=4 SV=1

6 3411 tr|A0A0R1ECC7|A0A0R1ECC7_DROYA 30.59 1 1 1 N 82539 Uncharacterized protein, isoform D OS=Drosophila yakuba G
N=Dyak\GE14043 PE=4 SV=1

6 3412 tr|A0A0P5ESR9|A0A0P5ESR9_9CRUS 30.59 1 1 1 N 80778 Semaphorin-2A OS=Daphnia magna GN=APZ42_031771 PE=
3 SV=1

6 3413 tr|A0A0P5BDT7|A0A0P5BDT7_9CRUS 30.59 1 1 1 N 82953 Semaphorin-2A OS=Daphnia magna PE=3 SV=1

6 3417 tr|N6TLU3|N6TLU3_DENPD 30.59 1 1 1 N 94422 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=YQE_02113 PE=4 SV=1

6 3419 tr|A0A2A3EQT3|A0A2A3EQT3_APICC 30.59 1 1 1 N 117446 COPII coat assembly protein OS=Apis cerana cerana GN=API
CC_08588 PE=4 SV=1

6 3496 tr|A0A1I8PZD2|A0A1I8PZD2_STOCA 30.59 0 1 1 N 218816 Uncharacterized protein OS=Stomoxys calcitrans GN=106087
545 PE=4 SV=1

6 3526 tr|B4P9U7|B4P9U7_DROYA 30.59 0 1 1 N 270520 Uncharacterized protein, isoform B OS=Drosophila yakuba GN
=Dyak\GE12728 PE=4 SV=2

total 68 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

5 3441 tr|A0A0A9XY89|A0A0A9XY89_LYGHE 29.50 1 1 1 N 38853 Bifunctional arginine demethylase and lysyl-hydroxylase JMJD
6-B OS=Lygus hesperus GN=jmjd6-b_1 PE=4 SV=1

5 3440 tr|Q7QIE1|Q7QIE1_ANOGA 29.50 1 1 1 N 38816 28S ribosomal protein S35, mitochondrial OS=Anopheles gam
biae GN=1270264 PE=4 SV=4

5 3504 tr|A0A1I8NQQ3|A0A1I8NQQ3_STOCA 38.34 1 2 2 N 166401 Uncharacterized protein OS=Stomoxys calcitrans GN=106080
743 PE=4 SV=1

5 3556 tr|A0A1B6DJE6|A0A1B6DJE6_9HEMI 29.50 1 1 1 N 74647 Uncharacterized protein OS=Clastoptera arizonana GN=g.142
52 PE=3 SV=1

5 3563 tr|E9HT86|E9HT86_DAPPU 29.50 1 1 1 N 76941 Uncharacterized protein OS=Daphnia pulex GN=DAPPUDRAFT
_265305 PE=3 SV=1

5 3579 tr|Q7Q069|Q7Q069_ANOGA 29.50 1 1 1 N 84077 AGAP012283-PA OS=Anopheles gambiae GN=1280406 PE=3
SV=2

5 3604 tr|B4PVD6|B4PVD6_DROYA 29.50 1 1 1 N 102751 Uncharacterized protein, isoform A OS=Drosophila yakuba GN
=Dyak\GE24740 PE=4 SV=1

5 3747 tr|A0A132A3U2|A0A132A3U2_SARSC 29.50 0 1 1 N 539949 Dynein heavy chain, cytoplasmic-like protein OS=Sarcoptes s
cabiei GN=QR98_0040040 PE=4 SV=1

5 3728 tr|A0A0P5JZZ0|A0A0P5JZZ0_9CRUS 38.28 0 2 1 N 469891 Vacuolar protein sorting-associated protein 13D OS=Daphnia
magna PE=4 SV=1

5 3726 tr|A0A0P5NK75|A0A0P5NK75_9CRUS 38.28 0 2 1 N 468656 Vacuolar protein sorting-associated protein 13D OS=Daphnia
magna PE=4 SV=1

5 3723 tr|A0A0P5GP66|A0A0P5GP66_9CRUS 38.28 0 2 1 N 455844 Vacuolar protein sorting-associated protein 13D OS=Daphnia
magna PE=4 SV=1

5 3718 tr|A0A0P5GPL7|A0A0P5GPL7_9CRUS 38.28 0 2 1 N 378728 Vacuolar protein sorting-associated protein 13D OS=Daphnia
magna PE=4 SV=1

5 3717 tr|A0A0P5KVU5|A0A0P5KVU5_9CRUS 38.28 0 2 1 N 328044 Vacuolar protein sorting-associated protein 13D OS=Daphnia
magna PE=4 SV=1

5 3716 tr|A0A0P5HCC7|A0A0P5HCC7_9CRUS 38.28 0 2 1 N 262220 Putative Vacuolar protein sorting-associated protein 13D OS=
Daphnia magna PE=4 SV=1

1 3397 tr|T1J2W4|T1J2W4_STRMM 28.69 2 1 1 N 30268 Uncharacterized protein OS=Strigamia maritima PE=4 SV=1

1 3398 tr|A0A212FH02|A0A212FH02_DANPL 28.69 2 1 1 N 37765 Uncharacterized protein OS=Danaus plexippus plexippus GN=
KGM_207528 PE=4 SV=1

1 3399 tr|A0A0L0CEB7|A0A0L0CEB7_LUCCU 28.69 0 1 1 N 284266 Papilin (Fragment) OS=Lucilia cuprina GN=FF38_11775 PE=4
SV=1

1 3402 tr|A0A0L0BYV5|A0A0L0BYV5_LUCCU 28.69 0 1 1 N 347170 Papilin (Fragment) OS=Lucilia cuprina GN=FF38_11191 PE=4
SV=1

1 3502 tr|A0A1A9X2L8|A0A1A9X2L8_9MUSC 28.69 0 1 1 N 316630 Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1

1 3525 tr|A0A1J1J7A5|A0A1J1J7A5_9DIPT 28.69 0 1 1 N 258284 CLUMA_CG020329, isoform A OS=Clunio marinus GN=putativ
e Papilin PE=4 SV=1

1 3541 tr|A0A1J1J4N4|A0A1J1J4N4_9DIPT 28.69 0 1 1 N 283708 CLUMA_CG020329, isoform B OS=Clunio marinus GN=putativ
e Papilin PE=4 SV=1

7 3396 tr|A0A0A9X7A0|A0A0A9X7A0_LYGHE 27.47 3 1 1 N 21979 Putative cytosol aminopeptidase OS=Lygus hesperus GN=pep
A_6 PE=4 SV=1

7 3453 tr|A0A1B0CDL1|A0A1B0CDL1_LUTLO 27.47 0 1 1 N 173857 Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV=
1

7 3543 tr|W5JJ28|W5JJ28_ANODA 27.47 0 1 1 N 293419 Translational activator gcn1 OS=Anopheles darlingi GN=AND_
005505 PE=4 SV=1

2 3415 tr|N6U443|N6U443_DENPD 26.27 3 1 1 N 18247 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=YQE_07092 PE=4 SV=1

2 3420 tr|N6ULU5|N6ULU5_DENPD 26.27 2 1 1 N 24992 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=D910_06406 PE=4 SV=1

2 3425 tr|E9GXP3|E9GXP3_DAPPU 34.46 2 2 2 N 67915 Eyeless OS=Daphnia pulex GN=EYELESS PE=4 SV=1

2 3431 tr|N6TRL9|N6TRL9_DENPD 26.27 2 1 1 N 31364 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=YQE_00540 PE=4 SV=1

2 3457 tr|E0VSS2|E0VSS2_PEDHC 26.27 1 1 1 N 40411 Uncharacterized protein OS=Pediculus humanus subsp. corpo
ris GN=8234546 PE=4 SV=1

2 3471 tr|E0VEY2|E0VEY2_PEDHC 26.27 1 1 1 N 43532 Endonuclease/reverse transcriptase, putative OS=Pediculus h
umanus subsp. corporis GN=8239485 PE=4 SV=1

2 3492 tr|A0A0A9YR59|A0A0A9YR59_LYGHE 26.27 1 1 1 N 48662 ATP-dependent RNA helicase WM6 OS=Lygus hesperus GN=H
el25E_3 PE=4 SV=1

2 3503 tr|N6THP3|N6THP3_DENPD 26.27 1 1 1 N 48758 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=YQE_03622 PE=4 SV=1

2 3510 tr|A0A2A3EK85|A0A2A3EK85_APICC 26.27 1 1 1 N 55291 Protein-tyrosine sulfotransferase OS=Apis cerana cerana GN=
APICC_05518 PE=4 SV=1

2 3550 tr|E0VDU7|E0VDU7_PEDHC 26.27 1 1 1 N 73635 Uncharacterized protein OS=Pediculus humanus subsp. corpo
ris GN=8239306 PE=4 SV=1

2 3572 tr|N6UT70|N6UT70_DENPD 26.27 1 1 1 N 82848 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=109546223 PE=4 SV=1

2 3573 tr|T1K774|T1K774_TETUR 26.27 1 1 1 N 81480 DNA helicase OS=Tetranychus urticae GN=107361256 PE=3
SV=1

2 3580 tr|E9H0W5|E9H0W5_DAPPU 26.27 1 1 1 N 85435 Uncharacterized protein OS=Daphnia pulex GN=DAPPUDRAFT
_307207 PE=4 SV=1

2 3582 tr|A0A132A9E2|A0A132A9E2_SARSC 26.27 1 1 1 N 87506 Uncharacterized protein OS=Sarcoptes scabiei GN=QR98_00
60690 PE=4 SV=1

2 3590 tr|E0VGI0|E0VGI0_PEDHC 26.27 1 1 1 N 95972 Synaptonemal complex protein ZIP1, putative OS=Pediculus
humanus subsp. corporis GN=8240008 PE=4 SV=1

2 3591 tr|A0A023F1X1|A0A023F1X1_TRIIF 26.27 1 1 1 N 91113 Putative ovo (Fragment) OS=Triatoma infestans PE=2 SV=1

2 3600 tr|A0A023F0I3|A0A023F0I3_TRIIF 26.27 1 1 1 N 102996 Putative reverse transcriptase (Fragment) OS=Triatoma infest
ans PE=2 SV=1

2 3608 tr|B4LPM7|B4LPM7_DROVI 26.27 1 1 1 N 104097 Kinase OS=Drosophila virilis GN=Dvir\GJ21386 PE=3 SV=2

2 3619 tr|A0A0C9RER1|A0A0C9RER1_9HYME 26.27 0 1 1 N 118054 PDCD11_0 protein OS=Fopius arisanus GN=PDCD11_0 PE=4
SV=1

2 3629 tr|A0A132AK64|A0A132AK64_SARSC 26.27 0 1 1 N 162918 DENN (AEX-3) domain containing protein OS=Sarcoptes scabi
ei GN=QR98_0098830 PE=4 SV=1

2 3642 tr|A0A2A3ESR1|A0A2A3ESR1_APICC 26.27 0 1 1 N 139357 WD repeat-containing protein OS=Apis cerana cerana GN=AP
ICC_01216 PE=4 SV=1

9 3404 tr|A0A194PFM1|A0A194PFM1_PAPXU 22.61 4 1 1 N 20107 Protein-tyrosine phosphatase mitochondrial 1-like protein OS
=Papilio xuthus GN=RR46_13303 PE=4 SV=1

9 3407 tr|A0A212F2V4|A0A212F2V4_DANPL 22.61 2 1 1 N 47226 Uncharacterized protein OS=Danaus plexippus plexippus GN=
KGM_206731 PE=4 SV=1

total 68 proteins
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Mass Description

9 3408 tr|A0A0L7LB71|A0A0L7LB71_9NEOP 22.61 2 1 1 N 53440 Uncharacterized protein OS=Operophtera brumata GN=OBRU
01_11885 PE=4 SV=1

9 3409 tr|A0A2A4JH98|A0A2A4JH98_HELVI 22.61 2 1 1 N 53573 Uncharacterized protein OS=Heliothis virescens GN=B5V51_2
186 PE=4 SV=1

9 3410 tr|H9IZZ0|H9IZZ0_BOMMO 22.61 1 1 1 N 54809 Uncharacterized protein OS=Bombyx mori PE=4 SV=2

8 3403 tr|Q4FEE6|Q4FEE6_9NEOP 21.04 3 1 1 N 35422 Cytochrome b (Fragment) OS=Tegeticula cassandra PE=3 SV
=1

12 3469 tr|Q7PRK4|Q7PRK4_ANOGA 20.99 1 1 1 N 131961 AGAP010742-PA (Fragment) OS=Anopheles gambiae GN=12
72555 PE=4 SV=4

12 3475 tr|A0A182WXT9|A0A182WXT9_ANOQN 20.99 0 1 1 N 136820 Uncharacterized protein OS=Anopheles quadriannulatus PE=4
SV=1

12 3481 tr|A0A1A9TG01|A0A1A9TG01_ANOST 20.99 0 1 1 N 141891 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

12 3482 tr|A0A182MKW5|A0A182MKW5_9DIPT 20.99 0 1 1 N 142163 Uncharacterized protein OS=Anopheles culicifacies PE=4 SV=
1

12 3485 tr|W5JMT8|W5JMT8_ANODA 20.99 0 1 1 N 145096 Nephrin OS=Anopheles darlingi GN=AND_002529 PE=4 SV=
1

12 3486 tr|A0A182Y6U2|A0A182Y6U2_ANOST 20.99 0 1 1 N 146008 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

13 3484 tr|A0A1B6DX46|A0A1B6DX46_9HEMI 20.04 2 1 1 N 33953 Uncharacterized protein (Fragment) OS=Clastoptera arizonan
a GN=g.41279 PE=4 SV=1

total 68 proteins

tr|A0A1B6MB29|A0A1B6MB29_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TDSLTL Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 199 204

total 1 peptides

tr|B8PUN0|B8PUN0_TRICA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TDSLTL.I Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 107 112

total 1 peptides

tr|B7QJM5|B7QJM5_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.TDSLTL.A Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 353 358

total 1 peptides

tr|A0A0R1ECC7|A0A0R1ECC7_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

C.TDSLTL.R Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 188 193

total 1 peptides

tr|A0A0P5ESR9|A0A0P5ESR9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLTL.D Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 82 87

total 1 peptides

tr|A0A0P5BDT7|A0A0P5BDT7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDSLTL.D Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 105 110

total 1 peptides

tr|N6TLU3|N6TLU3_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

C.TDSLTL.R Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 308 313

total 1 peptides

tr|A0A2A3EQT3|A0A2A3EQT3_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TDSITL.S Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 761 766

total 1 peptides

tr|A0A1I8PZD2|A0A1I8PZD2_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TDSITL.S Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 1909 1914

total 1 peptides

tr|B4P9U7|B4P9U7_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.TDSITL.V Y 30.59 648.3330 5.3 649.3438 1 0.29 1133 1 1457 1462

total 1 peptides

tr|A0A0A9XY89|A0A0A9XY89_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.VPEAY.K Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 178 182

total 1 peptides

tr|Q7QIE1|Q7QIE1_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.VPEAY.G Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 298 302

total 1 peptides

tr|A0A1I8NQQ3|A0A1I8NQQ3_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

H.VPEAY.N Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 1124 1128

H.HTSATL.S Y 17.67 628.3181 69.0 629.3687 1 0.21 1118 1 396 401

total 2 peptides

tr|A0A1B6DJE6|A0A1B6DJE6_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.VPEAY.G Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 277 281

total 1 peptides

tr|E9HT86|E9HT86_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.VPEAY.G Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 272 276

total 1 peptides

tr|Q7Q069|Q7Q069_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.VPEAY.G Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 279 283

total 1 peptides

tr|B4PVD6|B4PVD6_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.VPEAY.V Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 342 346

total 1 peptides

tr|A0A132A3U2|A0A132A3U2_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:17 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p4/protein.html 11/38



16/03/2023, 15:17 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p4/protein.html 12/38

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.VPEAY.I Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 4562 4566

total 1 peptides

tr|A0A0P5JZZ0|A0A0P5JZZ0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 3349 3353

total 2 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 3910 3914

total 2 peptides

tr|A0A0P5NK75|A0A0P5NK75_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 3349 3353

total 2 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 3901 3905

total 2 peptides

tr|A0A0P5GP66|A0A0P5GP66_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 3238 3242

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 3790 3794

total 2 peptides
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tr|A0A0P5GPL7|A0A0P5GPL7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 2562 2566

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 3114 3118

total 2 peptides

tr|A0A0P5KVU5|A0A0P5KVU5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 2101 2105

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 2653 2657

total 2 peptides

tr|A0A0P5HCC7|A0A0P5HCC7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.VPEAY.L Y 29.50 577.2748 59.2 578.3162 1 0.52 1082 1 1512 1516

G.NVGGL.V N 17.54 458.2489 5.1 459.2585 1 0.43 999 1 2064 2068

total 2 peptides

tr|T1J2W4|T1J2W4_STRMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.GSFERW.Q Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 201 206

total 1 peptides

tr|A0A212FH02|A0A212FH02_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.GSFERW.Q Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 170 175

total 1 peptides

tr|A0A0L0CEB7|A0A0L0CEB7_LUCCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.GSFERW.Y Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 1119 1124

total 1 peptides

tr|A0A0L0BYV5|A0A0L0BYV5_LUCCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.GSFERW.Y Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 2287 2292

total 1 peptides

tr|A0A1A9X2L8|A0A1A9X2L8_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.GSFERW.H Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 1787 1792

total 1 peptides

tr|A0A1J1J7A5|A0A1J1J7A5_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GSFERW.G Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 1646 1651

total 1 peptides

tr|A0A1J1J4N4|A0A1J1J4N4_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GSFERW.G Y 28.69 780.3555 2.5 391.1860 2 0.37 956 1 1663 1668

total 1 peptides

tr|A0A0A9X7A0|A0A0A9X7A0_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.KAAATL.E Y 27.47 573.3486 1.1 574.3565 1 0.18 1076 1 19 24

total 1 peptides

tr|A0A1B0CDL1|A0A1B0CDL1_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.KAAATL.I Y 27.47 573.3486 1.1 574.3565 1 0.18 1076 1 587 592

total 1 peptides

tr|W5JJ28|W5JJ28_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:17 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p4/protein.html 27/38

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.KAAATL.L Y 27.47 573.3486 1.1 574.3565 1 0.18 1076 1 2158 2163

total 1 peptides

tr|N6U443|N6U443_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.DISSY.N Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 75 79

total 1 peptides

tr|N6ULU5|N6ULU5_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.DLSSY.G Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 201 205

total 1 peptides

tr|E9GXP3|E9GXP3_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.DISSY.N Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 533 537

S.VSNSL.A Y 16.36 518.2700 -8.9 519.2727 1 0.16 1051 1 562 566

total 2 peptides

tr|N6TRL9|N6TRL9_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.DISSY.N Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 21 25

total 1 peptides

tr|E0VSS2|E0VSS2_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.DLSSY.K Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 293 297

total 1 peptides

tr|E0VEY2|E0VEY2_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

H.DLSSY.Q Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 325 329

total 1 peptides

tr|A0A0A9YR59|A0A0A9YR59_LYGHE back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.DLSSY.I Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 418 422

total 1 peptides

tr|N6THP3|N6THP3_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.DISSY.N Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 184 188

total 1 peptides

tr|A0A2A3EK85|A0A2A3EK85_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.DLSSY.R Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 303 307

total 1 peptides

tr|E0VDU7|E0VDU7_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DLSSY.S Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 29 33

total 1 peptides

tr|N6UT70|N6UT70_DENPD back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.DLSSY.D Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 661 665

total 1 peptides

tr|T1K774|T1K774_TETUR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.DISSY.D Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 72 76

total 1 peptides

tr|E9H0W5|E9H0W5_DAPPU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.DLSSY.V Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 258 262

total 1 peptides

tr|A0A132A9E2|A0A132A9E2_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.DLSSY.E Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 289 293

total 1 peptides

tr|E0VGI0|E0VGI0_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.DLSSY.D Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 369 373

total 1 peptides

tr|A0A023F1X1|A0A023F1X1_TRIIF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.DLSSY.V Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 378 382

total 1 peptides

tr|A0A023F0I3|A0A023F0I3_TRIIF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.DISSY.R Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 503 507

total 1 peptides

tr|B4LPM7|B4LPM7_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.DLSSY.Q Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 14 18

total 1 peptides

tr|A0A0C9RER1|A0A0C9RER1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.DLSSY.K Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 910 914

total 1 peptides
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tr|A0A132AK64|A0A132AK64_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.DLSSY.S Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 208 212

total 1 peptides

tr|A0A2A3ESR1|A0A2A3ESR1_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.DLSSY.F Y 26.27 583.2490 2.4 584.2576 1 0.11 1085 1 386 390

total 1 peptides

tr|A0A194PFM1|A0A194PFM1_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.REHGVAF.L Y 22.61 814.4086 14.6 408.2175 2 0.33 966 1 49 55

total 1 peptides

tr|A0A212F2V4|A0A212F2V4_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.REHGVAF.T Y 22.61 814.4086 14.6 408.2175 2 0.33 966 1 157 163

total 1 peptides

tr|A0A0L7LB71|A0A0L7LB71_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.REHGVAF.T Y 22.61 814.4086 14.6 408.2175 2 0.33 966 1 210 216

total 1 peptides

tr|A0A2A4JH98|A0A2A4JH98_HELVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.REHGVAF.T Y 22.61 814.4086 14.6 408.2175 2 0.33 966 1 210 216

total 1 peptides

tr|H9IZZ0|H9IZZ0_BOMMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.REHGVAF.T Y 22.61 814.4086 14.6 408.2175 2 0.33 966 1 210 216

total 1 peptides
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tr|Q4FEE6|Q4FEE6_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.MFNPIIANK.W Y 21.04 1046.5582 -42.4 524.2642 2 0.57 1054 1 296 304

total 1 peptides

tr|Q7PRK4|Q7PRK4_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 257 262

total 1 peptides

tr|A0A182WXT9|A0A182WXT9_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 149 154
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|A0A1A9TG01|A0A1A9TG01_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 149 154

total 1 peptides

tr|A0A182MKW5|A0A182MKW5_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 151 156

total 1 peptides

tr|W5JMT8|W5JMT8_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 105 110

total 1 peptides

tr|A0A182Y6U2|A0A182Y6U2_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.YKNDVQ.V Y 20.99 765.3657 126.7 766.4700 1 0.28 1210 1 153 158

total 1 peptides

tr|A0A1B6DX46|A0A1B6DX46_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.SVDPW.A Y 20.04 602.2700 41.2 603.3021 1 0.14 1102 1 54 58

total 1 peptides
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Prepared with PEAKS ™ (bioinfor.com)


