16/03/2023, 15:17 proteins

Summary

1. Notes
2. Result Statistics

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data. Table 4. PTM profile.
# of MS Scans 0 Name AMass #PSM Position

# of MS/MS Scans 331

Table 2. Result filtration parameters.

Peptide -10IgP >15
Protein -101gP >20
Proteins unique peptides >0
De novo ALC Score >50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 25
Peptide Sequences 25
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Protein

Groups

Proteins

Proteins (#Unique Peptides)

9
68

FDR (Peptide-Spectrum Matches) 52.0%

FDR (Peptide Sequences) 48.0%
FDR (Protein) 19.1%
De Novo Only Spectra 2

3. Experiment Control

0(>2); 2 (2); 66 (=1);

proteins

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
IT-TOF 14 9 2 0 0
.
4. Other Information
Table 6. Search parameters. Table 7. Instrument parameters.
Query Type: Homology Match Fractions: D_4.mgf
Fixed Modifications: Ion Source:_ESI(nano-spray) _
Carbamidomethylation: 57.02 Fragmentation Mode: CID, CAD(y and b ions)
Variable Modifications: MS Scan Mode: 3D lon Trap
Oxidation (M): 15.99 MS/MS Scan Mode: Time of Flight (TOF)
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 49
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true
Protein List
Pé::ﬁ:: Pr(]):::)ein Accession -10igP CO\(lne/Sge #Peptides |#Unique| PTM a;gs Description
Uncharacterized protein OS=Graphocephala atropunctata GN
6 3395 |tr|AOA1B6MB29|AOA1B6MB29 9HEMI | 30.59 3 1 1 N 22895| 2033054 pEad Svo1
6 3400 |tr|BSPUNO|BSPUNO TRICA 30.59 1 1 1 N 54428 (SBF;IETSnSn\;):)iltransferase 2 0OS=Tribolium castaneum GN=Gr8
Q General transcription factor 3C polypeptide, putative (Fragme
6 3401 | tr|B7QIM5|B7QIMS IXOSC 3059 1 1 1 N 54996 nt) OS=Ixodes scapularis GN=8042230 PE=4 SV=1
Uncharacterized protein, isoform D OS=Drosophila yakuba G
6 3411 |tr|AOAOR1ECC7|AGAORIECC7 DROYA | 30.59 1 1 1 N 82539 |\ L \GE14043 PE=4 Sv=1
6 3412 |tr|ADAOPSESRO|AOAOPSESR 9CRUS | 30.59 1 1 1 N | 80778|3Smaphorin-2A 0S=Daphnia magna GN=APZ42_031771 PE=
6 3413 |tr|AOAOP5BDT7|AQAOP5BDT7 SCRUS | 30.59 1 1 1 N 82953 | Semaphorin-2A 0S=Daphnia magna PE=3 SV=1
Uncharacterized protein (Fragment) OS=Dendroctonus ponde
6 3417 |trIN6TLU3|N6TLU3 DENPD 30.59 1 1 1 N 94422 | L ON=YOE. 02113 PE=4 Sve1
COPII coat assembly protein OS=Apis cerana cerana GN=API
6 3419 |tr|AOA2A3EQT3|AOA2A3EQT3 APICC 30.59 1 1 1 N 117446 CC_08588 PE=4 SV=1
6 3496 |tr|AOA1IBPZD2|AQALI8PZD2 STOCA | 30.59 0 1 1 N | 218816 gz;hsgiitesr\'lzj? protein OS=Stomoxys calcitrans GN=106087
Uncharacterized protein, isoform B OS=Drosophila yakuba GN
6 3526 |tr|B4P9U7|B4P9U7 DROYA 30.59 0 1 1 N | 270520 5 N GE 12728 PE=a Sva2
total 68 proteins
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Pé?:ﬁi; Prt;;ein Accession -10IigP Co‘(l:/:a;ge #Peptides | #Unique | PTM Ia:gs Description
5 3441 |tr|ADAOA9XYS9|AOAOAIXYSS LYGHE | 29.50 1 1 1 N | 38853 g e e e o e b 1 Bt gy ase MIP
5 3440 |trlQ7QIE1|Q7QIEL ANOGA 29.50 1 1 1 N | 38816| 235 fibosomal protein S35, mitochondrial OS=Anopheles gam
5 3504 |tr|AOAIIBNQQ3|AOATIBNQQ3 STOCA | 38.34 1 2 2 N | 166401 | Yacharactenized protein OS=Stomoxys calcitrans GN=106080
5 3556 | tr|AOA1B6DIEG|AOAIBEDIE6 OHEMI | 29.50 1 1 1 N | 74647| gpcharacterized protein OS=Clastoptera arizonana GN=g.142
5 3563 |tr|E9HT86|E9HT86 DAPPU 29.50 1 1 1 N | 76941 Egggg?sctfgzgdsafiem OS=Daphnia pulex GN=DAPPUDRAFT
5 3579 |trlQ7Q069|Q7Q069 ANOGA 29.50 1 1 1 N | 8a077|ACAP012283-PA OS=Anopheles gambiae GN=1280406 PE=3
5 3604 |tr|B4PVD6|B4PVD6 DROYA 29.50 1 1 1 N | 102751 Lz”l‘;yr;akfégazﬂﬁdop;gtze;”é\if:{“m A OS=Drosophila yakuba GN
5 3747 |tr|AOA132A3U2|AOAI32A3U2 SARSC | 29.50 0 1 1 N | 539949 E’;’Q::”Gr,{,ej&ggfg‘d ytoplasmic-iike protein 0S=Sarcoptes s
5 3728 |tr|AOAOP5JZZ0|AOAOP5IZZ0 9CRUS | 38.28 0 2 1 N | 469891 \rf;;ﬁ;a;é’;it‘g{}:‘l’mng'ass"dated protein 13D OS=Daphnia
5 3726 |tr|AOAOPSNK75|AOAOPSNK75 9CRUS | 38.28 0 2 1 N 468656 ‘f:;s;a;é’;?zicirting-associated protein 13D OS=Daphnia
5 3723 |tr|AOAOPSGP66|AOAOPSGP66 9CRUS | 38.28 0 2 1 N | 455844 \rff:;:;agé’iit‘;i\'}ji’mng'ass"dated protein 13D OS=Daphnia
5 3718 |tr|ADAOPSGPLY|AOAOPSGPL7 OCRUS | 38.28 0 2 1 N | 378728 \rf':;r‘]’;a;é’:f‘g{}ji’mng'ass"damd protein 13D OS=Daphnia
5 3717 |tr|ADAOPSKVUS|AQAOPSKVUS 9CRUS | 38.28 0 2 1 N | 328044 ‘rf‘:;r?;a;é’;it‘g\“,:fmng'assc’date‘j protein 13D OS=Daphnia
5 3716 |tr|AOAOPSHCC7|AOAOPSHCC7 9CRUS | 38.28 0 2 1 N | 262220 PD‘;t;rfir:'ii \r/,f;;r?;a;g:fz\r}:cl’rting_assoaated protein 130 05=
1 3397 |tr|T1J2W4|T1J2W4 STRMM 28.69 2 1 1 N 30268 | Uncharacterized protein OS=Strigamia maritima PE=4 SV=1
1 3398 |tr|AOA212FHO2|AOA212FHO2 DANPL | 28.69 2 1 1 N 37765 Egﬁ‘f;ﬁ%?;i;ep"EEZ°§vil?S=Da”a“s plexippus plexippus GN=
1 3399 |tr|AOAOLOCEB7|AOAOLOCEB? LUCCU | 28.69 0 1 1 N | 284266| Papilin (Fragment) OS=Lucilia cuprina GN=FF38 11775 PE=4
1 3402 |tr|AOAOLOBYVS|AOAOLOBYVS LUCCU | 28.69 0 1 1 N | 347170| Papilin (Fragment) OS=Lucilia cuprina GN=FF38 11191 PE=4
1 3502 |tr|AOA1A9X2L8|A0A1A9X2L8 9MUSC 28.69 0 1 1 N 316630 | Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1
1 3525 |tr|AOA1J1]7A5|A0A1117A5 9DIPT 28.69 0 1 1 N | 258284 g';,im;céizféﬁlis"f”m A 0S=Clunio marinus GN=putativ
1 3541 |tr|AOA1J1J4N4|AOA1J1J4N4 ODIPT 28.69 0 1 1 N | 283708 S;,Lgmﬁcpiffgili”f“m B 0S=Clunio marinus GN=putativ
7 3396 |tr|AOAOA9X7AOQ|AOAOAOXZAO LYGHE | 27.47 3 1 1 N 21979 Kﬁ?g‘éizyé‘\’fj'lami“"peptidase 0S=Lygus hesperus GN=pep
7 3453 |tr|AOA1BOCDL1|AOA1BOCDLL LUTLO | 27.47 0 1 1 N | 173857 llJ”CharaCterized protein OS=Lutzomyia longipalpis PE=4 SV=
7 3543 |tr|W5J128|W51128 ANODA 27.47 0 1 1 N | 293419| Jraneiational activator gent OS=Anopheles darlingi GN=AND._
2 3415 |tr|N6U443|N6U443 DENPD 26.27 3 1 1 N 18247 Eolglagﬁf;ggiop;gg”Pézrigsr{‘,‘inlt) 0OS=Dendroctonus ponde
2 3420 |tr|N6ULUS|N6ULUS DENPD 26.27 2 1 1 N 24992 :Jo"scaheag,\fgéfg_pggﬁg S;fg'gf,"j 0OS=Dendroctonus ponde
2 3425 |tr|[E9GXP3|E9GXP3 DAPPU 34.46 2 2 2 N 67915 | Eyeless OS=Daphnia pulex GN=EYELESS PE=4 SV=1
2 3431 |tr|N6TRLO|N6TRLY DENPD 26.27 2 1 1 N 31364 Eolglagﬁfiggiopggg”Pézrjgsr{‘/i”f) 0OS=Dendroctonus ponde
2 3457 |tr|EOVSS2|EOVSS2 PEDHC 26.27 1 1 1 N 40411 g;‘%‘ﬁfg;‘;ﬂéidsp;giinseijpedicu'us humanus subsp. corpo
2 3471 |tr|EOVEY2|EOVEY2 PEDHC 26.27 1 1 1 N 43532 E"mda°n”u“scff§§;.ri‘(’;”:;e‘ritsrgn,\figgt;;:ég‘l‘,?iixes?,ijPedic”'“s h
2 3492 |tr|AOAOAQYRS59|AOAOAYRS9 LYGHE | 26.27 1 1 1 N | 48662 :E?gfgi’gdfztsf‘,'\‘:q helicase WM6 OS=Lygus hesperus GN=H
2 3503 |tr|N6THP3|N6THP3 DENPD 26.27 1 1 1 N 48758 EO"ScaZagﬁf;gEiop;gg”Pézrigé{‘/i”f) 0S=Dendroctonus ponde
2 3510 |tr|AOA2A3EKSS|AOAA3EKSS APICC | 26.27 1 1 1 N | 55201 f\;,‘;gegj'ggg"fg”;’Eiuf‘g‘Ci”f ferase OS=Apis cerana cerana GN=
2 3550 |tr|EOVDU7|EOVDU7 PEDHC 26.27 1 1 1 N 73635 ﬁ:%‘ﬁfg;‘;gé%%p;giinsi),ijpedic“'“s humanus subsp. corpo
2 3572 |tr|N6UT70|N6UTZ0 DENPD 26.27 1 1 1 N 82848 E;g?ﬁﬁ%;&%?ﬁ??éﬁ“’s@ﬂ” OS=bendroctonus ponde
2 3573 |tr|T1K774|T1K774 TETUR 26.27 1 1 1 N 81480 g\l;lilhelicase OS=Tetranychus urticae GN=107361256 PE=3
2 3580 |tr|EQHOWS|ESHOWS DAPPU 26.27 1 1 1 N | 85435 Eg‘g;ggffgjidsﬁ’/ffi” 0S=Daphnia pulex GN=DAPPUDRAFT
2 3582 |tr|AOA132A9E2|AOA132A9E2 SARSC | 26.27 1 1 1 N 87506 gggggrﬁéfgzs\?jlmtei” 0OS=Sarcoptes scabiei GN=QR98_00
2 3590 |tr|EOVGIO|EOVGIO PEDHC 26.27 1 1 1 N | 95972 Eznmaaprfﬁgir:tfé;"gﬂi’;grgf\flnsﬁg})fo'guggt:“fs%sjedic”'us
2 3591 |tr|AOA023F1X1|AOA023F1X1 TRIIF 26.27 1 1 1 N 91113 | Putative ovo (Fragment) OS=Triatoma infestans PE=2 SV=1
2 3600 |tr|AOA023FOI3|AOA023FO0I3 TRIIF 26.27 1 1 1 N | 102996 :ﬁtsaggzzres\,l\?ff transcriptase (Fragment) OS=Triatoma infest
2 3608 |tr|BALPM7|B4LPM7 DROVI 26.27 1 1 1 N | 104097|Kinase OS=Drosophila virilis GN=Dvir\GJ21386 PE=3 SV=2
2 3619 |tr|ADAOCORER1|AOAOCORERL OHYME | 26.27 0 1 1 N | 118054|PDCD11-0 protein OS=Fopius arisanus GN=PDCD11_0 PE=4
2 3629 |tr|AOA132AK64|AOA132AK64 SARSC | 26.27 0 1 1 N | 162918 ZEC'_;‘,'\‘\'Z(SEEQOSSQ‘;;% Containing protein OS=Sarcoptes scabi
2 3642 |tr|AOA2A3ESR1|AOA2A3ESR1 APICC | 26.27 0 1 1 N | 139357 }"é'é_rgfgig?E"ii"gCif“’tei" OS=Apis cerana cerana GN=AP
9 3404 |tr|AOA194PFM1|AOAI94PFM1 PAPXU | 22.61 4 1 1 N | 20107 Zﬁf;s:ﬂ;i[ﬁ'g: gn‘ﬁf&‘j@ﬁ%’3“0it3°,°,2°:'frsif/':11'"ke protein 0S
9 3407 |tr|AOA212F2V4|AOA212F2V4 DANPL | 22.61 2 1 1 N 47226 ‘égﬂ‘f;g‘g‘%‘lzepi2;“;—‘\‘/”:(1’5=Danaus plexippus plexippus GN=
total 68 proteins
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Protein Protein - _ Coverage . . Avg. s
Group D Accession 10igP (%) #Peptides | #Unique | PTM Mass Description
Uncharacterized protein OS=0Operophtera brumata GN=0OBRU
9 3408 |tr|AOAOL7LB71]|AOAOL7LB71 9NEOP 22.61 2 1 1 N 53440 01_11885 PE=4 SV=1
° 3409 tr|AOA2A4JHO8 | AOA2A4IHO8 HELVI 22.61 > 1 1 N 53573 UncharicterizEd protein OS=Heliothis virescens GN=B5V51_2
tr1A0A2A4JHOB| AQAZAINOG HELVI 186 PE=4 SV=1
9 3410 |tr|H91ZZ0|H91ZZ0 BOMMO 22.61 1 1 1 N 54809 | Uncharacterized protein OS=Bombyx mori PE=4 SV=2
8 3403 |tr|Q4FEE6|QAFEES 9NEOP 21.04 3 1 1 N 35422 Syltochrome b (Fragment) OS=Tegeticula cassandra PE=3 SV
AGAP010742-PA (Fragment) OS=Anopheles gambiae GN=12
12 3469 tr|Q7PRK4|Q7PRK4 ANOGA 20.99 1 1 1 N 131961 72555 PE=4 SV=4
12 3475  |tr|ADA182WXTO|AOAI82WXT9 ANOQN| 20.99 0 1 1 N | 136820| grcharacterized protein OS=Anopheles quadriannulatus PE=4
12 3481 |tr|AOA1A9TGO1|AOA1A9TGO1 ANOST | 20.99 0 1 1 N 141891 [Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1
12 3482 |tr|AOA182MKWS5|AOA182MKWS 9DIPT | 20.99 0 1 1 N | 142163 llJ"CharaCte”Zed protein OS=Anopheles culicifacies PE=4 Sv=
12 3485 |tr|W5IMT8|W5IMT8 ANODA 20.99 0 1 1 N | 145096 ’i‘eph”” OS=Anopheles darlingi GN=AND_002529 PE=4 SV=
12 3486 |tr|AOA182Y6U2|A0A182Y6U2 ANOST 20.99 0 1 1 N 146008 [ Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1
Uncharacterized protein (Fragment) OS=Clastoptera arizonan
13 3484 tr|AOA1B6DX46|A0A1B6DX46 9HEMI 20.04 2 1 1 N 33953 a GN=q.41279 PE=4 SV=1
total 68 proteins

tr|AOA1B6MB29|A0A1B6MB29_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MWDTCVFIFI RREIVLGIIF TLSLTYCIIS

81
lel

Supporting Peptides:

LIVDDEGYVC NRSEILANGC CDSSLASVVE
DHFELCLAEKC RTSSQSVQHE NSYEDPRAEH

—

Peptide |Uniq |-10IgP| Mass m/z RT

N

ppm

Scan

#Spec

Start

PTM

S.TDSLTL| Y 30.59 |648.3330| 5.3(649.3438(|1(0.29(1

133 1

199

204

total 1 peptides

tr|BSPUNO|BS8PUNO_TRICA

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

1 MSEREVILEA
21 LAFFPLFPYS
161 APYSESLECY
24 LILCLAEFITL
321 SHYWEVGFLQ
4ac FCVEFNIHVQV

Supporting Peptides:

ALTSEFFLIT IQYVSNLLIF DHEADAYTYP

AFPVVAILSY LLPFLSTDSL TLITLITVNI
I—

LTFESMLNSV LLYEEYENQG YLLSDVAYII
ADVLVLICLV PFICEFQFYGY QTFCENFESY
YYELEQIPNF LLASPIILII LGHSLHFLEE
TTRMLCSASP VIYWFCSYYV TDVNLFENLI

Peptide

Uniq |-10IgP

Mass

m/z RT |Scan Start PTM

N

ppm #Spec

S.TDSLTL.I

Y | 30.59

648.3330

112

5.3|649.3438|1(0.29|1133 1 107

total 1 peptides

tr|B7QIM5|B7QIM5_IXOSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 AAKTVFASSR RNMTEVTLKH RNLVLVEYPG IVRNVDEMLR

81
lel

]

321

(=

01
81

e

SCLLLEVERN
QVFSRLDTPA
VEEAFEERFL
GLRHDVAPER

RLDEVQALVH
DDDDDE

Supporting Peptides:

RSEDGEFPYSV SIEGTVSTVY KFRGMVDFEQF
VQPLEDEFKR RVMPGRFSGE FPDNVLGGTRH
WTRSALQVRL EEQPGRFEKLI LPFVVAYYVLS

GLSAYLVPTE VLGTGCRERVV AQTDSLTLAA
—

ANDGFETGCH EEDGWCLEGT IAACRQIMLE

Peptide

Uniq |-10IgP

Mass

ppm m/z RT |Scan|#Spec|Start PTM

N

Q.TDSLTLA| Y

30.59

648.3330

5.3|649.3438|1|0.29|1133 1 353 | 358

total 1 peptides

tr| AOAOR1ECC7 | AOAOR1ECC7_DROYA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

FENEDNGIFDK
FCFAQSALCL

PICLSTCTRS
QVPLVLGHEN
FPESISELFN
ARKCNWGELL

TLGGIDEISE
LEMEEKADGG
REVEFACFLN
GFFRTSWVRL
QGDASSASSA

DLRRTIELLEK

LVTHLLGGEV
YQLSALIMNE

NGVLNIGFLA
IDNEVLEGTFE
FDLISVESVR
VLSYFLGYYF

THSDPSERLE
GYESLLDQLTI
HDDLEVFEVEP
GEFDPREDPST
SASTDPELVS

AFSEKLSQEND

RWDAHHFMHI
DLALEAATILF

YALICLFLEK
SQHNQSWCYK
TKKFFPVMAV
VGTVMECNFL

LEFRFDDPYC
PPTMPSLDWL
KFEAWEQLEW
KFYQILDFRL
TFEKPGHLPFPF

ESLPASDEED

back to list

FVSVPVDHEV EEIDVLPARE LDESFIWHSG DENNGTVEVT TCRNSVQGQV
YSCDTCEDNG CCRIYEYCIS CCLHPDEEDL LONVLGKAPE TFRVLFASVT
CYGDSPPSTD SLTL

back to list

ATFGYTYEHT
CCNPASVFEET

IELEEQICNL
FMPLAYSYIQ
FIVHASVLTL
PWT

back to list

KCVYANRFSA
EEETFVEILF
RPQDFDVHER
STCPREFPAPS
ROQLFYHLCDV

DDGEELDELL

back to list
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16/03/2023, 15:17
1 MDPESKAHIK RFVVGDDELI LYERNLLEKEKL KPCELCSVEG
51 QERLENFRCH LRWSNNNTLL IGWVDTIEVC VIRERNSIEA
161 EKCSSFEALR PVLCVIEYEM NNSEEICTDS LTLRGFEEYT
J—
Z41 HSKFEEAMEL IAANGSNVTV LSVAELYINH LLALKEKYDDA
321 CELDPHVYEM VLYEFLEKFDV FGFLNIIEEW PSHLYDGLAV
401 OQNEDVFQLIR RYELYDVISK LIIPLIQLDR KCSFEILLDK
481 FLYANFDREK LLPFLVRSKED YDIQEALVIC KQENFYPEMV
561 WNALINEFSK HPEIVTEVLD GIVDYVNPAV VVEEIEKMGQN
641 VTEQRRGHHV SYEQLCSMCQ RPVLMIGTHY NCIIRFECGH
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
C.TDSLTL.R| Y 30.59 |648.3330| 5.3|649.3438(1|0.29(1133 1 188 (193

total 1 peptides

tr| AOAOP5ESR9|AOAOPS5ESR9_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MAGTRRWSCR PVMLCWLWMV AAVHLISAME QLNADHIESF
21 ETDSLTLDPS HVTNCISKGK SEFYDCENHV RVIQPMGDGS
—
161 PFDPSDNSTA VWVERGNPGD LPALYSGTNA EFTEADAVIF
247 YVYFFFRETA VEYINCGENV YSEVARVCEE DNGGENILSQ
321 VFTTCQNGLT GSAICVFTTA DVHTAFLGEF KEQASSSSAW
401 VSHENGVPVF FEGDVAFSSL VVERLKIQGF PDDEHYTVYY
481 MEISPEHESI YATSDHRIRQ VNMVMCNGRY DNCLRCVEDP
561 VTWGQAVHLS CAIKLPEPMS SMPVTWYYYS REEGQYQLSF
€41 TVDTQRCAAP SKSHDYQEVY SDWCHEFEKY EMAMETWERR
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |(ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
E.TDSLTL.D| Y 30.59 |648.3330| 5.3(649.3438|1(0.29(1133 1 82 |87
total 1 peptides
tr| AOAOP5BDT7 | AOAOP5BDT7_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MMRANNMPLL LLSLPLLFSS WASGSDQLVQ HPAVGATTPP
51 VLYVGAMDEV IRINLHNVSD TNCETDSLTL DPSHVTNCIS
—
161 NANLTHLGRN EYVPGVGMGI AKCPFDPSDN STAVWVERGN
241 RTLEYDSEWL DEPNFVGSYD IGDYVYFFFR ETAVEYINCG
321 FPFYFNEIQS VYEVPGDDTR FYAVFTTCQN GLTGSAICVE
401 NDTQTLPDTV LNFIRNHPLM DEAVSHENGV PVFFEGDVAF
481 STQEEGKSELL DIFEVTSPEP IRMMEISPEH KSIYATSDHR
561 LLODVSSSSP GICDACIAKE RLLVTWGQAV HLSCAIELPE
£41 VTEQEAGRYD CRLGADTLCS YNITVDTQRC AAPSKSHDYQ
721 NAHPNEIYPR SPLV
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
E.TDSLTL.D| Y 30.59 |648.3330| 5.3(649.3438|1(0.29(1133 1 105 | 110

total 1 peptides

tr|[N6TLU3|N6TLU3_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

SVLSICWHGN
STGNLPVNIV
VNDYSLGGLI

AFLCLRMLGN
INATHDNFREK
NEIEKTEIVVN
YLLGRMGGVE
IPNLRPSLIK
VYHEFCTQGE

TCGELYYRTS
RLYVCGTNAH

RTDLYNYTTG
NWATFLKARL
LPVLSSKVPE
AGTIDGKVYK
YCGWDKESNS
RPDKYIQTAE
QLQCNSRQTN

ASHVDSDCCT
KEGESEFYDCR

PGDLPALYSG
ENVISRVARV
TTADVHTAFL
SSLVVERLEI
IRQVNMVMCN
PMSSMPVTIWY
EVYSDWCHEF

FIAWASHIGV
DEFISTEQTTFE
EEEKRFFIVAP

DRVLWEEEVF
QHANQLLESL
QLEHNQEYLY
AAEALNIIIH
MLWHYNIHGE
LOKNCTECYL

YLDAEKRDVLY
NFKDWVINAN

RREFTFKRTL
NCSIPGEFPF
PRPGQCVNDT
VVQWEDESTQ
CKPYAPGLLQ
QGMVIMGVTE
DTASSNQNAH

HESAHHEDHI
NHVREVIQPMG

TNAEFTKADA
CRKKDNGGKNI
GKFKEQASSS
QGFPDDKHYT
GRYDNCLRCV
YYSREKGQYQ
EKYKMAMKTW

RVYDLNERCS
YVCGLAFPLSE
EDIVVASLIE

KEVECQQLRS
ALLYSYQGDF
WYLDSLLEKD
SIRDIEMATIE
VLSSAQQIQL
WNLAVEKYV

VGAMDRVIRI
LTHLGRNEYV

EYDSEWLDEP
YFNEIQSVYE
QTLPDTVLNF
QGESELLDIF
DVSS5SSFGIC
QEAGRYDCRL
PNEIYPESFPL

ESFTCGELYY
DGSRLYVCGT

VIFRTDLYNY
LSONWATFLK
SAWLEVLSSK
VYYAGTIDGK
RDPYCGWDKE
LSFREDKYIQ
ERRQLQCNSR

LGLIEWEVFES
EQLVVLGYRE
TDDRIEWLVE

VSAYLPTSNE
ESALEMYLEL
PNNGFQEELV
FCKEHDDNDL
NDYFEIHSETI

back to list

NLHNVSDTNC
PGVGMGIAEC

NEVGSYDIGD
VPGDDTREFYA
IENHPLMDEA
EVISFEFIERM
DACIAFKFKRLL
GADTLCSYNI
v

back to list

RTSYLDAKRD
NAHNFEDWVI

TTGRREFTFK
ARLNCSIPGE
VPEPRPGQCV
VYKVVQWEDE
SNSCKPYAPG
TAEQGMVIMG
QTNDTASSNQ

back to list
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16/03/2023, 15:17

1 MSDSEYSEEE IEPKLEYVRL SNDLEVILNT TSATCIAVHT
51 KSGEYIATCS DDGRVFIHGL FSHENNFSLN VARLVKTVAV
161 GLVGSLSWGG NFLALSSNVG VEVYDMNARC SLGLIKWEEH
241 LAIRALPEYL VDPVSTFQTE FYISGIAPLD QQLVLLGVPK
321 VNDYHLDVLL EENVFFIVAP KEDVVIASPYD LDDRIQWEIQ
401 YDDAGRLGLQ IFEENHSLWE DQIYKFAMVH QLRAVSEYIP
481 WVSAVINAVLD HALIDKESDIF VEALAILYSY EQEYDSSLSM
561 LLEENSTPPE KIVEKLRSSP SHLYRYLDEY DERNCKGEYH
£41 PEMVFLLGRI GDTEEALDLI IHELKDMQYA ISFCHEHDDS
721 MEIPGLRENSL VEMLNQYNLQ VSVQEGCEEI LVSDYFNLQK
201 CNHVFHRQCL EDDTTT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
C.TDSLTL.R| Y 30.59 |648.3330| 5.3|649.3438|1|0.29|1133 1 308 | 313

total 1 peptides

tr| AOA2A3EQT3|AOA2A3EQT3_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MICIVNNNAC EVEMNNSLDQ DFEEFRFSNQ NEICEDDAVD
51 HIHTHLGRPR IVLERVTNLEK SFEEKHSNTY WLDPEKEGSL
161 SQRDVAGAKE NDQRHEEKDTE NSINQPFENV MVEQQODEYGN
241 QNVDDLESSD QYDNSDERFS ETEDHEESDA LEATCRETIE
321 ENPAISIISK STTFSNHTTD CTTVCEDEDK PEESTENTAS
401 OQNLIEHQRHN QNETLNNLPP ETEYVSLEEL AELLILSEVC
481 HEAQMHGTPL SPSVSQLSPH LNTSSPHLNQ NSPHLSQTSP
561 NTVASTGQQI IPPVNFEQLP APVQQLAQQV QRMPLPQTOM
£41 HIAHLYPQYG PGPYPQMTAP POMHSQLPQQ ISRGRAPRVP
721 EDADCHVIAQ QERNDGLPVI QNVQGATTQQ TSRNDSTIHL
501 RGITVTPAAN KNESSEQNEQ QIPPQQQRTT SSQQPLNVTA
281 RPPRPPTVDL TQDGPPQIPV VRERGRPPRAL LTCQVCDENF
26l QAYHEEVDTV AQNGGAELAL PVVDLKSPHV LNRLSNLGIQ
1041 SILSLGFLEH LSNER
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start |[End ([PTM
L.TDSITL.S| Y 30.59 |648.3330| 5.3(649.3438(1(0.29(1133 1 761 766

total 1 peptides

tr|AOA1ISPZD2|AOA1I8PZD2_STOCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

EFICLGTHRG
DENFCESFESN
FPEMSIEEFRC
EHDENNESLE

HNEYRKEALEI
RTLETELNFH
YLELNHEDVFE
FELVELYAIF
DLWDDLIDHC
ELVHTRQKGT

DLQKFDKHID
KLTLKKQNET
IKFNTEEHNP
NLEKLGEQSG
FNWSQLSTNI
NEKFKDIAHL
QLNTHSPHAV
PPSLEPGANT
QTGSTPRORM

TDSITLSVRQ
—

LTLNSAISII
ONQEMLTQHM
SYIPLSQLSA

VIYILDHEGN
ERFIMGDDEL
NLEWANDRTL
POQLYIVEYED

LONNDSRSIY
IYEMILFEYL
TLIQNHNLHN
DEQELLFPFLK
IDKPEFVTFL
SVSSDVLCGA

DQONSIFSLRF
DSLKLKLKKS
LEENDRPPID
SRSMNQLIEN
SNKNNESSKE
DEHRSKSGHY
SMESPNTPNS
MIPGENYFVQ
KRPMQQSMOQV
PGSAPAQVQN

PASSQKKQQOE
ATHRAPSKLL
QTGGYFGLPI

SDLSQELKAH
TLWERSFLGS
LIGWVDTVEV
NDYTDICTDS

SVSVNQISID
LESTVLLESE
CITIRERSNME
LTLRGYQEYS

—

KHTIQSVGIE
KENAQGFLOL
VMERMLTQLM
KSDHYPIQYA
LOSIGNYIDP
CHYKLIQNDI

SLFSCEICKK
SESEDFTVVEK
VNEGDSGVGS
SGIEEDDDRG
NEEQSDHGGD
QCNIPECINL
QQINRNSPLT
PPGRPPLYRV
QQONNSAIKQR
TSGASGRESD

QGOFAVPHNK
HKCNLCPAQY
ITIDGARNEN

YLDFLLSRGM
IEEWNHGLYN
DLDYAKTVAL
LDICQENKEY
TTLIMEKIKGN
SELSDLEMFN

back to list

QFVTKRQLRI
SNINLGIENH
DMANPSEKED
HESNMIHNLE
NNIDNAGSLL
IFNSPLEVSM
SPHQTNSPTY
PGPQGMHYEP
RMDVLLEPDRN
AKAVANVLAA

QNETAVNEVE
PTVQALTTHE
TCNLGALGAT
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16/03/2023, 15:17
1 MFRNMEILVP SNSQESVPSP PPITAVNQQE FLQSAGGGNG
51 NGGRPMQLSQ HQQHKFHHNS NSGGNEGEEQ HYASNSNTTS
161 HSNQHEFQTT MNATATQTTA TTSSSNSSST SSNNNNCHLV
24 ISISSITSSE SSCRCSNQSH NCDESSSEVE ETLQEYPQDL
321 NCECFPEFAK ITQSTASTLV NIKLNEKENEI DTAPKQQYFL
401 NWEIPNNNNMNC CGSRDVIDGG VCDICSVSLK PSNVQVTLTE
481 FNLQKAAVPS VEANASNSVT EKSSFLSSSP TSIHKLSEAN
561 KTRNYSCNNV SSPSSYSLDE LHSVGVQMSG ATESSASNSS
64 HHQOQOQOQRYVN EGGISAGGGN NHNTYHHFQF TQLTIASFLE
721 YVRSHQYGGR YYNNYYPTYY HQHHTSQHTM PHISACGYNG
201 PPTQESSRTH FSHSIESHGV AVGDSTTTNE KGSVGSSRSS
581 ETLPSKELNSQ QGSSQRQGLH RGHNQHGQHH GHGGHHFPHHH
961 TSSRSCSPAP VLPPTPSSSN PSPRSLDNCS VEGPSPAATA
104 LSLNVPSPSP SPTPTHLGGA SLQSHIPALV PONIICCAQL
1121 CRSALSSASS VASLCGGSEP HQLECKSQPG TPIDASASTT
1201 NDPEASSNSA QLPLIYHNGG VTSMLNLPGQ TTNIGEAATP
1281 SNSSSGYWSP SQQCSFYNQL PLTGLMTTNL IVPNAASCGS
1261 CSNEQLGISE ALLSSTNSSS TLSGRAGAIV RTCERNSSQL
144 SGEENHQYTQ NNPTLISSVT ANCGAMTNNN QQTTAMIPQI
1521 FTHTPPDRFL ARAHLIEAKE APASLLNNSK WDNLSRDIWT
1601 TISGFGESDTS DVDMCLVSRS ASNIDPEMEA LENLTVLEDC
1681 TIENTHLLYCY SQLDWRLRPL VLVTKLWAQH HNINNAENMT
1761 DFGFVDMNET IGPYESENSQ TIGELFLNFL EYYSNFDYSQ
41 TNTARSVYDF ETFERVEKGVFE VSSWRVLEDT LDLNSIFLPD
1921 GTLESSSDDR ISSTSEKQTTK YGGLKRAAHV KTNEDMLLEL
2001 RSHETNARAMS
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
S.TDSITL.S| Y 30.59 |648.3330| 5.3|649.3438(1|0.29(1133 1 1909|1914

total 1 peptides

tr|B4P9U7|B4P9U7_DROYA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

SSASKDFTSN
SLNREKFHQH
ENQNYSNIVL
LCAISNDTTQ
ESESLSQCQC
NYEGKICNNL
QRSIDVTKPN
TEDNLRPLSS
KDILGESIQT
DVARFTSNGG
CSSSSSTSST
ONYYSHHHHH
ANLQLNTAPL
DEASTAAARA
PLGSPIGYNT
NNYSDDDCHR
SSSSISPSLP
LGQQQORLIV
FSHHQLQSMP
KFISSQQTEE
LSKSGEFEYF
ISSYSLVLMV
HAISVRTGGI
IEQTVQQVLS

NANVNESVCEK

HGSLAQKANR
QONTLQQINY
SPKTNLCVDN
IAIRAASTSSS
GLSSFAAAGH
SSSCNSSGDV

RDQHQKHTGG
HNHHSQNTSQ
NSSSTTPSAN
PSFATHPTNI
SLHTTTVSYQ
CNNSQREQKD

ENETSKGISA ADNDINILES

AKSANGTQGR
SSNSGSSTAC
NQRSFYGGYL
SSSGSNRKLQ
QHVVAHSTPT
NYTQYSQNST
AANNGIIAGN
YAASLVHVFP
QQTHFLLPLT
DRDDSKQSIQ
QQTQHPESPT
PPPPPHNLLY
TFRQKMELWR
NLIEAKVPIL
IHFLQYAVQP
LPINACRTAK
NENAESEPNG

PSPLILNTVS

ESSAACSGYP
NSTRASNSSN
NYQNNNSPNT
QOONASVHNQ
TPQHQONYYNL
SQQYHHYQON
DYDSDASSTH
KLQVSSTTGT
STQSSAEHLN
HTQNKLPPSS
LPLSNNTSFES
NNPQTTNPLR
YLYLEFIKNAY
RFRDRVHQLE
PVLPCLHQMF
SLENDIHQWK
IDDTIHLSTD

PNKAKEFTHGN
HQQNQYMSAM
SSNCTTTQSD
TSIPKTEALA
PATATNNKEKK
PLOSAGMSTG
NNSRSVDTNA
CSSVTSNQRQ
LNNSTYNEQH
NGSLQYTNQT
QKSLTQHLAT
TYVCTDGNNG
HLFNKKLLAP
SSAQNRKYSS
TQQPHYNQSQ
MPSFSAGTSR
GNTSPTASSS
TAAQRARNCG
PLGNSSVHDF
PRYGLYLVGS
VDLNENNCVG
PHKFPLLRSN
ELCIEEPFDL
SITLSWTEDC

—

STPTTLSHSL

TESFNGEFLN
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16/03/2023, 15:17
1 MSRLRGLRFG WLWLAWLAIL QLQTVAAMEV SLEFGDGYVSM
51 GLISFTYEIE RDVVQLRSPE KQELNDLEWH DVAVQRFENN
161 DGVIGFRGCI SDVFYNNINI IKRAKDRTSH TTSTGVSWTC
24 MASAGVIFFN GGFDFILLEI EDQHLEVTFN EAGSLVQFEIT
321 FKASINLEESV FFGGVQEEMR RRLISKGLRI NEISFEKGCMR
401 ICSQHGVDGF ICYCDQSYCI KADFQGPFEI FTETSPELEL
481 HVVHQPEYGQ LLQYSAEKAT FVPCRTFNLV DLATDKLEYV
5¢1 TPINDPPQLR LHSHEILRVI EGIERVLDVD LENIDDFDSE
64 VSYLYNSTTA ESFSYELQLQ VSDGIETSET VYLPVSVHFL
721 DIVEAPQHGA LQRLRQIDGS WVNVDWFSDS QLLLGHIRYL
201 PSQISINGSE EILLTSDILS YETTPIGSFS RSVIYRKITKP
581 SSFSDHLEFV VSVAECDDVT GALEISYRPP DELISKLGHQ
96l GVICEYNEQT SLTTPVEMFT LEQLFRNDIY YCHDDTESTR
104 VFHVVENGIE TLNFPSVLQYL DADVNTNHTD IHYIHVYSSN
1121 DREHEVNGLL EIRASDPFVS MMATNASIVQ EGEFVVLENEK
1201 TTIYKATNYT SLSNFTHLDI ERERLVYWNT EIASMDEVRY
1281 SVLISRDVLE VVHPNISPGD ITFLVTSSPM HGYLEMQSMS
1261 GITWLRQLMI KIVIIPEELY MHSNIISVVE GETVQLNPTD
144 LEQGSIQYVH NGSENATDSI TLVAMARNEE SVPFELEFSV
—
ENLTEVVHHI YGGYLARNSA PHQEIEQFTQ AEINLEEIYF
NENLHVFPLT EEQILEDYLH FECSDEEREI RYNITVFEESL
RTNDSEYFDV VAEESDELLN QEFNIEISVS SGGLLEFLEV
OEPTHGSIGL GHDFEHMQRY HPSDFFTEEV YYIHDHSDTL
POMTVVEGEN RTITENDLLT EDADTPFEEI IYDVMSGPTL
QSTTFCEFTVS DGQSNEPAYEI FTIEIDSINL EFSAVQAPVE
YNHQITLGET QQELETSQIS YMQTTLDESN DSFQISAYVP
LDNDNFLSLT LNQFNPEEFVI TEMPSTGQIE EKIIRSTGLTT
YOQLLIETVQFE AQATVSIEYR SEVEETETVH LGSAGLSINY
2247 LPCPPDLTSV SPQHHHHHHH GHHYASSEAD SVPATGNSTP
23221 MMLPQRYNPY HLEHDAWSSS CDMANDFAGY ASVPQSISGS
Supporting Peptides:

Peptide |[Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM

ATDSITL.V| Y 30.59 |648.3330| 5.3(649.3438|1(0.29|1133 1 1457|1462

total 1 peptides

tr|AOAOA9XYS89 | AOAOA9XY89_LYGHE

| Protein Coverage | Supporting Peptides |

Protein C
1
81
lel

s8]
1=

)

1
1

s8]

L

overage:

MEIAVGEITT
VVVVSDSSYY

ANPVEFPPETS SGTESDLCDR FVALNESLLR

FDGMMESALS VECVLPNNYV FWEATERFVMD

PAVQEFDYAF FKRLFEAVPE AYKSVDEDCQ FLNFKSNETS
—

EFPHFLPEEA EHSHIEFVEM GYQQGAFMHL DYISRLMWQA

YHDTYILDGE

Supporting Peptides:

FSITVSSEYG

Peptide

Uniq |-10IgP

ppm| m/z

RT |Scan

N

#Spec

Start PTM

A.VPEAY.K

Y | 29.50

577.2748

59.2|578.3162

1/0.52(1082 1

178 (182

total 1 peptides

tr|Q7QIE1|Q7QIE1_ANOGA

| Protein Coverage | Supporting Peptides |

Protein C
1
81
lel
241

A

321

i

overage:

MALLARACGP WPLLWSRSVQ TVGIRLQSTR LOEDGARSGG
QDWGAVWPGFP RTFNPSAVPL PIRQGYVTER NQMSPGEFAN
MRAHYPVTCV TSDYCHALPT IRNPLSRIVT VQVELGALQL
IYLLTALYHE SNTVEPWEAT KCEADMEFFD YEQSRSERNA

EYKEQTLALL

Supporting Peptides:

GLAEAEQVAQ

proteins

PLOETKMSTN
ITLOVDGYIM
STEFDGSIQD
NEHISDGKWH
DIRVNDLPLG
LYVSEMQLLE
HSGQENFNDH
PGNLIYTILP
ELRLVNNTGL
HSSDFPWQDE
TRYGGIYVEG
NHEALQVQEG
DTFELLILSE
GAFYKSGHYI
DFILETNLDM
RVHIKNITAE
FDDEYNCEVE
IQPYSEYYRG
VQVNDEEPMM

MHDSNSRRNE
GRIVNEYIDN
NKLNVDEGGS
EDTILMSVYL
GVLKKITNDG
VQQGATSTLM
GTNYVAHVDV
DGQSDRSTNL
LAIGCAIFIL
LPGFSNIPHC
VSSPESAPPT

KEGVRLDELRG
CRICSNLTAV
LQEVFSMPED

QLEGHEVWERL

LEEEEFRVLN
AELMEIPNFL
DRHARDELLR
EATLNWGREE

IRVKFRTRQE
REKQLEGDLAA
SISEMRNDSY
RVLLRYNAAT
FAEMAISRSL
GGTAFLSPHF
ATLDMQIFGD
TQSPQETFGC
IMIHKSSLPI
FKFIASFGEV
SRKARKKLDS
ERALITKNHF
NETDLQEFVAN
DSFTQDDIAN
KLDEIYYEVI
GEVMFRIYPS
DQSSVNTERM
KILEYMVTIT
VTNTGLQVWN

LSEVVTDGLF
GETEEVSEFT
VPIRLDESEKI
TQGNIFLCNL
HFEDLLSFESN
RLDHIGVSTN
VMEVEPVIQI
FSYEELRSGV
LICLLIVLLI
KIIPVESYEH
NEFLLERRNQYW

VARKCLDEPVE
EILNNLTRSD
RVRNSVDTHP

TPTPECESVC

LKQTKSQRLA
HLTPPVIKRQ
LVGERYDPDT
GDSGWQQVPE

NAFLFLAAGR
LNIHFGTFLG
SLMMKESHAM
AELILDDDTS
ALNCLWEYPC
IDIILDLRRY
VHRIPENILG
FMVGGATTSA
SPANLSIGTN
TTQTFDFRIT
FTQQDIEKRR
GIRFNIYESL
MEVHIKLVND
RRIMFQHTGA
KPPSYGILMY
AYWEPLQVKQ
FYIQAGVNQS
PSSGHVLAGS
GGRYVIKNTD

NTTTQMLNIE
QNDVDNGYIF
LEYLKTKAGI
TIPVSINPIN
QFTQADINND
VHMDRLAYNV
NGIVMEDAES
VYFVPYKSIE
LKIRKLRKHK
EYPDYDPDEE
v

NCSHSTLGLW
FEPFAYSYQP
WYIGWSNCHP

SSISFTVSFPG

REKATRFPEVP
CEALEQFCTP
DLLTIVTDRC
AYGEKAVSELF

—

TDYCLLRLES
GVGDEFTAEFL
GETLSLQFRT
GYRGTHANET
VEFNPCLKSG
PSILNEQSIIF
KHRFLLHANT
FSQAEVNVGK
AVDDHIDIRY
FTRLRITSTR
IRYQTHHTSY
QFQVSSSPEH
NEPYRTAIER
DSGTAAFIVT
LSRANEGENG
NHTLYVEEST
TDYFVEDVTN
SKVKRFTQKQ
LLAQDYDTEP

IKPIEILADH
YEHTAVIMEF
NNPELFIEAT
DQPFRLITHL
RIIYVHEGMP
TNSPLYGILV
SGEKIKLTTS
ETEADNDSFD
ADISKDQPPA
ETDDQCDPQQ

back to list

AITPLVAVIF
ILVEGAAAGW
EVLEEMEKYY

DILLLDTRQW
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PPRSQQMATD
WPKGLETEEK
PLKKQNYDYA
NEGENEYNIA
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16/03/2023, 15:17 proteins
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
Q.VPEAY.G| Y 29.50 |577.2748| 59.2|578.3162|1(0.52( 1082 1 298 | 302
total 1 peptides
tr|AOA1ISNQQ3|AOA1IS8NQQ3_STOCA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEILQNETPN ATAPSDNITE KEELQQHLPI VVEQERKAKT LENEILQNVA
81 MTDQLSAAIT TATNTPSAIQ ATNNNNNNNN SSSSVTNDLV SEDLVFAANC
161 AAKILLENGL NGTNAAAAAA VATATATLLT AAANFQIPQQ QQQOHLSKEPQ
241 KPTLTESSST LAANAKTAAA AAHAQLVAIA AAAVNATNHE RLANTLTALN
321 GAISTPPPSS TVQAATTTAP SPTAHFAKPY KSSKEGSNTTS TEPPSSTSMST
401 ESSPPSSSSS TPIINLSVSA HTTNSHFEFV NSSPHHIERSD IGRFPISTLS
481 FILELARSED GEEGGWVSVP REVFRTPSARA TSSTVTPTAT ASTSAGIIPS
561 SFSDDNSSLQ SSPWQRDHCW KQAAPRENVS KEMALFYHKP VCRELTSSAR
©£41 EQEEPNIEVE TKADGEDEIV EKEPKELDNN KQRLSTGEEI KTEIDETTEG
721 ASPIKYESRE DDTTKEAIDP NGDEVEEMNT SDCDGVVETS KESASLNGNV
201 EKNQGDEEERL IKPENIKTRA KLTSIVQELM DASASRLAAT AHLFKESTQH
281 GGGVGAENQN SKASPPSNTA ASRLVEYHQQ HVSPREKRILR EFEKVSLEDN
961l TSQASSMNEN NSLSTGCSAH GSNQSSKEPSA GVATSQAPTE LYSSYSIHSL
1041 SNSLAFNSYH QSS5IHNTTH QSPESPDGNT SCGGESPSTS ASELERSFPY
1121 PRHVPEAYNE MEYPGMNENT GSPHHHQQQQ QYHHAPQGFY SPYMTSPHYI
J—
1201 RSPRHHSSAF RATTPTSSTN MGGNTPNHNI PSTQRGDLSP QRSTTASPRE
1281 SCPSPTMENH RTEDNDRRTP VSHQQHILQR ASPGSANMQS SPLHPYSYMY
126l AASYIPAVVE SPYYHPYIST LAAMRHPQMW MQHYQSAAAR AANPALLQAS
1447 NGVGNARATA AAARARMAGEG SASAATFPHH HSSSTIQPFFP GSMEFNAMVHG
1521 SAQPMTDTTT DLSEASENNY STSSSSSLAS SSPLQGTGNS AVSASTATTL
Supporting Peptides:
Peptide |Uniq|-10ilgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
H.VPEAY.N Y 29.50 (577.2748|59.2|578.3162(1|0.52|1082 1 1124|1128
H.HTSATL.S| Y 17.67 |628.3181|69.0(629.3687|1|0.21|1118 1 396 | 401
total 2 peptides
tr|AOA1B6DJE6|AOA1B6DIE6_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSEKRSQPEWS VEKSDSPAAL KLYNSLTERQE EVFIPRNGRQ VMWYSCGPTV
21 LYVMNITDID DEIIKRARQK YLYAKYISES HDLSQTLTDT YAAMELLTLE
1€l VESKEQDEIQ IAQEGLLEVS QDSLSDWLDK HQGHTVEDNA IFCELPRYWE
247 YIQEIISNGL AYESNGSVYF DVEKSFDDRNN HYYAKLVPEA YGDQASLQTG
J—
321 ESPWGKGRPG WHIECSAMAS AICGDCLDIH TGGVDLEFPH HDNELAQSEA
401 FVSISDALER NTSRQLRELAF LLHSWRDTLD YSDNTMEMAV GYEFKMLNEFF
481 TEFSNTEESV HLALCDNVDT RTVLDIIRDC ISACNIYIRD GEVNCLLLRD
561 GINVEQTVMP YLSILAEFRD NVEGLARSHE ATDILQECDR LRDDVLESVG
©41 AEHDRALDEE EKT
Supporting Peptides:
Peptide [Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
L.VPEAY.G| Y 29.50 (577.2748|59.2|578.3162(1|0.52|1082 1 277 | 281

total 1 peptides

tr|E9HT86 |E9HT86_DAPPU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

EQQQQEQDAL
NNTNSNKNKI
LTTPASALSS
NSAASQFNSN
AASSIDMGVI

STNNHNQNNA

PLTASPAAVI
LLAQREKRREP
ATNEDQCEEN
SNEDFPQHVP
SPSASATVPF
ATAAGGERSR
LGGGS5555S
SSPMREAHSR
PPPTLASALS

TTPRTVFEKET
AAGANSFHHFP
RHPAMLSAAA
MTSSHPAAMH
NSMYQTNNED

YDASHMGHAR
AFGAADFDQR
AEYHEDMDAL
EGDLRGEDAE

YYDNDQWVRY
LTVEDVTRFPI
IAAYITNIME
VELEDHEGRT

QOQQQQQPNV
QTNNNNSSSP
LSSSTLTTSS
NSSNSAKSTQ
DYTINSSSSL

VGSGGMGGEG

SGGGIGGGEVS
YDIQTLENCS
KEAEKIRLEQA
ETTDTIETTA
IPSTSIFPLSS
AFANHNSNVN
SVSPSSGSNEK
SPTVNSGVNA
PSTSSSGAFPS

ASTRREQFASP
ASAVSPTANN
VGAAARARDAR
ARAMAGLVEA
EQSSDVFPLNL

SYISFDILER
NMLMNMTERV
NVLRPNVLTR
KHSPNDFALW

FLHSGHLTIA
STNTELDNES
IFGTIQEDDH
AAVELVDEET

back to list

ATSLATTVIA
TSNSDLIIAE
TSS55SSSTS
QQQLNNGLLV

ASSTHHTSAT
—

GELQFFEDGE

YPENECSNSL
FLEVLPHKTH
EECNDVEMIEK
TATTETEKEC
ASASLSGGAG
STTSSTTHSQ
KEPSDVPATIT
GFGYDYGRRS
STSSTATSSS

TSANTTTNNS
PSTAAARAARR
LSPPYHGYQY
TGTAARARLG
SEH

back to list

VLSDYFGYNV
TEAIECLEFA
VSEYVPEIVT
FKASKFPGEPWW

GCEMSKSLEN
EWGTEELELE
IGFPIANIGA
LLEERDAKEEK

back to list
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16/03/2023, 15:17 proteins
1 MSEATSLNNS GTELMIYNSL TREKEVFTPQ NGNNITWYSC GPTVYDASHM
51 TDIDDKIIER ARQNYLYEKY AAESSELETL RKDVEESVGR LAKQMAVTTD
161 GLCHDAESFL MAEAKDVLSD WLDSIKHGMD VSDNAIFASL PRYWEEEFYK
241 MERGFAYSAN GSVYFDVAKF DSQENHEYAK LVPEAYGDSK ALQEGEGDLS
—
321 PWGEGRPGWH IECSVMASATI LGSSMDFHTG GVDLKFPHHD NELAQSEAYY
401 TIQDALSENS SRELRIFFLL HQWEETLDYS HSAMEEASSY EEMLREFFLN
481 RELNQREFVQA KNEVRQAVCD NIDTKTSLEA IKSLISDCNK YLARMERSAN
561 STESSAGGPG NNDISAEEIV MPVLEALAEF REEVREKEARQ LGAKSVLELC
©41 DELLEEKLLE EKILEEKLLK EKEERRKTEL NRQTDKE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End |PTM
L.VPEAY.G| Y 29.50 (577.2748|59.2|578.3162(1|0.52|1082 1 272 | 276
total 1 peptides
tr|Q7Q069|Q7Q069_ANOGA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAKRVQPTWQ APEEEPAPEL YLYNSLTREE ELFVPRDGRN VHWYSCGPTV
21 LYVMNITDID DKIIKRARQN HLYERYLQQS KDMPLERLLD DSEEVMATFR
161l LAVEEGDEGR IQQAQDQFLQY DSKDPLADLL DSEKEQGSSVTE NAIFETLPRY
241 VTYIEKIIAN GLAYEANGSV YFDVAGFDRR EQHHYAKLVP EAYGDAEKQLQ
—
321 GEPWWDSPWG RGRPGWHIEC SAMASDICGD YLDIHTGGVD LEFPHHDNEL
401 KSLENFEVTIQ QVLEEKHTATQ LRLAFLLHSW KDTLDYSDNT MEMAVQYERF
421 EAELERKFAD ARAATHEALC DNVDTRTALD VMRGLVSACN VYIKEHRSAG
561 GFPISAGAAG DGTGMAGDLE QTVMPYLQAL AEFRNAVRE(Q ARGLEATEIL
©41 VPAEVLLRER EAKRAEENRK AAEKEREFAE AAARQAAKDA QREKINPLDMFE
721 LEELQELQQA QEERYQEYLA SQA
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End |PTM
L.VPEAY.G| Y 29.50 (577.2748|59.2|578.3162|1|0.52|1082 1 279 | 283
total 1 peptides
tr|B4PVD6|B4PVD6_DROYA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MELLLLFMLA LQLIESSIGS KDVPIHQIES IVGENIYLPC NVITFDGDEP
21 SDDSVFGDRA YFIFDEEPGK LSIQNTQASD SGTYRCRVDF LEAQTINSLI
1€l GDIVSLECQV IGGYPTPTIS WYRDGLEMPC ELSHLAGGKI IECEITLPSL
241 NFAPLNIRLL GAHQPLSAGR RYDLLCQSAG SRPPAVITWW QNGIRLEKTT
321 AYNHAVPSEP LEDGWELDIQ YVPEAYVRLG TSLDPGTLRE GTDVYFDCLV
—
401 HSLVLQGVTE ATAGNYSCVG FNAEGEGISA PFALNILYAP TCAQNQEKVY
481 AESIDVATNH IIGSGTTSIV TYTPVNELDY GTLLCLASNE IGEQRVPCVE
561 GFNGGLPQSF NLELLDSYTQ EIKANITSTV PEFTVPGLSP GSIYRLNIYA
©41 NLEAELLFSP VMSLTIGLTL AVLVAVLAII LALRIPCTAS SRRRQKELSN
721 VVPESIEPDE QVESIREKRQQ ISTIDTNRSP NRGIFVNEQQ HLTAAEISLR
201 PHVYSNSISQ CTLPRQSSQON VWNNYNCNIT GARPTSTFHQ LTFPQGRVNV
281 LPQPHPHGRT IALHHMNQAQ CGRVCIGIAS DGIHTAEQNL SDDEVTVQTP

Supporting Peptides:

Peptide

Uniq|-10IigP

Mass

m/z RT

Scan | #Spec

Start|End |PTM

Y.VPEAY.V

Y 29.50

577.2748

59.2|578.3162(1|0.52(1082 1

342 | 346

total 1 peptides

tr|AOA132A3U2|A0A132A3U2_SARSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GHARSYMSFD
FDEEVMQETM
DMAATNVLPA
VSEDRLSEEK

DNDEWVSYFL
AFDLLRSGPT
RVLIESVAEY
DRFRDDVLFES

YDASHMGHAR
ENLARTTDAD
WEDAFHEDMA
EGEGDLSIGA

AQSEAHDGSA
LNEFFLNVEKD
FNALLLRRVA
QLCDQLRDDV
RSETDKYSAF

VLVLWYRDDEK
RLNVISFPEQ
GREDLNSRLT
ETTSSDGNQT
MAHPNVERIE

GIAKQEDAEV
HITIAAGRPEK
FNTEGRSDPA
ENISRDESFEG
ASHGIGYCTL
GGHNFPVQPMH
LMIERDSTV

ILERVLRDYFE
LAEVTARATNE
DVITRVSQYV
SPNDFALWEN

HTGHLTIQGC
ARATTAQQOQQ
VIRLEQIFGV
LGVRLEDREG

SYISFDILER
KETMMDEMLE
ALNVLQFDVL
DELTEERSAN

EWVEYFLHTG
LTRHVQTGPA
AYCTDLLHIF
LPGLGVELED
DDATGLETHD

GTPIYSIDIR
VIIRDSSNVE
CERALSHFRAP
TSTLSISLSK
WEHNEQFLSH

MCTVDANPRE
VHNCTVNNIS
IVNAAMLRMP
PSDESSGSKE
RSGMHAQAQS
GHAPSPSQAS

GYDITYVMNI
SAEITSKAAD
PEIVDYIAETI
SESGEFSWDS

KMSKSLENFI
QHFQKWSDAE
IEGKQTLGEP
HPPALKLVER

back to list

VLSDYFGYNV
ELTAAVDNLS
TEVSEYVPQI
DFALWESSFA

HLTIAGCEKMS
RDAFDRWREV
GAISGPRGGI
REGAFSALFEL
LEGEEISKGQ

back to list

AGVSFAFKEW
RSTVVGFYSE
IVEAVVQIDM
SDAGKYLSCK
NISQGVIISN

VEFSWTENNS
MTSLTVTCSD
EKQLTSEQTH
VDDCDEKNED
SVGEISINVT
NSSMASSTNT

back to list
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MSDSLENPID
EPQTKSILIQ
YETLHSYVSA
KVSMEHFGDR
NGKRFHATVS
RDLMAQMLEV
MRKFRRQHEQ
CWEASIKRYE
VQYPQNKACK
NIQOKQMNVS
AYGRTCEKIE
CSYCSTIFKE
TMSKLGGDPK
GKGPDVLNAA
IDYAKVQSKV
VEIFKEGQRI
VQGSINPKEA
SLKEMAWLSV
ILSELTLGQV
SAMELSPYFK
NPMIIDVINI
ILNEDQSKVI
QAQIVVLAVQ
KHIQSHKSFE
AGTGKTESVK
KSELMVELVG
KLCDEQLSNQ
FSLLSDVEEG
GLMMVGESGS
QWIIFDGDVD
FARLERNIPLE
QEHIMDETRL
TIPLENPNES
TMTLENSLRS
FLROLVEYGG
IRVYADPLTS
ERQWTDENID
IDRIFRQPQG
SGFLERMNTL
SPALFNRCVL
IRRGARTTTI
EMLEDQQEAE
ESICLLLGES
YADMLKKIEP
LSSERQRWEH
WQANNLPSDD
DPILNPVLNR
PDIDEKRSDL
NPLAQACSSI
FALLLGKIYI
CDLPENHIPT
LCSVSGYDAS
RLFLTMEIHP
KRYEFNESDL
ILAFDHQDSE
GSDNSDRSQF
LDVISICKSE
FVPEAYITAT

SGODTISGQF
RLILKDDDDD
AVAPYFKSEV
CHDSVFLNQL
FDADTRLKEA
LGTRRMMHIA
LRAVILRVLR
EQIDRVEARI
MSKVYDLPLV
GRIFTIESAR
KKSSLTLLIA
ILNRIQKAVD
ISILNHEIRI
YEAIESRISQ
TLKYDSWHKE
LERQRFQFEN
LNRLTIFETK
QPRKLRQHLD
WDIDLORNET
EFEEDATTWE
PGVQRSLERL
GLCSKEGEEV
ISWSESVESA
WLSKMRFYED
ALGNQLGREV
KQVRINTDMA
PHYDFGLRAL
IKYSKTEMNQ
GKSTAWKVLL
PEWVENLNSV
DVDEDETSSA
RAFSSLESLL
YTLIDYEINL
LPDMEVVGLN
FYRDSDHAWV
AMVEFYLISQ
LIALKHFPNI
HLLLIGVSGA
LANGEVEGLF
NWEGDWTPEA
TPRHYLDLIN
REKAKSQELQ
TTDWKVIRSI
LRNELKNLET
SSETFKNQMQ
LCVENAIMLK
EVRKTGGRVL
LKLQGEFHVK
FETLEGENQV
RGFTSERNFE
LWEDDKELSD
SRVDDLAAEM
KIPVNLLRAG
KVSFDTLDTW
QITKINIPEG
NSIKSSSNED
KKQTNYHRDV
RQFVAQANGW

HDASSNPQSS
GTVGASSSTD
KETGRAERDG
QAGVNRWIRE
LATVADYNPL
YEEFDRIIAQ
PSSKSQKESV
TAKLRDQLGI
SGSIIWARQI
SHQKSGFRLR
GLKSEVQELF
DLSLHRYSNL
TNQVMYVSPS
MRDYIQQWLT
VLSKFGILLG
NWLHVDNIEG
FNHLHEDRDN
GLLAQLKAMP
IVKEIIQVAQ
EKLNRINSIF
SDLLGKIQKA
HFFNPVSIVD
LIQSNQSENR
SKQADILQKL
LVENCDETED
IFITMNPGYA
KSVLISAGNI
LKAHIRNVCN
NALERLDGME
LDDNELLTLP
YIQTASRSKQ
NQCCRNVLLY
TGEWSLWONK
FSSATTPELL
KLERIQFVGA
EHFTQDMQPH
NRNQALARPI
GKTTLSREVA
EGDEYTTLIT
QFQVGFEFTS
HYVKLEYEKC
LMLKEQETAT
LIRENFISTI
EAAANKTKAE
TIAGDCILSA
RFNRFPLIID
ITLGDQEIDL
LRRLEKSLLQ
HFLYQYSLQF
IEFDHLLRGL
IGRVMRQLLV
NRSITSIAIG
RIFVEEPPEG
IDAVSLGRTN
IIRRDEFLNW
GRPVWMRTLL
NESLAKGMVE
SLEELALEIS

TASHLDLSLL
ENIIYCISSE
DKMAPNVEKK
IQKVTNLDRD
MEKDFPLNDLL
CFEVFHTWDD
DSLKGDDYAN
ARNANEMFRI
ERKLSVYMKR
VNEFTPDIIIL
SEGATMVWES
SEWVSRLDKE
VEEARFNLLQ
YQSLWDLQPD
QEMTSLHSSI
EWSAFNEIMK
IMRAKEALEL
ARLRQYASYD
GEMALEEFLK
DIWIDVQRRW
LGEYLERERS
HPKINKWLSL
LQEVLNSVES
TIHMANAKFF
FQAMGRIFVG
GRSNLEDNLK
KRDRIQRIKQ
EMYLACDDYG
GVAHVINPKA
NGERLSIPEN
LKSTKAMEEK
NQNHEDFQID
VPQIEIENHR
LKTFDHYCEC
CNPPTDPGRK
YVYSPRELTR
LFSNWLSKDY
WMNGLSIFQI
QIKDASQREG
KLDLDNSRYV
SELEDEQLHL
AEKTSAVMAD
VNFQTDNITE
EIDRLVAQLE
AFLAYAGYFD
PSGQATKFLL
SPSFCIFLST
ALNDVKGRIL
FLDIFTDVLS
DEILPGQPLI
IHTFRPDRII
SAEGFSQAEK
IRANLLRTES
LPPDKVEPFDA
IESLPDRQTP
TSATNWLKLM
NHWKSYFKSP
VSDSAATTDK

proteins

LSYIKRVVSA
VEYDDPKISS
IAELEMGLLH
PSSGTALQEI
AATDLEKIKI
EYEKFQTLLR
ERTAGFESSL
FSHENALEVR
VEDVLGKGWE
AKEVRNLRSL
YRRDSYVQKL
VESKLVIRLE
ELFAWQNVIL
MLYAKLGEDV
LNSEMELEKQ
REKDASIQQQI
LEPNVSSTSP
YIKRVLQSLT
QVREFWQTYQ
VYLEGIFNGS
SFPRFYFVGD
LEREMRSTLA
TLQILADLVL
YGFEYLGVQD
LCQVGAWGCF
KLFRSLAMNK
LNSSSDEASI
EDCPSESSTQ
ISKEALYGTL
VRIMFEVQDL
RNSDEPISDS
QDVLEKYVEG
VASPDVVVET
RETSNGEVMS
PLSHRFLRHV
WVRGIVEAIR
LPVEREELRE
KVHNKYSGSD
LMLDSNEELY
PPEDFPAAFT
NVGLAKIRET
LAKVKPAVEE
EIRHKMITKY
KSIASYKEEY
QQYRQSLESS
SEFEAKRITK
RDPTVEFPSD
DDDSIISTLE
NSVQNHISDH
SIKDVQPDRL
SMVNRVVDCI
VINSASKSGK
AIPAARMMET
IRTLLGQCIY
SWLGLPNQAE
PSNLETMRRT
ESFTVIQWIT
SSFSINGLKL

LMEDDGSVPI
LVLIKQGSIL
LQONIDIPEI
SFWLNLERAL
SLOFLFQHLR
DIVKKKRDEH
TDINEIEEVR
PHISGAIREY
THIEGQKLEN
GFRVPLAIVN
GESVLNFQEK
AGIQAWTRAL
TLNRIESSRY
PKWMNTLIEI
SIDTANTKDA
TSLOVKIVAE
NDDKLMVALE
KSNVLIVELK
LELVNYHHEC
SDIQALLPVE
EDLLEIIGNS
KLLTQAVSDQ
QEQPPLRREK
KLVQTPLTDR
DEFNRLEERM
PDRQLIAQVM
AEHLPEQEIL
SNSSTIVHQQ
DENTREWTDG
KYATLATVSR
LLLQHNFAQT
ALVYCILWAF
VDTVRHESLL
PIQISKWLIL
PIIYVDYPGE
PLDSLSVEAL
FVKARLKVEY
FDEDLRSVLR
KWETQQVIKN
SFRKSPPVHRD
VEQVEELQIS
ARQAVQSIKK
LONPDYNFEK
ANLVSQAQAI
WCSHLTKARI
TSFLDDSFRK
ICSRVTFVNFE
NLKHEAADIS
NQRLTAITRK
ESATALTKLR
FGQRFSQNVE
WVMLENVHLA
PNERSRLYFL
GGKIDNDFDQ
SVLSTNHGID
SENIKEPLYR
DEVDRIKQMQ
QGGEVINNKL

SLKQLLANDS
EAEKPLSHQL
TLOIHPVVQQ
LRIQEKRESL
KIRNTKYEMK
LEMIWRINFA
IAYELVKEVD
QTOLIQRVED
DAESFRLELN
KAHQANQHFP
VDELLDIVEQ
EGTSTKKIDS
QVNLEQSESK
KKSRTTEDTA
VTFITYVQSL
DKLVESKSVD
ELQDLKEVWT
SDALKERHWR
RIIRCWDDLF
TSRFQSISSE
NNILRLOKHF
ISIQDDRIDL
LEHLITEYVH
CYLTMTQALE
LSAVSQQIQQ
LESQGFRMAE
IQSICETMVE
DESSWLAKVL
LETHILRKII
CEMIWESEDV
LRNYFTSDGL
AGDAKSKVRQ
NTWLKEHEKPL
FCDEINLPQI
SSLEQIYGTF
VRLWAHEALR
EEELDVQLVL
RAGCKNEKIC
LHVVETMNES
AVINSLVYIH
LASKSNDLAA
ONLVEVKSMT
IKHASLACEP
KSDLSSVQSK
QFRPDLALTE
NLESALRFGN
TVTRSSLQAQ
KKVEETDRVI
LFEVVYLRVT
CEFRNLQKIID
NEYDFATTVD
LOWLVQLEKK
VAWCHAILQE
RLLTTFLEKL
LIAKLLKLQL
YFEREVNGAA
QISSTSMSSL
YVSKRIVTPL

THEILKKFIQ
RLMNLNDSFP
VINKCREESV
EVITTLDILK
RALKLMEAIS
HKKLQIRMEQ
ALDMTKEGTE
DIETLHEKFK
TQSIYDDWCR
FAVSLIETVK
IDIEVKSLED
DIDTDSPITA
NYQDLLNKMP
DTRKEIGPIS
KTKILQWGKQ
FLNEWDRGKP
ELAKVWEQID
SLCKQLRVTW
SKVKEHINSI
FLOLMRKVSK
KKMFAGVSSI
NKFVEWIDKY
KRDVIRDLLR
ARLGGSPFGP
IQESLRNCSN
KLATKIVEEF
KLIAEDIPLL
QLYQISLLNH
DNVRGEINKR
LSTEMIFENF
VKRCYEFATK
DLGEFIRSIT
VLCGPPGSGK
DKYGTIRVIS
NRAMLKIMPS
LFQDRLVEDH
FNEVLDHVLR
FILDESNVLD
SKELKDRAAT
STLHHANERL
KNLAANAKLK
NPPPAVKLAL
LVEWAIAQVN
VDRSIALLKS
YLSTADERLR
PLLVQDVENY
CLNQVLKCER
AEVDAVSQQY
RGTLHQDWLV
STPKFHDWLS
KLIKASTPIL
LHALQPNESF
RLRYSPLGWS
FTPKSFDSEF
IEDDDDIVVI
KLLSIVRQDL
KNLNIWLGGL
PFTSFKWLKS
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proteins

Supparting Reptidess si 5STTIPVYIN STRSELLFSV DMELGENQEE YMFYERGVAL VCSSNA
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
F.VPEAY.I| Y 29.50 |577.2748| 59.2|578.3162|1|0.52| 1082 1 4562 | 4566

total 1 peptides

tr|AOAOP5]JZZ0|AOAOP53ZZ0_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list
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1 MLERLVAWEFC NNYLGRYLEN LNTDQLSVAL LQGEVELENV
51 SFEQLYLVAG PKDENEPYNE ESEENGALER EKMAALDLMEA
161 LRIEDIHIRY EDGISCPGEV FACGVRVDSL TAQTCDESWV
247 SSELMQPCSI ERNEFLLAPV SGYAHLEENC NVEPLESLNQ
321 RRWRVDSEVQ SHPHPREQWR FSVNCIIAEI REENQSENWP
401 LELQELQVLR SIAMQQIAKS QSKENESVFND AATGNSSLFQ
481 TVRQRDILPL QFSSTLEQGL IRLSTCHRTE TGQSWSTLLE
561 PLIVSPQRED ARPFEKSFAGM GSLLPGFNLP FFRSSPSSPN
64 HSLFQEIIEL YSVPHNTTEE RESVLGQELEQ AALSGFEAVE
721 SVVSRDSLLM IIDFGHFHVT RSIVNCIAAE LETTTRNGNE
201 NDLSDKYNVH FSDLQLLVCR VEDNWKQAHL KGTSALHLLD
581 TIHALLSVSEKQ FRSNVVPTPV YETASEDGDT DETDASLAET
261 SMEPTDSSVH LAVHSLLLVD AMQTLGSDYE LLIASHEHVS
1041 ALTSLQTDPS WREDGLSPPM ARHRMATSAL KSEALILIDI
1121 FFQRVMPEET MPSNPDESNF STGLPSNHSR FPPFALVPDG
1201 SGNLASDVLV QGSLGGLQVL DLTPEGQEHQ RVVSVGHDPL
1281 GEEEEGYELS LEIRMASLCY SHSVHFLAEV AACVSEFEQS
1261 EGLSLNAMEE ANDEEQPSPP SEVRLSALLE SPILVLPESA
144 HFEVEVRDMS LYSLNVDEEW ESSFSHEFYTG FSAFLEITAQ
1521 PLTDFYPELE VCDVFQVHGC VVSPLQVSLS KDQYQQIIQS
1601 EKEFQLPRFSMQ LLDNSNRAIV SLSFEDFLVA YEQNCTFESAT
1681 LSSFMSSSCP DLRAQGLYNP GSRSLPARLE SDESQWESSV
1761 FIEILLVDPD SPDFALEYNS THRFIEINFN ALDVIINLES
184 TVNAEWEVEV RSFSLLLNERE DYEVAEATIS NLTWEMASMRE
FCFSADDPQL ARDYDIRLNL NMASVLYVHT QRFYTECFSM
EAGSPVILVP ICSTSEHLLV IDLGRISVSN EFVVTDGSVC
LCOTGQRQEAN RSQVGDLILG SYLIRRSGQS LLEDTCEMEL
2161 LLAFNLGEPV DFLHSDQPPP TSPIQLFDDS KPPMWAELKI
224 VDLVSQOVVI EDTRYDASSA THSATEENVE TQILEFPVTEA
2321 REFLLHSPDE YRGTNNDEGR NSEESDVEPH AEWTATSTRP
2401 TSVRESSAVI LEGTALLTYR PQIHSKPLSC QLNRVEIFSS
2481 DLHQILEVQA QQITLRLSYN DMELFMRILD SLPHQARLTS
2561 TQNASTVTGQY RQPEMAEIQI RGIEIRTGCV SLCVIDDCRD
264 EVLSGWEPFV EFPFECHVHWN FLAFNGSIAN RPSQSIFFDT
2721 GSSVVRQRSP FVPFALHNAT GSKEIKFRTLT ASLLTEGAPS
2801 LSIELDGWME FGPVSVDRVG VYFRYASVHS SPSRRNTAAV
2881 LRLEPPAFNL HPSKTVEVPP CTTYPIPMSY LMSQIFVRPM
2961 YRFAVDIHRE NFPPEKINTD DSEWTAQPAH TITLLSPLVV
304 AFRTENFVHS SDLVIGTSPH NFSTELELYD SANELLLLOQV
3121 GQFDEHEMAR SLSPMLFSFT DREASHSLTA RIGTGLHLGC
3201 GRGRYRDTQI VTLAPCYQLY NQSSWTLEVS QAYFATTFETD
3281 WSGGFAIQNI SSFHINIRDG ESRANFLEVE IFQQECTFEFCV
33261 GSSMPYVFDE PTEPARLNII APGGASSSYD MTTLEEGSQL
3441 RVVLSGEETGE ERSQLWEMTG SGMLQHEGSS PPRDPSNPQI
3521 TEDGRLCCGH SNVEVQAEDG FYGIRQGLSC KTWRMWNDVYV
3601 DGPTRVLQVA DFLNEPSHCH SNENSVTAST DAEKTSNEQL
3681 TLSIDASVQS IQIDDSLEDP HCPVVVYVSP SVNQDESKDM
3761 EKLLAFAGFNQ SDLELERIDE SEYESQRSLN AATSIDAKRY
3841 EDANIELHPF IRSHPFETAQ LIIDSVVEHY KDELKSQAAR
3921 GLSNSAAEVT GSLSDGLGRV TMDERHEEVE QRLLEHTGQS
4001 GFGKGLVGTV TEPAVGVLDL ATGAASAVRD SSRSSSREIP
4081 TFIAYEALGS LPESLHMLIS SEHIRVEFSMN SENKEVVLDI
4161 RRPQVRCDSE SLAKRVTQEI NYAKSVYEEN RHSLISSPEF
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52|1082 1 3349|3353

total 2 peptides

proteins

PLKRDILDQL
EWRSENDPQG
PKFMPATSQG
PRVACDFQLD
FVIRRAKEIV
RWESSWWSAE
IEFDNVLQEW
LNVSQDEAPL
QKTKESLTQS
DDDDEQYITP
RESILIHVEK
EKSEEHWEMA
MDSMSGSLKE
VTVEPTWVDG
STDITFDFHR
VEQHONLYML
VSNMAMSLEKL
KSPQVLVAHL
ELYSCASPHG
LDNLNWNEVD
VQTSLKSLIL
RAKAPQKKPI
WVMVLDFEGT
GNLDVTGELG
LEQFQELRRV
LPTINKSRKA
EVRRNLDSHL
HIDLVDVMLE
RREGSLQOAEV
SPIIVSTGVI
QLNLEEETAL
AESTIVNEIN
ADLPLAEITT
EDVVNLTCTR
AASTKSSRWI
ERDLERVLVV
AEKLPHAFSF
VNLLEYELLW
KISSKAPGSV
EPHWCQHFPL
PGAQSTYLNL
VESDATGEFEP

TYENFIYVCL
DESRILVLDI
LGPAQSVTYY
EVEMEFEGGL
PALRLTVHRQ
YEFGILELVLE
ILGSTDFLGN

SDHLVAGLEG
RRIRFPRLVI
HLSELQSCES
SP

GLPLQIHAGF
LSSSSLYSLT
IMYKLLELDG
RVNIEIRDVQ
LYVQSFKEHL
ESTNGNEQSA
ESRPRLESNK
FDEVYERHEP
LTPSSVNLES
CSTPPNESAV
YGRLVPGLEK
QFNIEQLSVE
SEPTSPVSPS
KAEGRIRIIK
LTILLLRSVV
VSQGLYDTTK
TAAEMAVDLL
GQIEISNDIK
RPILHDTLLK
ASSNFEAGED
EDLMVEEDSK
AKCPSTPPSS
STTEVSRQQK
SITVQDLTSA
AGTEGATGQS
GLKGLPVVEI
KHPVPDMDLC
VKDSRIGAFS
HYRSTEDFTR
SKRAALIDTR
SIVDPATISI
KLKALGFSTD
SQLLLRQSID
ALLELFGTVK
HCEAGDVVAF
IAVTLEGSAR
CKDPIEWHAP
ELKAVGQSGI
KLSISAPYWL
QRGVRVRSFL
VPGCHLPFHW
PLRVDNLALV

TVTENGDDMS
AGPALQFSEF
RLEFSGIFAEQ
GLSIVNHSFP
LTSRLNADIF
QVRLSVYTSS
PLGEFVNDVSE

FGEGILGGMT
GPGGIVPRYS
VVIEDFGTQS

VGKISFQIPL
YSSWLSYGAS
LAVYWDTNTE
YHQLVQCCRS
LNPIGMTAES
NEDRVEHEIL
FHLSLGNVWV
GSNWDHRLEI
KQQSWDLLIN
TTPLDDAHDM
PFLTLTASLP
VQSRGRSVAE
SPDPSSHEGQ
VHFNSLDVIA
KEEMLIGREV
DENEVEAFSF
HRGTEGLAQS
VETEHPPQLS
FSLHRIVDRFP
PSTRNRAPAR
YRRLVASNDR
SSMMYHQRFT
KKVAASSPGY
GEKMYRERFIT
GAASVSRKPW
TANPETVLVD
GLLSTVQCSV
TIKFIDSRLV
FTVVLNNMRL
KVPVEFKINI
EIVDESSATD
DCQTALRSCN
VAQMTGEGTL
RNWMEDYYGQ
SFENRGKLRH
RLVTVRSALQ
TQTTANIRQC
IKPGKSTSIH
VNKAGIPLIF
VSPRDGRPEL
PRLDKDQLLC
PIIFHQSDVP

RKIRSEPWVI
LVTNIVQNIQ
LFANLPLDVL
LELLARGLQF
KLQRERIESE
ETLEDAMRDN
RDCSTAASLF
TSLAIECVYN
ISAPHILIPE
NSFMSGNKEC
HLVAHINEPK
LQVGGVQASY
RATSPVSLAQ
NQDTVVELAS
ATLTVTEAHI
KFLOPGLEAP
IYISGSTSVT
EELSGGTHKE
ILSDADPFLF
VKQRELILNL
QSDRIAGRLN
RSGVGDNNLV
QDWSKEMANAH
SGNEALDEQF
RHGTRILLNV
VIQVELSNMD
DEHQYRLVRG
YESNSDGSKD
LAVVDWWTLF
SDSEVVIIED
VKGILDATSS
DNLEERAALWL
TCQFAIDYYN
NNKELSSLGD
HDSHQTQTHQ
VTNNLEETVE
NPVISNQDLT
TVNVSAGFQI
RQEGVQQEAA
VYLVGISIRS
VRLLDVKNCH
EAYLHTTVRP

—

TGNALDPNNV
VHLMLREPDF
ATHWQRLRFEG
EELAYCRLSN
ENLIVTFENL
KELPPELEAIK

ELVLDVPEGT
RRQLTQTWHF
SGCLSVKTIM
ISLELITGDG
TINIEENQLF
RKLGLTLIKF

GVSGFLYEGN VGGLVQNVTFE
—

SIFTQTYEGI
EKQGRGQELL
TAHYYVELSL

SNEGLGGLFET
FQLNRHEYRE
LLEPDNFLGA
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16/03/2023, 15:17 proteins

Peptide |Uniq|-10igP| Mass (ppm m/z
G.NVGGL.V| N 17.54 |458.2489| 5.1(459.2585(1|0.43| 999 1 3910|3914

RT [Scan|#Spec|Start| End |[PTM

N

total 2 peptides

tr| AOAOP5NK75|AOAOP5NK75_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:17

1 MLERLVAWEFC NNYLGRYLEN LNTDQLSVAL LQGEVELENV
51 SFEQLYLVAG PKDENEPYNE ESEENGALER EKMAALDLMEA
161 LRIEDIHIRY EDGISCPGEV FACGVRVDSL TAQTCDESWV
247 SSELMQPCSI ERNEFLLAPV SGYAHLEENC NVEPLESLNQ
321 RRWRVDSEVQ SHPHPREQWR FSVNCIIAEI REENQSENWP
401 LELQELQVLR SIAMQQIAKS QSKENESVFND AATGNSSLFQ
481 TVRQRDILPL QFSSTLEQGL IRLSTCHRTE TGQSWSTLLE
561 PLIVSPQRED ARPFEKSFAGM GSLLPGFNLP FFRSSPSSPN
64 HSLFQEIIEL YSVPHNTTEE RESVLGQELEQ AALSGFEAVE
721 SVVSRDSLLM IIDFGHFHVT RSIVNCIAAE LETTTRNGNE
201 NDLSDKYNVH FSDLQLLVCR VEDNWKQAHL KGTSALHLLD
581 TIHALLSVSEKQ FRSNVVPTPV YETASEDGDT DETDASLAET
261 SMEPTDSSVH LAVHSLLLVD AMQTLGSDYE LLIASHEHVS
1041 ALTSLQTDPS WREDGLSPPM ARHRMATSAL KSEALILIDI
1121 FFQRVMPEET MPSNPDESNF STGLPSNHSR FPPFALVPDG
1201 SGNLASDVLV QGSLGGLQVL DLTPEGQEHQ RVVSVGHDPL
1281 GEEEEGYELS LEIRMASLCY SHSVHFLAEV AACVSEFEQS
1261 EGLSLNAMEE ANDEEQPSPP SEVRLSALLE SPILVLPESA
144 HFEVEVRDMS LYSLNVDEEW ESSFSHEFYTG FSAFLEITAQ
1521 PLTDFYPELE VCDVFQVHGC VVSPLQVSLS KDQYQQIIQS
1601 EKEFQLPRFSMQ LLDNSNRAIV SLSFEDFLVA YEQNCTFESAT
1681 LSSFMSSSCP DLRAQGLYNP GSRSLPARLE SDESQWESSV
1761 FIEILLVDPD SPDFALEYNS THRFIEINFN ALDVIINLES
184 TVNAEWEVEV RSFSLLLNERE DYEVAEATIS NLTWEMASMRE
FCFSADDPQL ARDYDIRLNL NMASVLYVHT QRFYTECFSM
EAGSPVILVP ICSTSEHLLV IDLGRISVSN EFVVTDGSVC
LCOTGQRQEAN RSQVGDLILG SYLIRRSGQS LLEDTCEMEL
2161 LLAFNLGEPV DFLHSDQPPP TSPIQLFDDS KPPMWAELKI
224 VDLVSQOVVI EDTRYDASSA THSATEENVE TQILEFPVTEA
2321 REFLLHSPDE YRGTNNDEGR NSEESDVEPH AEWTATSTRP
2401 TSVRESSAVI LEGTALLTYR PQIHSKPLSC QLNRVEIFSS
2481 DLHQILEVQA QQITLRLSYN DMELFMRILD SLPHQARLIS
2561 TQNASTVTGQY RQPEMAEIQI RGIEIRTGCV SLCVIDDCRD
264 EVLSGWEPFV EFPFECHVHWN FLAFNGSIAN RPSQSIFFDT
2721 GSSVVRQRSP FVPFALHNAT GSKEIKFRTLT ASLLTEGAPS
2801 LSIELDGWME FGPVSVDRVG VYFRYASVHS SPSRRNTAAV
2881 LRLEPPAFNL HPSKTVEVPP CTTYPIPMSY LMSQIFVRPM
2961 YRFAVDIHRE NFPPEKINTN DSEWNAQPAH TITLLSPLVV
304 AFRTENFVHS SDLVIGTSPH NFSTELELYD SANELLLLOQV
3121 GQFDEHEMAR SLSPMLFSFT DREASHSLTA RIGTGLHLGC
3201 GRGRYRDTQI VTLAPCYQLY NQSSWTLEVS QAYFATTFETD
3281 WSGGFAIQNI SSFHINIRDG ESRANFLEVE IFQQECTFEFCV
33261 GSSMPYVFDE PTEPARLNII APGGASSSYD MTTLEEGSQL
3441 RVVLSGEETG KERSQLWEMTG SGMLQHEGSS PPRDPSNPQV
3521 TEDGRLCCGH SNVEVQAEDG FYGIRQGNDV VLGPAQSVTY
3601 ADFLNEPSHC HSNENSVTAS TDAEKTSNEQ LEVEMEFEGG
3681 SIQIDDSLED PHCPVVVYVS PSVNQDESKD MPALRLTVHR
3761 QSDLELERID ESEYESQRSL NAATSIDAKR YYFGILELVL
3841 FIRSHPFETA QLIIDSVVEH YEDELKSQAR RILGSTDFLG
3921 TGSLSDGLGR VTMDERHEEV RQRLLEHTGQ SSDHLVAGLK
4001 VTEPAVGVLD LATGAASAVR DSSRSSSREI PRRIRPPRLV
4081 SLPESLHMLI SSEHIRVFESM NSPNKEVVLD IHLSELQSCE
4161 ESLAKRVTQE INYAKSVYEE NRHSLISSPE FSP
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52|1082 1 3349|3353

total 2 peptides

proteins

PLKRDILDQL
EWRSENDPQG
PKFMPATSQG
PRVACDFQLD
FVIRRAKEIV
RWESSWWSAE
IEFDNVLQEW
LNVSQDEAPL
QKTKESLTQS
DDDDEQYITP
RESILIHVEK
EKSEEHWEMA
MDSMSGSLKE
VTVEPTWVDG
STDITFDFHR
VEQHONLYML
VSNMAMSLEKL
KSPQVLVAHL
ELYSCASPHG
LDNLNWNEVD
VQTSLKSLIL
RAKAPQKKPI
WVMVLDFEGT
GNLDVTGELG
LEQFQELRRV
VPTINKSRKA
EVRRNLDSHL
HIDLVDVMLE
RREGSLQOAEV
SPIIVSTGVI
QLNLEEETAL
AESTIANEIN
ADLPLAEITT
EDVVNLTCTR
AASTKSSRWI
ERDLERVLVV
AEKLPHAFSF
VNLLEYELLW
KISSKAPGSV
EPHWCQHFPL
PGAQSTYLNL
VESDATGEFEP

TYENFIYVCL
DESRILVLDI
YRLFSGIPAE
LGLSIVNHSP
QLTSRLNADI
EQVRLSVYTS
NPLGEVNDVS

GEFGFGILGGM
IGPGGIVPRY
SVVIEDFGTQ

GLPLQIHAGF
LSSSSLYSLT
IMYKLLELDG
RVNIEIRDVQ
LYVQSFKEHL
ESTNGNEQSA
ESRPRLESNK
FDEVYERHEP
LTPSSVNLSS
CSTPPNESAV
YGRLVPGLEK
QFNIEQLSVE
SEPTSPVSPS
KAEGRIRIIK
LTILLLRSVV
VSQGLYDTTK
TAAEMAVDLL
GQIEISNDIK
RPILHDTLLK
ASSNFEAGED
EDLMVEEDSK
AKCPSTPPSS
STTEVSRQQK
SITVQDLTSA
AGTEGATGQS
GLKGLPVVEI
KHPVPDMDLC
VKDSRIGAFS
HYRSTEDFTR
SKRAALIDTR
SIVDPATISI
KLKALGFSTD
SQLLLRQSID
ALLELFGTVK
HCEAGDVVAF
IAVTLEGSAR
CKDPIEWHAP
ELKAVGQSGI
KLSISAPYWL
QRGVRVRSFL
VPGCHLPFHW
PLRVDNLALV

TVTENGDDMS
AGPALQPSEF
QATHWQRLRP
PEELAYCRLS
FENLIVTFRN
SKLPPELKAI
EGVSGFLYEG

TSIFTQTYEG
SEKQGRGQEL
STAHYYVELS

VGKISFQIPL
YSSWLSYGAS
LAVYWDTNTE
YHQLVQCCRS
LNPIGMTAES
NEDRVEHEIL
FHLSLGNVWV
GSNWDHRLEI
KQQSWDLLIN
TTPLDDAHDM
PFLTLTASLP
VQSRGRSVAE
SPDPSSHEGQ
VHFNSLDVIA
KEEMLIGREV
DENEVEAFSF
HRGTEGLAQS
VETEHPPQLS
FSLHRIVDRFP
PSTRNRAPAR
YRRLVASNDR
SSMMYHQRFT
KKVAASSPGY
GEKMYRERFIT
GAASVSRKPW
TANPETVLVD
GLLSTVQCSV
TIKFIDSRLV
FTVVLNNMRL
KVPVEFKINI
EIVDESSATD
DCQTALRSCN
VAQMTGEGTL
RNWMEDYYGQ
SFENRGKLRH
RLVTVRSALQ
TQTTANIRQC
IKPGKSTSIH
VNKAGIPLIF
VSPRDGRPEL
PRLDKDQLLC
PIIFHQSDVP

RKIRSEPWVI
LVTNIVQNIQ
LFANLPLDVL
LELLARGLQF
KLQRERIESE
ETLEDAMRDN
RDCSTAASLF
TSLAIECVYN
ISAPHILIPE
NSFMSGNKEC
HLVAHINEPK
LQVGGVQASY
RATSPVSLAQ
NQDTVVELAS
ATLTVTEAHI
KFLOPGLEAP
IYISGSTSVT
EELSGGTHKE
ILSDADPFLF
VKQRELILNL
QSDRIAGRLN
RSGVGDNNLV
QDWSKEMANAH
SGNEALDEQF
RHGTRILLNV
VIQVELSNMD
DEHQYRLVRG
YESNSDGSKD
LAVVDWWTLF
SDSEVVIIED
VKGILDATSS
DNLEERAALWL
TCQFAIDYYN
NNKELSSLGD
HDSHQTQTHQ
VTNNLEETVE
NPVISNQDLT
TVNVSAGFQI
RQEGVQQEAA
VYLVGISIRS
VRLLDVKNCH
EAYLHTTVRP

—

TGNALDPNNV
VHLMLREPDF
GSGCLSVETI
NISLELITGD
LTINIEENQL
KERKLGLTLIK

NVGGLVQNVT
I —

ISNEGLGGLF
LEFQLNRHEYR
LLLEPDNPLG

ELVLDVPEGT
RRQLTQTWHF
MDGPTRVLQV
GTLSIDASVQ
FRKLLAFAGEN
FEDANIELHP
FGLSNSAARV

TGFGEGLVGT
ETFIAYEALG
ARRPQVRECDS
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16/03/2023, 15:17 proteins

Peptide |Uniq|-10igP| Mass (ppm m/z
G.NVGGL.V| N 17.54 |458.2489| 5.1(459.2585(1|0.43| 999 1 3901 | 3905

RT [Scan|#Spec|Start| End |[PTM

N

total 2 peptides

tr| AOAOP5GP66| AOAOP5GP66_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:17 proteins
1 MAALDLMEAE WRSENDPQGL SSSSLYSLTY SSWLSYGASL VINIVQNIQL
51 AQTCDESWVP KFMPATSQGL MYELLELDGL AVYWDTNTEL FANLPLDVLS
161 VEPLRSLNQP RVACDFQLDR VNIEIRDVQY HQLVQCCRSL ELLARGLQFR
247 EKENQSENWFF VIRRAKEIVL YVQSFEEHLL NPIGSTAESK LOQRERIESEL
321 ATGNSSLFQR WEFSSWWSAEE STNGNEQSAN EDRVEHEILE TLEDAMRDNT
401 GQSWSTLLEI EFDNVLQEWE SEPRLKSNEF HLSLGNVWVR DCSTAASLFP
481 FRSSPSSPNL NVSQDEAPLF DFVYERHPPG SNWDHRLEIT SLATECVYNH
561 ALSGFEAVEQ KTEESLTQSL TPSSVNLPSK QQSWDLLINI SAPHILIPES
64 ETTTENGNED DDDEQYITPC STPFNESAVT TEFLDDAHDMN SFMSGNEECN
721 GTSALHLLDR FSILIHVEKY GELVPGLEEP FLTLTASLPH LVAHINEPKI
201 ETDASLAETE KSEEHWFMAQ FNIEQLSVEV QSRGRSVAEL QVGGVQASYS
581 LIASHEHVSM DSMSGSLEES EPTSPVSPSS PDPSSHEGQR ATSPVSLAQA
961 SEALILIDIV TVEPTWVDGK AEGRIRIIKV HFNSLDVIAN QDTVVELASF
1041 PPFALVPDGS TDITFDFHRL TILLLRSVVK EEMLIGREVA TLTVTEAHIS
1121 VVSVGHDPLV EQHQNLYMLV SQGLYDTTED KNEVEAFSFE FLOPGLEAPG
1201 ACVSEFEQSV SNMAMSLELT AAEMAVDLLH RGTEGLAQSI YISGSTSVTE
1281 PILVLPESAK SPQVLVAHLG QIEISNDIKV ETEHPPQLSE ELSGGTHEEH
1261 SAFLRITAQE LYSCASPHGR PILHDTLLKF SLHRIVDRPI LSDADPFLFEP
144 DOYQOITQSL DNLNWNEVDA SSNFEAGFDF STENEAFPARV FOQRELILNLE
1521 EQNCTFSATV QTSLESLILE DLMVKEDSKY RRLVASNDRQ SDRIAGRLNL
1601 DESQWESSVR AKAPQEKKPIA KCPSTPPSSS SMMYHQRFTE SGVGDNNLVE
1681 LDVIINLESW VMVLDFFGTS TTEVSRQQKK KVAASSPGYQ DWSEMANAHT
1761 LTWEMASMRG NLDVTGELGS ITVQDLTSAG EMYRERFITS GNEALDFQFF
184 REYTECFEFSML EQFQELRRVA GTFGATGRSG AASVSEEPWR HGTRILLNVE
FVVTDGSVCY PTINESEEAG LEGLEVVFEIT ANPETVLVDV IQVELSNMDL
LEDTCEMELE VEENLDSHLE HPVFDMDLCG LLSTVQCSVD EHQYELVERGL
PPMWAELEIH IDLVDVMLEV EDSRIGAFST IEFIDSRLVY ESNSDGSEDV
2161 QILEPVTEAR REGSLQAEVH YRSTEDFTRF TVVLNNMRLL AVVDWWTLFR
224 EWTATSTREFS PIIVSTGVIS EKRAALIDTEE VEVEFEINIS DSEVVIIEDT
2321 LNRVEIFSSQ LNLEEETALS IVDPATISIE IVDESSATDV EGILDATSSD
2401 LPHQARLTSA ESTIVNEINK LEALGFSTDD CQTALRSCND NLEEAALWLT
2481 LCVIDDCRDA DLPLAEITTS QLLLRQSIDV AQMTGEGTLT CQFATIDYYNR
2561 PSQSIFFDTE DVVNLTCTRA LLELFGTVER NWMEDYYGQN NEELSSLGDG
264 SLLTEGAFSA ASTKSSRWIH CEAGDVVAFS FENRGELRHH DSHQTQTHQL
2721 PSRRNTAAVE RDLERVLVVI AVTLEGSARR LVTVRSALQV TNNLEETVEL
2801 MSQIFVRPMA EELPHAFSFC EDPIEWHAPT QTTANIRQCN PVISNQDLTY
2881 ITLLSPLVVV NLLPYELLWE LEKAVGQSGII KPGESTSIHT VNVSAGFQIA
2961 ANRLLLLQVE ISSKAPGSVE LSISAPYWLV NEAGIPLIFR QEGVQQEARAG
304 IGTGLHLGCE PHWCQHFFLQ EGVEVESFLV SPRDGEPELV YLVGISIRESG
3121 AYFATTFTDP GAQSTYLNLV PGCHLPFHWP RLDEDQLLCV RLLDVENCHW
3201 FQQECTFCVV FSDATGFPPP LRVDNLALVP IIFHQSDVPE AYLHTTVRPG
—
TTLEEGSQLT YENFIYVCLT VTFNGDDMST GNALDFNNVE LVLDVPEGTR
PEDPSNPQID PSEILVLDIA GPALQPSEFV HLMLEEPDFERE RQLTQTWHET
34471 LGPAQSVTYY RLPSGIPAEQ ATHWQRLEPG SGCLSVETIM DGETRVLQVA
3521 EVEMKFEGGL GLSIVNHSPP EELAYCRLSN ISLELITGDG TLSIDASVQS
3601 PALRLTVHRQ LTSRLNADIF ENLIVTFENL TINIEENQLF ELLAFAGFNQ
3681 YFGILELVLE QVRELSVYTSS KLPPELKAIK RELGLTLIKF EDANIELHPF
3761 ILGSTDFLGN PLGFVNDVSE GVSGFLYEGN VGGLVQNVTF GLSNSAAREVT
—
SDHLVAGLEG FGFGILGGMT SIFTQTYEGI SNEGLGGLEFT GFGEGLVGTV
3921 RRIRPPRLVI GPGGIVPRYS ERQGRGQELL FQLNRHEYRE TFIAYEALGS
4001 HLSELQSCEKS VVIEDFGTQS TAHYYVELSL LLEPDNPLGA REPQVRCDSE
4081 SP
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52 (1082 1 3238|3242
G.NVGGL.V| N 17.54 |458.2489| 5.1(459.2585|1|0.43| 999 1 3790|3794
total 2 peptides

RIKDIHIRYE
SKLMQPCSIE
RWRVDSEVQS
ELQELQVLRS
VRQRDILPLQ
LIVSPQRKDA
SLEQRIIELY
VVSRDSLLMI
DLSDKYNVHF
HALLSVSKQF
MRPTDSSVHL
LTSLQTDESW
FQRVMPKKTM
GNLASDVLVQ
EEEEGYKLSL
GLSLNAMKEA
FEVEVRDMSL
LTDFYPKLEV
FQLPRFSMQL
SSFMSSSCED
IKILLVDPDS
VNARWEVEVR
CEFSADDPQLA
AGSPVILVPI
CTGQRQKANR
LAFNLGEEVD
DLVSQQVVIR
EFLLHSEDEY
SVRESSAVIL
LHQILEVQAQ
ONASTVTGQR
VLSGWEPEFVE
SSVVRQRSPF
SIELDGWMEF
RLEPPAFNLH
RFAVDIHREN
FRTENFVHSS
QFDEHEMARS
RGRYRDTQIV
SGGFAIQNIS
SSMPYVEDEP

VVLSGKETGK
EDGRLCCGHS
DFLNKPSHCH
IQIDDSLQDP
SDLELERIDE
IRSHPFETAQ
GSLSDGLGRV

TEPAVGVLDL
LPFESLHMLIS
SLAERVTQEI

DGISCPGEVE
RNEFLLAPVS
HPHPRRQWRF
IBAMQQIAKSQ
FSSTLEQGLI
RPFESFAGMG
SVPHNTTEER
IDFGHFHVTR
SDLQLLVCRV
RSNVVETEVY
AVHSLLLVDA
RKDGLSPEMA
PSNPDESNFS
GSLGGLQVLD
EIRMASLCYS
NDEEQPSPES
YSLNVDEEWK
CDVEQVHGCV
LDNSNRAIVS
LRAQGLYNEG
PDFALKYNST
SFSLLLNRKD
RDYDIRLNLN
CSTSEHLLVI
SQVGDLILGS
FLHSDQPPPT
DTRYDASSAT
RGTNNDEGRN
KGTALLTYRPE
QIILRLSYND
QPEMAEIQIR
PFKCHVHWNF
VPFALHNATG
GPVSVDRVGV
PSKTVRVPEC
FPPEKINTDD
DLVIGTSPHN
LSPMLESFTD
TLAPCYQLYN
SFHINIRDGE
TKPARLNIIA

RSQLWRMTGS
NVEVQAEDGEF
SNENSVTAST
HCEVVVYVSPF
SEYESQESLN
LIIDSVVEHY
TMDERHEEVR

ATGAASAVED
SEHIRVFSMN
NYAESVYEEN

ACGVRVDSLT
GYAHLERNCN
SVNCIIAEIR
SKNESVENDA
RLSTCHRTET
SLLEGENLEF
SVLGORLRQA
SIVNCIAAEL
KDNWKQAHLK
ETASEDGDTD
MQTLGSDYEL
RHRMATSALK
TGLPSNHSRF
LTPEGQKHQR
HSVHFLAEVA
RVRLSALLES
SSFSHFYTGP
VSPLQVSLSK
LSFEDFLVAY
SRSLPARLES
HRFIEINENA
YEVAEATISN
MASVLYVHTQ
DLGRISVSNK
YLIRRSGQSL
SPIQLPDDSK
HSATKENVET
SEESDVKPHA
QIHSKPLSCQ
MKLFMRILDS
GIEIRTGCVS
LAFNGSIANR
SKIKFRTLTA
YFRYASVHSS
TTYPIPMSYL
SEWTAQPAHT
FSTRLRLYDS
REASHSLTAR
QSSWTLEVSQ
SRANFLRVEI
PGGASSSYDM

GMLOHEGSSP
YGIRQGNDVV
DAEKTSNKQL
SVNQDESKDM
AATSIDAKRY
KDELKSQAAR
QRLLKHTGQS

SSRSSSREIP
SFNEEVVLDI
RHSLISSPEF

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/it-tof-p4/protein.html

17/38



16/03/2023

,16:17

tr| AOAOP5GPL7 | AOAOP5GPL7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MNSFMSGNEE CNDLSDEYNV HFSDLQLLVC RVEDNWEQAH
21 PHLVAHINEP KIHALLSVSK QFRSNVVPTP VYETASEDGD
16l ELQVGGVQAS YSMRPTDSSV HLAVHSLLLV DAMQTLGSDY
241 QRATSPVSLA QALTSLQTDP SWREDGLSPP MARHRMATSA
321 ANQDTVVELA SFFQRVMPEK TMPSNPDESN FSTGLPSNHS
401 VATLTVTEAH ISGNLASDVL VQGSLGGLQV LDLTPEGQKH
421 FEFLQPGLEA PGEEEEGYKL SLEIRMASLC YSHSVHFLAE
561 SIYISGSTSV TEGLSLNAME EANDEEQPSP PSRVRLSALL
64 SEELSGGTHE EHFEVEVEDM SLYSLNVDEE WESSFSHEYT
721 PILSDADPFL FPLTDFYPKL EVCDVFQVHG CVVSPLQVSL
501 RVEQRELILN LEFQLPRFSM QLLDNSNRAI VSLSFEDFLV
281 RQSDRIAGRL NLSSFMSSSC PDLRAQGLYN PGSRSLPARL
261 TRSGVGDNNL VFIKILLVDP DSPDFALEYN STHRFIEINF
1041 YQDWSEMANA HTVNARWEVE VRESFSLLLNR KDYEVAEATI
1121 TSGNEALDFQ FFCFSADDPQ LARDYDIRLN LNMASVLYVH
1201 WRHGTRILLN VEAGSPVILV PICSTSEHLL VIDLGRISVS
1281 DVIQVELSMM DLCTGQRQEA NRSQVGDLIL GSYLIRRSGQ
1361 VDEHQYELVR GLLAFNLGEP VDFLHSDQPP PTSPIQLPDD
144 VYESNSDGSE DVDLV3QQVV IRDTRYDASS ATHSATEENV
1521 LLAVVDWWTL FREFLLHSPD EYRGTNNDKG RNSEESDVEF
1601 ISDSEVVIIE DTSVRESSAV ILEGTALLTY RPQIHSEPLS
1681 DVEGILDATS SDLHQILEVQ AQQIILRLSY NDMKLFMRIL
1761 SCNDNLEEAA LWLTQNASTV TGQRQPEMAE IQIRGIEIRT
541 GTLTCQFAID YYNRVLSGWE PFVEPFECHV HWNFLAFNGS
1921 YGQNNEELSS LGDGSSVVRQ RSPFVPFALH NATGSKIEKFR
2001 LRHHDSHQTQ THQLSIELDG WMEFGPVSVD RVGVYFRYAS
2081 ATQVTNNLEE TVELELEFPA FNLHPSETVE VPPCTTYFIF
RQCNEVISNQ DLTYRFAVDI HRENFFFEEI NTNDSEWNAQ
SIHTVNVSAG FQIAFRTENF VHSSDLVIGT SPHNFSTRELR
LIFRQEGVQQ EAAGDFDEHE MARSLSPMLE SETDREASHS
PELVYLVGIS IRSGEGEYRD TQIVTLAPCY QLYNQSSWTL
LLCVELLDVE NCHWSGGFAI QNISSFHINI RDGESEANFL
DVPEAYLHTT VRPGSSMPYV FDEPTKPARL NIIAPGGASS
—
2641 NNVELVLDVP EGTRVVLSGK ETGERSQLWR MTGSGMLQHE
2721 PDPRRQLTQT WHFTEDGRLC CGHSNVEVQA KDGFYGIRQG
2801 EKTIMDGPTRV LQVADFLNEP SHCHSNENSV TASTDAEKTS
2581 TGDGTLSIDA SVQSIQIDDS LQDPHCPVVV YVSPSVNQDE
2961 NQLFEKLLAFA GFNQSDLELE RIDESEYESQ RSLNAATSID
3041 LIKFEDANIE LHPFIRSHPF ETAQLIIDSV VEHYKDELES
NVTFGLSNSA ARKVTGSLSDG LGEVTMDEERH EEVEQRLLEH
GLFTGFGEGL VGTVTEPAVG VLDLATGAAS AVEDSSESSS
EYRETFIAYE ALGSLPESLH MLISSEHIREV FSMNSFNEEV
3261 PLGARRPQVER CDSESLAKRV TQEINYAESV YEENRHSLIS
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52 (1082 1 2562 | 2566
G.NVGGL.V| N 17.54 |458.2489| 5.1|459.2585|1(0.43| 999 1 3114|3118

total 2 peptides

tr| AOAOP5KVU5| AOAOP5KVUS5_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

LEGTSALHLL
TDETDASLAE
ELLIASHKHV
LESEALILID
RFPPFALVED
QRVVSVGHDP
VAACVSEFKQ
ESPILVLPKS
GPSAFLRITA
SKDQYQQIIQ
AYEQNCTFSA
ESDKSQWKSS
NALDVIINLE
SNLTWEMASM
TQRFYTECFS
NEFVVTDGESV
SLLEDTCEME
SKPPMWAKLEK
FTQILEPVTE
HARKWTATSTR
CQLNRVEIFS
DSLPHQARLI
GCVSLCVIDD
IANRPSQSIF
TLTASLLTEG
VHSSPSRRNT
MSYLMSQIFV
PAHTITLLSP
LYDSANRLLL
LTARIGTGLH
EVSQAYFATT
RVEIFQQECT
SYDMTTLKEG

GSSFPPRDPSN
NDVVLGFAQS
NEQLEVEMEF
SEDMFALRLT
AFRYYFGILE
QAARILGSTD

TGQSSDHLVA
REIPRRIRFF
VLDIHLSELQ
SPEFSP

DRFSILIHVE
TEKSEEHWEM
SMDSMSGSLK
IVTVEPTWVD
GSTDITEDFH
LVEQHQNLYM
SVSNMAMSLK
AKSPQVLVAH
QELYSCASPH
SLDNLNWNEV
TVQTSLKSLI
VRAKAPQKKP
SWVMVLDEFEG
RGNLDVTGKL
MLEQFQELRR
CVPTINKSRK
LEVRRNLDSH
IHIDLVDVML
ARREGSLQAE
PSPIIVSTGV
SQLNLEEETA
SAESESTIVN
CRDADLPLAE
FDTEDVVNLT
APSAASTKSS
AAVERDLERV
REMAEKLPHA
LVVVNLLEYE
LQVKISSKAP
LGCKPHWCQH
FTDPGAQSTY
FCVVESDATG
SQLTYENFIY

PQIDPSRILV
VIYYRLPSGI
KGGLGLSIVN
VHRQLTSRLN
LVLEQVRLSV
FLGNPLGFVN

GLEGFGFGIL
RLVIGPGGIV
SCEKSVVIKDF

KYGRLVPGLE
AQFNIEQLSV
ESEPTSPVSP
GKAEGRIRII
RLTILLLRSV
LVSQGLYDTT
LTAAEMAVDL
LGQIEISNDI
GRPILHDTLL
DASSNFEAGP
LEDLMVKEDS
IAKCPSTPES
TSTTKVSRQQ
GSITVQDLTS
VAGTFGATGQ
AGLKGLPVVE
LKHPVPDMDL
EVKDSRIGAF
VHYRSTEDET
ISKRAALIDT
LSIVDPATIS
EINKLKALGF
ITTSQLLLRQ
CTRALLELFG
RWIHCEAGDV
LVVIAVTLEG
FSFCKDPIEW
LLWELKAVGQ
GSVELSISAP
FPLQKGVRVR
ILNLVPGCHLP
FPPPLRVDNL
VCLTVTENGD

LDIAGPALQP
PAEQATHWQOR
HSPPEELAYC
ADIFRNLIVT
YTSSKLEPPEL
DVSEGVSGFL

GGMTSIFTQT
PRYSEEQGREG
GTQSTAHYYV
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KEPFLTLTASL
EVQSRGRSVA
SSPDPSSHEG
EVHFNSLDVI
VEEEMLIGREK
EDENEVEAFS
LHRGTEGLAQ
EVETEPFPQL
EFSLHRIVDR
DPSTENEAFA
EYRELVASND
SSSMMYHQRF
EFKEVAASSPG
AGEMYRERFT
SGAASVSREP
ITANPETVLV
CGLLSTVQCS
STIKFIDSRL
RETVVLNNMR
REVPVEFKIN
IEIVDESSAT
STDDCQTALR
SIDVAQMTGE
TVEENWMEDY
VAFSFENRGEK
SARRLVTVRS
HAPTQTTANTI
SGITIKPGEKST
YWLVNEAGIP
SFLVSPRDGR
FHWPRLDEDQ
ALVPIIFHQS
DMSTGNALDP

SEFVHLMLREEK
LEPGSGCLSV
RLSNISLELI
FENLTINIEE
FATFKREKLGLT

YEGNVGGLVQ
I —

YEGISNEGLG
QELLFQLNRH
ELSLLLEPDN
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16/03/2023, 15:17
1 MLVSQGLYDT TKDENEVEAF SFKFLQPGLE APGEEEEGYEK
51 ELTAAEMAVD LLHRGTEGLA QSIYISGSTS VTEGLSLNAM
161 HLGQIEISND IEKVETEHPPQ LSEELSGGTH KEHFEVEVRD
247 HGREPILHDTL LEFSLHRIVD RPILSDADFF LEFPLTDEFYFE
321 VDASSNFEAG PDPSTENRAP ARVEQRELIL NLEFQLPRFS
401 ILEDLMVEED SEKYRRLVASN DEQSDRIAGR LNLSSFMSSS
481 PIAECPSTPP SSSSMMYHQR FTRSGVGDNN LVFIKILLVD
561 GTSTTEVSRQ QEEKVAASSP GYQDWSEMAN AHTVNARWEV
64 LGSITVQDLT SAGEMYEERF ITSGNEALDE QFFCEFSADDE
721 RVAGTFGATG QSGAASVSRE PWRHGTRILL NVEAGSEVIL
201 KAGLEGLPVV PITANFPETVL VDVIQVELSMN MDLCTGQRQE
581 HLEHPVPDMD LCGLLSTVQC SVDEHQYELV RGLLAFNLGE
961 LEVEDSRIGA FSTIEKFIDSR LVYESNSDGS KDVDLVSQQV
104 EVHYRSTEDF TRFTVVLNNM RLLAVVDWWT LEFREFLLHSPF
1121 VISKRAALID TREVPVEFKI NISDSEVVII EDTSVRESSA
1201 ALSIVDPATI SIEIVDESSA TDVEGILDAT SSDLHQILEV
1281 INELKALGFS TDDCQTALRS CNDNLEEAAL WLTQNASTVT
1261 TTSQLLLRQS IDVAQMTGEG TLTCQFAIDY YNRVLSGWEP
144 TEALLELFGT VEENWMEDYY GQNNEELSSL GDGSSVVEQR
1521 WIHCEAGDVV AFSFENRGEL RHHDSHQTQT HQLSIELDGW
1601 VVIAVTLEGS ARRLVTVRSA LOQVTNNLEET VELRLEFPPAF
1681 SFCKDPIEWH APTQTTANIR QCNPVISNQD LTYRFAVDIH
1761 LWELEAVGQS GIIKPGESTS IHTVNVSAGF QIAFRTENEV
241 SVELSISAPY WLVNEAGIPL IFRQEGVQQE AAGQFDEHEM
PLQEGVEVRS FLVSFEDGEP ELVYLVGISI RSGREGRYRDT
NLVPGCHLFF HWPELDEDQL LCVELLDVEN CHWSGGFAIQ
PPPLRVDNLA LVPIIFHQSD VPEAYLHTTV RPGSSMEYVFEF
e
2161 CLTVTFNGDD MSTGNALDPN NVELVLDVPE GTRVVLSGEE
2241 DIAGPALQPS EFVHLMLREP DPRRQLTQTW HFTEDGRLCC
23221 AEQATHWQRL RPGSGCLSVK TIMDGPTREVL QVADFLNEPS
SPPEELAYCE LSNISLELIT GDGTLSIDAS VQSIQIDDSL
1 DIFENLIVTF ENLTINIEEN QLFELLAFAG FNQSDLELER
1 TSSELPPELE AIKRELGLTL IKFEDANIEL HPEFIRSHPFE
2641 VSEGVSGFLY EGNVGGLVQN VIFGLSNSAA KVTGSLSDGL
—
2721 GMTSIFTQTY EGISNEGLGG LFTGFGEGLV GTVTEKPAVGYV
2801 RYSEKQGRGQ ELLFQLNRHE YRETFIAYEA LGSLPESLHM
2581 TQSTAHYYVE LSLLLEPDNP LGARRPQVRC DSESLAERVT
Supporting Peptides:

Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM

D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52 (1082 1 2101|2105

G.NVGGL.V| N 17.54 |458.2489| 5.1|459.2585|1(0.43| 999 1 2653|2657

total 2 peptides

tr| AOAOP5HCC7|AOAOP5HCC7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

LSLEIRMASL
KEANDEEQPS
MSLYSLNVDE
LEVCDVEQVH
MQLLDNSNRA
CPDLRAQGLY
PDSPDFALKY
EVRSFSLLLN
QLARDYDIRL
VPICSTSEHL
ANRSQVGDLI
PVDFLHSDQP
VIRDTRYDAS
DEYRGTNNDK
VILKGTALLT
QAQQIILRLS
GQRQPEMAET
FVEPFKCHVH
SPFVPFALHN
MEFGPVSVDR
NLHPSKTVRV
RENFPPEKIN
HSSDLVIGTS
ARSLSPMLFES
QIVTLAPCYQ
NISSFHINIR
DEPTKPARLN

TGERSQLWERM
GHSNVEVQAK
HCHSNENSVT
QDPHCPVVVY
IDESEYESQR
TAQLIIDSVV
GRVTMDERHE

LDLATGAASA
LISSEHIRVF
QEINYAESVY

CYSHSVHFLA
PPSRVRLSAL
EWKSSFSHFEY
GCVVSPLQVS
IVSLSFEDFL
NEFGSRSLPAR
NSTHRFIEIN
REDYEVAEAT
NLNMASVLYV
LVIDLGRISV
LGSYLIRRSG
PPTSPIQLFD
SATHSATEEN
GENSEESDVEK
YRPQIHSKFL
YNDMELFMRI
QIRGIEIRTG
WNELAFNGSI
ATGSEIEFRT
VGVYFRYASV
PECTTYFPIFM
TNDSEWNAQP
PHNFSTRLRL
FTDREASHSL
LYNQSSWTLE
DGESEANFLR
ITIAPGGASSS

TGSGMLQHEG
DGEFYGIRQGN
ASTDAEKTSN
VSPSVNQDES
SLNAATSIDA
KHYEDELKSQ
EVRQRLLEHT

VEDSSRSSSR
SMNSPNEEVV
EENRHSLISS

EVAACVSEFK
LESPILVLEK
TGPSAFLRIT
LSKDQYQQII
VAYEQNCTFES
LESDKSQWKS
FNALDVIINL
ISNLTWEMAS
HTQREFYTECF
SNKFVVTDGS
QSLLKDTCEM
DSKPPMWAKL
VFTQILEPVT
PHAKWTATST
SCQLNRVEIF
LDSLPHQARL
CVSLCVIDDC
ANRPSQSIFF
LTASLLTEGA
HSSPSRRNTA
SYLMSQIFVR
AHTITLLSPL
YDSANRLLLL
TARIGTGLHL
VSQAYFATTF
VEIFQQECTF
YDMTTLEEGS

SSPPRDFPSNFP
DVVLGPAQSV
KQLEVEMEKFK
EDMPALELTV
KRYYFGILEL
AARILGSTDFE
GQSSDHLVAG

EIPRRIRFPFR
LDIHLSELQS
PEFESP

QSVSNMAMSL
SAKSPQVLVA
AQELYSCASP
QSLDNLNWNK
ATVQTSLKSL
SVRAKAPQKK
ESWVMVLDEF
MRGNLDVTGK
SMLEQFQELR
VCLPTINKSR
KLEVRRNLDS
KIHIDLVDVM
KARREGSLQA
RPSPIIVSTG
SSQLNLEEET
ISAESTIANE
RDADLPLAET
DTEDVVNLTC
PSAASTKSSR
AVERDLERVL
PMAEKLPHAF
VVVNLLEYEL
QVKISSKAPG
GCKPHWCQHF
TDPGRAQSTYL
CVVFSDATGF
QLTYENFIYV

QIDPSRILVL
TYYRLPSGIP
GGLGLSIVNH
HEQLTSELNA
VLEQVRLSVY
LGNPLGEVND
LEGFGEGILG

LVIGFGGIVF
CESVVIEDEG
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16/03/2023, 15:17
1 MANAHTVNAR WEVEVESFSL LLNREDYEVA EATISNLTWE
51 LDFQFFCFSA DDPQLARDYD IRLNLNMASYV LYVHTQRFYT

161 ILLNVEAGSP VILVPICSTS EHLLVIDLGR ISVSNEKFVVT

247 LSNMDLCTGQ RQEANESQVG DLILGSYLIE RSGQSLLEDT

321 EKLVRGLLAFN LGEPVDFLHS DQPPPTSPIQ LPDDSKPPMW

401 DGSEDVDLVS QQVVIRDTRY DASSATHSAT KENVFTQILE

481 WWTLFREFLL HSPDEYRGTN NDEGRNSEES DVEPHAEWTA

561 VIIEDTSVRE SSAVILEGTA LLTYRPQIHS KPLSCQLNRV

64 DATSSDLHQI LEVQAQQOIIL ELSYNDMELE MEILDSLPEHQ

721 LWLTQNASTV TGQRQPEMAE IQIRGIEIRT GCVSLCVIDD

201 YYNRVLSGWE PFVEPFKCHV HWNFLAFNGS IANRPSQSIF

581 LGDGSSVVRQ RSPFVPFALH NATGSKIEFR TLTASLLTEG

961 THQLSIELDG WMEFGPVSVD RVGVYFRYAS VHSSPSRERNT
1041 TVELELEPFA FNLHFSETVE VPPCTTYPIF MSYLMSQIFV
1121 DLTYRFAVDI HRENFPPEKI NTNDSEWNAQ PAHTITLLSP
1201 FQIAFRTENF VHSSDLVIGT SPHNFSTRLR LYDSANRLLL
1281 EAAGQFDEHE MARSLSPMLF SFTDREASHS LTARIGTGLH
1261 IRSGRGRYRD TQIVTLAPCY QLYNQSSWTL EVSQAYFATT
1447 NCHWSGGFALI QNISSFHINI EDGESEANFL RVEIFQQECT
1521 VRPGSSMPYV FDEPTKPARL NITIAPGGASS SYDMTTLEEG
1601 EGTRVVLSGE ETGERSQLWR MTGSGMLQHE GSSPPRDPSN
1681 WHFTEDGRLC CGHSNVFEVQA KDGFYGIRQG NDVVLGPAQS
1761 LOVADFLNEP SHCHSNENSV TASTDAEETS NEQLEVEMEF
1241 SVQSIQIDDS LQDPHCPVVV YVSPSVNQDE SEDMPALRLT
1921 GFNQSDLELE RIDESEYESQ RSLNAATSID AEKRYYFGILE
2001 LHPFIRSHPF ETAQLIIDSV VEHYKDELKES QAARILGSTD

AEVTGSLSDG LGEVIMDERH EEVEQRLLEH TGQSSDHLVA
VGTVTEPAVG VLDLATGAAS AVEDSSESSS REIPRRIEFF

2247 ATGSLPESLH MLISSEHIRV FSMNSFNEEV VLDIHLSELQ
23221 CDSESLAEKRV TQEINYAKSV YEENRHSLIS SPEFSP
Supporting Peptides:

Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
D.VPEAY.L Y 29.50 |577.2748(59.2|578.3162(1|0.52|1082 1 1512|1516
G.NVGGL.V| N 17.54 |458.2489| 5.1|459.2585|1(0.43| 999 1 2064 |2068
total 2 peptides
tr|T1J2W4|T1J2W4_STRMM
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MAPDYEKTIN QKAMLGSLQK INMLSSVDVE EKQLIDQAVQV
21 GMERYHEDFI REFSRNNYPRL AVVVTDFHII ITRPVLFDLL

161 EAAEKYLNFL DPENREVYCS GINSKTCTSG HFNEIVEYRL

241 LEMEQVSSTV VAMENRMPVV IPQVD
Supporting Peptides:

Peptide |Uniq|-10ilgP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
L.GSFERW.Q| Y 28.69 |780.3555| 2.5(391.1860(2(0.37| 956 1 201 [ 206

total 1 peptides

tr|AOA212FH02|AO0OA212FH02_DANPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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MSEKCITAVI VVVLTVLICE ERADYCGCKT VRPCYKRMLD

IATTYEGEIL YEVAMSRYVN EEIEEVTNGS KIEKPVILLDA
NPDGQEYSRG SFERWQENYR SIMDYEATGV DITENFDDFFE
—

TYISFRENGH AILYPFASEN VSLDNMQKETE MESDEIAEKFKE

GGDASSANSS

Supporting Peptides:

QHLQS

proteins

MASMRGNLDV
ECFSMLEQFQ
DGSVCVPTIN
CEMKLEVRRN
AKLKIHIDLV
PVTKARREGS
TSTRPSPIIV
EIFSSQLNLE
ARLISAESVN
CRDADLPLAE
FDTEDVVNLT
APSAASTKSS
AAVERDLERV
RPMAEKLPHA
LVVVNLLEYE
LOVKISSKAP
LECKPHWCQH
FTDPGAQSTY
FCVVESDATG

SQLTYENFIY
PQIDPSREILV
VTYYRLFSGI
EGGLGLSIVN
VHRQLTSRLN
LVLEQVELSV
FLGNPLGFVN

GLEGEFGEFGIL
RLVIGPGGIV
SCESVVIEKDF

TGKLGSITVQ
ELRRVAGTEG
KSRKAGLEKGL
LDSHLKHPVP
DVMLEVEKDSR
LOAEVHYRST
STGVISKRAA
EETALSIVDP
EINKLKALGF
ITTSQLLLRQ
CTRALLELFG
RWIHCEAGDV
LVVIAVTLEG
FSEFCKDPIEW
LLWELKAVGQ
GSVKLSISAP
FPLQKGVRVR
LNLVEPGCHLP
FPPPLRVDNL

VCLTVTENGD
LDIAGPALQP
PAEQATHWQR
HSPPEELAYC
ADIFENLIVT
YTSSKLEPEL
DVSEGVSGFL

GGMTSIFTQT
PRYSEEKQGRG
GTQSTAHYYV

DLTSAGEMYR
ATGQSGAASV
PVVPITANPE
DMDLCGLLST
IGAFSTIEFI
EDFTRETVVL
LIDTREVEVE
ATISIEIVDEK
STDDCQTALR
SIDVAQMTGE
TVERNWMEDY
VAFSFENRGE
SARRLVTVRS
HAPTQTTANI
SGIIKPGEST
YWLVNEAGIP
SFLVSPEDGR
FHWPRLDEDQ
ALVPIIFHQS

DMSTGNALDP
SEFVHLMLEE
LEPGSGCLSV
RLSNISLELI
FENLTINIEE
KATERELGLT

YEGNVGELV(Q
I —

YEGISNEGLG
QELLFQLNRH
ELSLLLEPDN

ERFITSGNEA
SREKPWRHGTR
TVLVDVIQVE
VQCSVDEHQY
DSRLVYESNS
NNMRLLAVVD
FKINISDSEV
SSATDVKGIL
SCNDNLEEARA
GTLTCQFAID
YGONNKELSS
LRHHDSHQTQ
ALQVTNNLEE
RQCNPVISNQ
SIHTVNVSAG
LIFRQEGVQQ
PELVYLVGIS
LLCVRLLDVE

DVPEAYLHTT
—

NNVELVLDVE
PDPRRQLTQT
KTIMDGETRV
TGDGTLSIDA
NQLFKLLAFA
LIKFEDANIE
NVTFGLSNSA

GLETGEGKGL
EYRETFIAYE
PLGARRFQVR

back to list

NLCDIANNPE QTEEKTTNTA PWVGFLERER EKLMLVHNISQ
FPGDSVVELV VTLNTDQCNF VITFGATVPV PIWNENNLDT
GSFERWQSEE CRVWFEAGAS VSYVVILSGL SECQHCENLT

—

ELLGEDEDAC
GQDAGSETVG
TECFRVENEF

SLFHFSVGCW

IENVAIGAST
FALYIIEQLA
SQNYQGPHEN

SCAVMVAERA

VITIFLEAIST
ACVENEDMIR
SENETEFITN

CARGGARGRT

back to list
YCDEFIELYD
NFLWIILPST
VMEEKYESGIE
ARYHSVVSRG
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16/03/2023, 15:17 proteins
Peptide |Uniq|-10igP| Mass (ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
R.GSFERW.Q| Y 28.69 (780.3555| 2.5(391.1860(2|0.37| 956 170 (175
total 1 peptides
tr| AOAOLOCEB7|AOAOLOCEB7_LUCCU
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 STEYSSSTES SLSTDSSLSS DAYSSTESSS STESSLSTES SSTSDIDTTS
81 TTSSDFTDEY TVSLATDSSE TTDISKSTDS ESTTVSLHTD TSESYSSTEI
161l SSDSSTYSSS VIDTSTESSS ATDEIDSTEI STGSTDSSTE KTESTETTES
24 TTNLPTDSSV TDSTESSEST ETTDSTSLGS TESSLSTETI TESSVSTTNL
321 ESTISTEPTT ESSVYTTVQS TGSTASDSTN FSEASEYTDF TDSSTSDLRD
401 SAATESSETT DLTSSTDIFT STELLASTES SIWTSSSTKL YETTVSSETS
481 VSESTDTSYT SESSDELTET SSTLGISDTT DFSTETIGQE SSGDTTLETE
561 EEDYEKSTPN TLEAATTEES KVEECKAKEL KDCEKTEHGC CPDGEHIAKG
©41 NFEGCPQSQC AETLFGCCPD KFTAAEGEDY EGCPEPTTLP PTTTTEIPEE
721 IQETTDIFDT TDISETTDAT QTEVTVQSCS FSEFGCCPDG KTVASGENFA
201 NEGCPACTYE PYGCCPDNET PAHGPLGEGC CLNSPFGCCP DNINSARGPN
881 CETLEFGCCP DELTPALGPK FEGCSCHTLQ FGCCPDGITV AQGPHHYGCH
96l YGCCPDGVTS AQGDEFDGCE NVEEPPQMSC KLPKETGTCG NFSIKFFFDT
1041 QEFEGEDACL LPESQGPCTG YITEWYFDSD RGRCEEFEYG GCYGTHNNERED
1121 FERWYYDNAT DVCRPFRYGG CEGNKNNYPT EHACNYHCRQ PGVHEDYCSL
—
1201 CGGNENNFQS LESCEDHCPK QVAEKDICEIP AEVGECTNYE PMWYYDTEDQ
1281 SEPQPEPQPE PQPEVVQPPT DINVCDEEPA QGECDNYTMV WHEDEEHSVC
1361 AVPEPVPVQP EQPTNENVCL LPQDTGDCDD YMPYWYFDST ISQCSSFYYG
144 FDLEASPEID DTEECFLEVA TGNCLDNQVE WYYNSVDGVC DEEFVYTGCGG
1521 GTESMIEWHF NEEIGRCSEF EFTGGRGNRN NFVTEQECMS RCGSGEQPAS
1601 VAFTYTGCGG NGNRFQSREQ CERQCGEFKG VDVCNEEVAT GPCRQWQTRY
1681 ESVCLIGQEFP TFPHNEGTKT IYFLLQDEPN HSIMSPDICE QEVDVGRCRG
1761 NFRSYESCYD FCSKTDITNE VLPNRCESYE NECNSMSCPY GVERIPVDDN
241 PGQFIPVCRL SNEPGLCPQL SADDGICGRE CYTDADCEDD NECCSNGCGFE
1221 SLAPEEEQEL DVQTPMGGIA VLRCFATGNP APNVTWSENN VVVDTNQGRY
2001 EPVRREVELQ VTEPVNLPAY VYGDENVTQV VILNRPAVVR CPAGGHPAPM
2081 ELSDLGPYTC DAWNRLSRRP ASTEVTLVAV GPARAVTNED AQYLQYIVEP
216l VSAVVGMDPN NNYTPGSTIA IGCSVQGYPK PNVTWIKDGL PLLEFSERIQI
2241 YSISEESVNV ESKYNYFFNS TMPFLEDSGI ESEDKSSLLA EEHDLNYLLR
2321 ATSSSQTNIS NEPEESLEPP NTCEPYRLVI NNINSADSGE YGCERANAVS
2401 ESEDKSSLLA EEHDLNYLLE NNTEEHMANL DVEFSGPTSI ITKSQASSLEK
ELEVERAERN YSHYQETNER ESQSATLIPI SELSIFGDLE QEFLVDYESE
2561 IQEMTIDSDL ESNDSQNLEL LTPHLERSFI DYLAMCLCFH QSS
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan |#Spec|Start| End |PTM
E.GSFERW.Y| Y 28.69 |780.3555| 2.5(391.1860(2(0.37| 956 1 1119|1124

total 1 peptides

tr| AOAOLOBYV5|AOAOLOBYV5_LUCCU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

SDIYSSTDVS
STESSGATGS
TESTETTDST
PTDSSVTDST
STLQTDTTTE
STSTDVTLSS
STVIFDSTTD
PFDEGCFPIAK
TTELLESESA
GCEDVFDEEN
FEDCECQYAP
CSQTEFEKCCP
SYGACARKFWY
SLEECQSLCT

PEETGDCGEK

RCRQFYYGGC
RQFYYGGCGG
GCGGNGNRET
NANSYASEDE
TYSVCDQPLE
YEFNEKTSRICE
RSETQREWYY
ECQRCECNNP
VCVRFTFPTV
VLTSSGDLTI
VHWWENESERL
PEAPVTQRPS
SVGEPYRLVI
NNTEEHMANL
YSISEESVNV
ATSS5SQTNIS
SDDCEEISFFE

ESTEVTEIST
SESTSFEDES
SLDSTESSIS
ESTVTTESTD
SEVSTTDQST
DSTTVISSTD
TSGDSSLSTN
TCAETEFGCC
ETYSTNIPET
CENSLEGCCN
YGCCPDEKTA
DEKTPAEGFEN
GGCGGNGNRE
VSESIPTCEQ

HAEWHYSEAD

GGNENKETSE
NGNRFESQAD
SEEECLEKHCS
CENECFPAQE
AGECDNSTTA
PFTYGGCQGT
DDARGNCISF
CADHTCNDGQ
RTTAPTTAAP
VQVRQTDSGS
PLVSQRYELA
FPYRPTRPEA
NNINSADSGK
EVKFSGPTSI
ESKYNYFENS
NEPEESLEKPP
PNEHHKVRSK

back to list

DITESTDSSD
ETTVSEDISS
TETITESSVS
STDLSNSDST
DSTDFASTDS
IITSLESSTD
EFTTVDIWTT
HDGVSPAGGE
TDVESTDSTD
DGRTSATGFD
ARGPNSEGCG
NEGCTCLESK
DSESECEETC

PMDEGPCEGS
—

KECMPEYYTG

DACNQRCEKK
CERQUIGESQ
AEPGFQTRFE
TCVLEPLRGN
WYYDNESMIC
GNRFENRGEC
IYSGCAGNON
QCAIEVSENV
VVVYPGEVRA
YVCVASNGLG
RDYSLTFRSV
IPPPYVPAIP
YGCKAANAVS
ITKSQASSLK
TMPFLEDSGI
NTCRILQRKL
RQAELSDTFS
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16/03/2023, 15:17 proteins
1 MDLSRRSRLP PLIGFILLLC IQTSQSRFFG ERLERQNGAH MYLPASSIIFP GGEGDDSTEW
51 TRECLRTAPN GAPICKGGNR KYFSCNTQDC PEGEPDFRSQ QCSREFNHQPF DGIFYEWIPY
161 EKHEAKVIDGT RCNDEDLDVC VDGQCQPVGC DMMLGSDAKE DICRECGGDG TTCRTIADRF
247 NIRIQETSFS NNYLACENLS SHYYLNGNFE IDFPESMEFA GSWWNYQREP MGFAAPDQLT
321 SIEYEYSIPQ SVSSSTPDVY TWTHMEYGPC TASCGGGTQT RTVICNNRLN LEEVDVSECD
401 VTSEWGKCSK GCGSDGMQNR TVTCERTSAT GENTIEEDSV CLEEVGNEPA NQQECNRDIE
481 EKQERKVTCYI EENGREEKVLN DDDCIEEEPE TEEVCMLTPC EGVDWIISPW SGCDACGQTT
561l APETPSLSRP CESKECEKTLW FTSEWSKCSS PCGEGIQSRV VLCGEYDGKT ITEVTDDSQC
64 GOWFTGEFWES CTEPCGGGER QREVLCLTNG TESNNCDESE IQSLSEECNT QACTEDEVME
721 DDDNIKYVTD EMSEDLETSD GIDFDEESTM SSLITDDLML SDSTPSVDTT DEEISTDTPL
201 EGSGDGEQER EKVTCYIEENG RKEVLNDDDC IEEKPETEKV CMLTPCEGVD WIISPWSGCD
581 YDDEFCAPET PSLSRPCESK KCETLWFTSE WSKECSSPCGK GIQSRVVLCG EYDGKTITEV
961 DDEECPGQWF TGPWESCTEP CGGGERQEREV LCLTNGTESN NCDESKIQSL SEECNTQACT
104 EDCEEEDDDN IEYVTDEMSE DLETSDGIDE DEESTMSSLI TDDLMLSDST PSVDTTDEEI
1121 FSSIATEGSG DGIETTSETT DRSQSTDPSE STGSDYTEST ISSTEESSST EYSSSTESSL
1201 ESSLSTESSS TSDIDTTSSD IYSSTDVSES TEVTEISTDI TKSTDSSDTT SSDETDEYTV
1281 TTVSLHTDTS ESYSSTEIST ESSGATGSSE STSFKDESET TVSEDISSSS DSSTYSSSVT
1261 GSTDSSTEKT ESTETTESTE STETTDSTSL DSTESSISTE TITESSVSTT NLPTDSSVTD
144 SSLSTETITE SSVSTTNLET DSSVTDSTES TVTTESTDST DLSNSDSTES TISTEFTTES
1521 EASEYTDFTD SSTSDLREDST LQTDTTTESP VSTTDQSTDS TDFASTDSSA ATESSETTDL
1601 WTSSSTELYE TTVSSETSST STDVTLSSDS TTVISSTDII TSLESSTDVS ESTDTSYTSE
1681 STETIGQESS GDTTLETEST VIFDSTTDTS GDSSLSTNEF TTVDIWITEE DYEKSTPNTL
1761 CEETEHGCCP DGEHIAKGPF DEGCPIAETC AETEFGCCHD GVSPAGGENF EGCPQSQCAE
541 CPEPTTLPPT TTTEIPEETT ELLESESAET YSTNIPETTD VFSTDSTDIQ ETTDIFDTTD
EFGCCFPFDGET VASGENFAGC EDVFDEENCR NSLFGCCNDG RTSATGPDNE GCPACTYEPY
NSPFGCCPDN INSARGPNFE DCECQYAPYG CCPDEETAAR GPNSEGCGCE TLEFGCCPDE
CCPDGITVAQ GPHHYGCHCS QTEFECCPDE EKETPAEGPNNE GCTCLESEYG CCPDGVTSAQ
FEETGTCGNF SIEFFFDTSY GACARFWYGGE CGGNGNEFDS ESECEETCQE FEGEDACLLE
224 RCEEFEYGGC YGTNNRFDSL EECQSLCTVS ESIPTCEQPM DEGPCEGSFE RWYYDNATDV
—
23221 ACNYHCRQPG VHEDYCSLPK KTGDCGEEHA RWHYSEADKK CMPFYYTGCG GNENNFQSLE
2401 VGECTNYEPM WYYDTEDQRC RQFYYGGCGG NENKFTSEDA CNQRCEEESE PQPEPQPEPQ
1 ECDNYTMVWH FDEKEHSVCRQ FYYGGCGGNG NRFESQADCE RQCIGESQAV PEPVEPVQPEQ
1 PYWYFDSTIS QCSSFYYGGC GGNGNRFTSE EECLEHCSAE PGFQTRFEPD LEASPEIDDT
1 YNSVDGVCDE FVYTGCGGNA NSYASEDECE NECFPAQETC VLPPLRGNGT ESMIRWHEFNE
2721 VTEQECMSRC GSGEQPASTY SVCDQPLEAG ECDNSTTAWY YDNESMICVA FTYTGCGGNG
2801 VCNEEVATGP CRQWQTRYYF NKTSRICEPF TYGGCQGTGN RFENRGECES VCLIGQEPTF
IMSPDICEQE VDVGRCRGRS ETQREWYYDD ARGNCISFIY SGCAGNQNNE RSYESCYDFC
CNSMSCFPYGVY RRIPVDDNEC QRCECNNPCA DHTCNDGQQC ATEVSPNVEG QFIPVCRLSN
TDADCEDDNE CCSNGCGEVC VREPTPPTVRET TAPTTAAPVV VYPGEVERASL APKEEQELDV
NVITWSENNVV VDTNQGRYVL TSSGDLTIVQ VRQTDSGSYV CVASNGLGEFP VEREVELQVT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT [Scan |#Spec|Start| End |PTM
E.GSFERW.Y| Y 28.69 |780.3555| 2.5(391.1860(2(0.37| 956 1 2287|2292

total 1 peptides

tr| AOA1A9X2L8| AOA1A9X2LS_9MUSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

SDWSSASECS
ENAFPNPCELN
TTNNLAAGYN
CLGPINEPIF
ERAKPAESQE
NCPEYHLGFEW
ETRTAICASK
DVTSEKPEAEQ
VESTDEQVTD
TTVDGSGDEA
ACGQTTETRT
TDDSQCDVTS
EDEVMPVEST
STDTPLTTVD
STDSSLSSDA
SLATDSSETT
DTSTESSSAT
STESSESTET
SVYTTVQSTG
TSSTDIFTST
SSDELTETSS
EAATTEESEV
TLFGCCFDEF
ISETTDATQT
GCCPDNETPA
LTPALGFEFE
GDEFDGCENV
ESQGPCTGYI
CRPFRYGGCK

SCEDHCPKQV
PEVVQPPTDI
PTNENVCLLP
RECFLPVATG
EIGRCSEFEF
NRFQSREQCE
PHNEGTKTIY
SKTDITNEVL
KPGLCPQLSA
QTPMGGIAVL

RSCGGGVSFEQ
CMPNGERFYY
DLLLIPSGAT
IVMLVQDENV
CGMEFCAPHW
TPCDELCGEG
SGEKVYDDEFC
ECEGDDEECP
EEYEEDCEEE
ESTEFSSIAT
AICASKSGEV
KPEAEQECEG
DEQVTDEEYE
GSGDEAESTE
YSSTESSSST
DISKSTDSES
DEIDSTEIST
TDSTSLGSTE
STASDSTNFEFS
ELLASTESSI
TLGISDITDE
KEECFAKELED
TAAEGEDYEG
EVIVQSCSFES
HGPLGEGCCL
GCSCHTLQFEG
KEPPQMSCEL
TEWYFDSDRG
GNENNYFTEH

AFDICEIPAE
NVCDEEFAQG
QDTGDCDDYM
NCLDNQVRWY
TGGRGNENNE
RQCGEFEGVD
FLLQDEFNHS
PNRCESYENE
DDGICGRECY
RCFATGNPAFP
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16/03/2023, 15:17 proteins
1 MYLSASYIVP GGEGDDPYEW TDWSSPSECS RSCGGGVSYQ MRECRRLAPS
51 QCSRFNHVPF DGIYYEWVPY MGSPNPCQLS CMPEGERFYY VHEAKVIDGT
161 DECREKCGGDG STCKTVGDEF TINNLSAGYN DILLIPTGAT NIRVMETAPS
247 GAWWNYQRRP TGFAAPDQLT CHGPIIESIY IVMLVQDENV SIDYEYSIPT
321 RVVTCNNRLN LEQVDPSLCD QEAKPTEAQE CATDPCPPQW VSSDWSKCSK
401 CLDEVGNEPA TQQECNEDVE NCPEYHLGPW SPCDKLCGEG AQERKVTCFI
481 EGVDWIISEW SGCGDCGQTT ETRFAICASK AGEVYPEEFC APEVPLLSRP
561l VLCGEYDGES ITEVVDASQC DEATKPDSEQ ECEGEEEECP GQWETGPWGP
64 IESLSEKCNV HACTEDEVMF VDSTDEQLTD DEDEEEEEEC DEDEEDEDEV
721 TDELMLSDAP SDEPTPEDGS TLITPEGSGD EVDDSTLVTE GSGETDVTGS
201 LGSASTDLTS ETSTTMSTFT AVSTDSTSEF STDTSALPES GSTEVSGTTD
581 HSASTGGSSE SSIDTSALTD STSEESTTSE SSTEFSKESFT DSTESTEASS
961 TSESSTESTE STSESSTDST ESTSTDITSS TESTTQDSAE SSTESSTADS
1041 ESSVFTETSA STESSTSTDS SVFTESSAES TSESSTELST ESSTDSALST
1121 TEIFASTDSS LSTELTSEVS TDITASTTDS ATEFSTSTET AETVTESSDL
1201 SSYESTDSSE TTVIDSTKSG STVSSSKIYD FSTTDSTESE YTDSSTSAYK
1281 PEECKPETCE KESPYGCCPDH KTKAKGPFDE GCPIPKTCDE TEFGCCHDGV
1261 ADGEENEGCP EPTTLPPTTT TEMSTTEETA SEEQATDITD STSFEITETT
1447 FAGCEEGDCER ESIYGCCEDG RTLASGFNEE GCPQUCTFEFY GCCFDNETEA
1521 NCECQYSPYG CCPNNQTSAR GPSYEGCSCE SAKFGCCPDE LTRAAKGPEFE
1601 QTEFKCCPDE NTPAKEGPDNE GCSCVESKFG CCPDGITSAR GEEFEECENV
1681 GACARFWYGG CEGNGNRFES EDDCEQTCQD YIGEDACLLP EKSSGPCTGYN
1761 EECQTLCAVS ESLPPCEQFM DEGPCEGSFE RWHYDNQTDT CRPEFTYGGCEK
—
QTGDCSAEQFP BEWYYSENDEE CMPEFYYTGCG GNENNEFPSLY SCEDHCPEEV
ROQFYYGGECGEE NDNEFSTEDA CEQRCEEFPSQ FETPLVAPQF EPEPQFPERFPP
CRQFYYGGCG GNDNEFETEI ECQQRCILPF PDNSTEYSGE GSQESSECFL
CEGNANNFAS EDECESECFA AQPTCSLPPV RGNCSDAMIE WHFEPQSGEC
TEVYSVCDLFE LEAGECDNQT TAWYYDGESM TCVAFTYTGC GGNGNEFQTR
RYYFNEITRT CEPFTYGGCQ GTGNRFEDEA ECESVCIIGD EPTYPVHEGE
RCLGPSVNER EWYYDDARGT CVAFIYSGCA GNQNNFRTFE SCYDFCAREL
GQREVEVDNC HRCECVNECA EYSCPEGQEC AIEIPAARSS QFLEVCRAIT
CCATGCSFVC VEPTFPTVPT TPSFPTATPA VIYPGEFAVE LEFENEPELD
LIDTHHGRYV LTSTGDLTIV QVEQTDTGSY VCVAGNGLGD PLRREIELQV
PAGGHFAPMV YWWENEERLFP LVHQEYEFTR DYSLEFHSMQ LSDLGPYTCH
272 QYLOQYIIDFA QAPTTQRFESY PYRFARFVAV FFPAVYEVFT RPEVEANAVI
2801 TIFDDLTIVPS ERIQTTQSEP YRLIISDVNA GDSGEKYGCEA ANNVSYSISE
2881 RYCENEYYAK FCCRSCALAG QL
Supporting Peptides:
Peptide (Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |[PTM
E.GSFERW.H| Y 28.69 [780.3555| 2.5|391.1860(2|0.37| 956 1 1787 (1792

total 1 peptides

tr|AOA1J1]J7A5|A0A1J1J7A5_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GAPLCSGGNR
RCNDQSLDVC
NNYIACRNLS
TVSSSTEDVY
GCGSDGIQNR
EENGREKRVLS
CESKKCQIQW
CSKQCGGGER
EVVTGKMSED
SVEVTTNTES
LTSESSTEVS
ESSTEYSLST
TESSTESTES
ESTSESSTET
TESTDSLVST
STTVDIWSTE
SAAEGKNFEG
DSBMPPYVPS
HGPLGEGCCL
GCACHTLQOFG
KESPQKSCGL
KKWYFNADLD
GNENNYPTEH

AKNVCEIAAE
LLGEACEQNF
PVASGNCLGY
LEFEFSGCRP
EQCERQCGDF
LLNSIHNCHH
APPSPPVADN
KPGECPLLTA
VKTPVGGIAV
TEPVNMPAYV
VWNRVSTREA
GMDPNNSYIP
ETVTIESTIP

KYFSCNTQDC
VDGQCQSVGC
SHYYLNGNWR
TWTHME YGQC
NVTCERSSSK
DDDCVEEKPE
FTSEWSKCSS
QREVLCLANG
LRISDGIDLD
SISSESTSLF
ISTSRSSESS
EASSHSSADS
STETPVSTES
SIGTESTGSS
VEISSTLSSA
EEVQQSTPYT
CPKSQCAETL
CSENEFGCCP
ASVYGCCPDN
CCPDGITVAQ
PKESGPCTNY
RCEEFNYGGC
ACNYHCRQPEG

VGDCRNYEFPM
EVGECTNYTL
OMRWYYNSID
NENNFETEEE
KEGVDVCNEDV
SYLCPSMLSS
EVFIPCEEYE
TGGSCSRECY
LECFATGNFA
YGNENATQIV
SIKITLEAFG
GSTITIGCAV
LSNDCIDNAH

PEEETDFRAQ
DMMLGSDARE
IDFFPRPMEFA
SATCGGGTQW
GESIVEDDTI
TEEKSCILAFC
ACGEGVQSRT
TESTNCDESK
QEITTISSLI
STESITRSST
TDLASESSTE
TETITDSSES
SVSTETSLST
SSTDIKTESS
STESIDSSTI
LETIVTEAVEK
FGCCPDEFTP
DGQTNAIGEN
INSAHGFNFE
GPHHYGCHCS
TIEYFFDTSY
YGTNNREDSR
IHEDYCSLPK

WYYDVNDERC
SWYYDYDQSI
GVCEEFTYTE
CMVECGERPP
MTGPCRQWQT
DICKQNVDIG
AECQTLRCPY
DDADCRAHNK
PNITWEENNI
TLNRPAVVRC
PARAISNDEA
QGYPKENVTW
FANCKLIVAG
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16/03/2023, 15:17 proteins
1 MRIIKYCNST GGSLALLFFM LTQQISLAHS KHRHIVHRHE RQHGANLYLF ETYIIPGGEG
51 GVAYQSRECL IIGRDGEPSC QGGNEEKYFSC NTQDCPDDEA DFRHQQCSYF DRTPFEDVYY
161 ERFYYRHESK VIDGTRCNDH SVDVCVDGQC QPVGCNLMLG SPAREDECRE CQGDGSSCET
247 POQGATNIAIQ ERSPSNNYIA IENLTGHYYL NGNYRIDFFPE PMTFAGSLWT YEREFNGFAA
321 QDONVGVNYE YSVPRAAAAP EEPEIYSWAF TEKFEVCSESC GGGHQARNVT CTEQRTSEEV
401 DCAPQWIEGE WGECSAPCGQ SGEEEREKVHC EKINANGAVT VVDDEVCLEL VGNEPATESS
481 LCGEGEKKTRQ VICYRKEENG DITVLDDEDC SDEKPEEEMD CMIVPCEGVE YITSSWSGCD
561 YNETFCNEEKP KPELSRPCNA TPCDYAWFTS QWTECSAECG KGLENRVVVC GELEGDVIEK
64 FEECPAQWFA GFWTECSERC GGGIRTEEVI CLGIDGATET NECQEDEILF ASDDCNMDAC
721 SEEWCDEDYE EMTTDQNGVL KVTSDYTDLS SGIDFSSMAS TESSPLTEEL MLSDATGFET
201 MDLESRFDGS GTDESTSVTS DKTMMTSSGL SSISEESTSA SSDDTTESLS SLDSTEDSTE
581 SSSETSKSSV DGSSSS5ISTE 55SS5DSTDS SISSDSTDSS SSSDSTDSSI SSDSTTDSSS
961 SSSSESSTDQ DTIIQSTTRD LADYEIQTSS FDYSTELSTE EVSEESSSEV TTVSSETSNS
1041 TDTTDSTDES DSTDNTESTD TSDSTDTTDS AETTETTETT EEFTGSTDST DETSTTENSS
1121 ETSDTSTSSD FDSSTVDIWS TTDSSDYDDS STMTSAFEKA VEAELKPEKC KPRPEKPAAC
1201 EGCEIPETCEK ETKFNCCSDG LTPAKGTNGK GCPSEDCEDT LFGCCPDAVS VSEGNNNEEC
1281 KTESGDTTTA AGTTEVPEVE SRLQGCFASE FGCCQDNSTE ATGPNYGGCS SCINTQFGCC
1261 FGCCPNNINE ARGPSLEGCG CEYSPYGCCP DGTTSAKGHD NEGCGCEDTP HGCCPDEITP
1447 DGETISTGFH SQGCHCSSTP FECCSDNVTFE AEKGPFDFEGCD CSTSQFGCCP DGVTEAEGNS
1521 DMGTCSDNYT VEYFFDSEYG GCSRFWYGGC GGNENRFDSE IECKEICVEP TGEDSCLLPK
1601 CTQFIYGGCL GNANRFEEIE DCQAQCVVDE KIPSCDQPIE QGSCSGSFER WGYDKERDIC
—
CNYQCETPGVY GEIEDTCQLP ADIGNCQTYV AQWYYDTEIE RCRQFYYGGC GGNDNERFATD
ETQRPPEQPT RQTSEPMIER QEDICLLPYQ SGTCREQHRR FYYDRGYGIC SQFLYTGWDG
LCDLAPLYGE CSENITEWYF DAYTQECQEFE EFSGCYGNEN NFEDERSCEY ACERFDETRT
ERVSEDVCSQ PEDPGSCDEY VILYTFNSTS RQCERFYYGGE CDGNDNEFNS QDECESTCLS
HCESLECPYG LLESYDAGCE QCECEDPCAE YECPIDSECS VDVSDQEGVT VEVEVCRRET
DDADCRGDYE CCSAGCSNIC TPPIDNEVEF TTQAPYHPEA QAPSLQEVSE EDLOPEVAREG
EGGLELETNH GREFVLTSNGD LQIVQLHETD AGTYVCVAYN GIGNSIEREV TLTVDVEVTA
2247 NVTGEPTPEI TWYEDNEQLD PSDHIEMPEFP NREVIIVGAHP SDSGNYRCVA BNNYSQAFARA
2321 ANCALIVEGN YCNHEYYAKF CCRSCTLAGQ LQSHPNQI
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |[Scan |#Spec|Start| End |PTM

S.GSFERW.G| Y

28.69

780.3555

2.5

391.1860|2

0.37| 956

1646 [ 1651

total 1 peptides

tr|AOA1J1J4N4|A0A1J1J4N4_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

TESEWGQOWST
NWVEYTEAFPN
VTGLLDMNNL
PDEKITCLGPI
DESLCDSSQK
CNEGEKICPSW
VCGATVETRS
ADESKCEEIE
VDDELLEVDT
DVTDETTDMS
ESDITTESDS
TSDDTTTESD
ETTESDGTSD
TEATESTQTD
FVSEYGCCFD
PEPTTTFEVET
PDNETPAHGP
AAGEEYSGCP
FEGCEDEVFD
IHGPCTGYYP
VPENYGGCEG

SECEQRCSTR
NENNFETLDE
SEAQTIQTAR
PEVDSRVQPE
KPGQCPRLEQ
GVATLRCFAT
NIMLPKGRVY
EVISVEGFHI

PSECSRTCGG
PCELNCMPRG
QVGYNDILLT
DEAVYLVLLS
PAEWQECGLL
FTGEWQFCNEK
VQCASKAGKI
KEPEDERECDG
TSQPVEEDDE
IEGSGSSTSD
DSSTSSFTSE
SSTSESITTE
STDSTDTSDF
ESSTTGDEST
NETAAIGPEN
TEPTTTETTA
LEEGCCLLSP
CHSYQFGCCS
SFQFACSLER
MWHYDSDRNT
NENNEFATENA

EQEEFRTRHF
CETLCDDAVG
PTSRPAFQFPE
RERDCDQYIR
RTAACEVECH
GFPPFSITWEK
SVGTDILLNC
PSDCTDHQEF
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16/03/2023, 15:17 proteins
1 MRIIKYCNST GGSLALLFFM LTQQISLAHS KHRHIVHRHE RQHGANLYLF
51 GVAYQSRECL IIGRDGEPSC QGGNEEKYFSC NTQDCPDDEA DFRHQQCSYF
161 ERFYYRHESK VIDGTRCNDH SVDVCVDGQC QPVGCNLMLG SPAREDKCRE
247 POGATNIAIQ ERSPSNNYIA IENLTGHYYL NGNYRIDFFE PMTFAGSLWT
321 QDONVGVNYE YSVPRAAAAP EEPEIYSWAF TEKFEVCSESC GGGHQARNVT
401 DCAPQWIEGE WGECSAPCGQ SGEEKEREVHC EKINANGAVT VVDDEVCLEL
481 LCGEGEKTRQ VICYRKEENG DITVLDDEDC SDEKPEEEMD CMIVPCEGVE
561 YNETFCNEEKP KPELSRPCNA TPCDYAWFTS QWTECSAECG KGLENRVVVC
64 FEECPAQWFA GFWTECSERC GGGIRTEEVI CLGIDGATET NECQEDEILFE
721 SEEWCDEDYE EMTTDQNGVL KVTSDYTDLS SGIDFSSMAS TESSPLTEEL
201 MDLESRFDGS GTDESTSVTS DKTMMTSSGL SSISEESTSA SSDDTTESLS
581 SSSETSKSSV DGSSSSISTE SSSSS5DSTDS SISSDSTDSS SSSDSTDSSI
961 DTTTESDSST SESITTESSS SESSTDQDTI IQSTTRDLAD YEIQTSSFDY
1041 ESDGTSDSTD STDTSDFTDT TDSTDESDST DNTESTDTSD STDTTDSAET
1121 TESTQTDESS TTGDESTETS DTSTSSDFDS STVDIWSTTD SSDYDDSSTM
1201 EYGCCPDNET AAIGPFNEGC EIPETCEETK FNCCSDGLTP AEGTNGEGCP
1281 TTTPVETTKEP TTTKTTAKTK SGDTTTAAGT TEVPEVESRL QGCFASEFGC
1261 ETPAHGPLRE GCCLLSPFGC CPNNINEARG PSLEGCGCEY SPYGCCPDGT
1447 EEYSGCPCHS YQFGCCSDGE TISTGPHSQG CHCSSTPFEC CSDNVTPAERG
1521 CEDKVPDSPQ KACSLERDMG TCSDNYTVEY FFDSEYGGCS REFWYGGCGGN
1601 PCTGYYPMWH YDSDRNTCTQ FIYGGCLGNA NRFEKIEDCQ AQCVVDEEIP
NYGGCEGNEN NFATENACNY QCETPGVGEE SCNLPEESGD CEEEHAEWYFE
QCPPTVVEDT CQLPADIGNC QTYVAQWYYD TEIERCRQFY YGGCGGNDNER
EQPTRQTSRE MIERQEDICL LEPYQSGTCRE QHREFYYDRG YGICSQFLYT
LYGRCSENIT EWYFDAYTQE CQEFEFSGCY GNENNFEDER SCEYACERFD
VCSQPEDPGS CDEYVILYTE NSTSRQUCERF YYGGCDGNDN RENSQDECES
CPYGLLESYD AGCEQCECED PCAEYECPID SECSVDVSDQ EGVTVEVEVC
GDYRCCSAGC SNICTFPIDN RVRFTTQAPY HEFEAQAPSLY EVSEEDLQEV
ETNHGERFVLT SNGDLQIVQL HRTDAGTYVC VAYNGIGNSI EREVTLTVDE
GGYPEFFVTW WRGDEILFLE DDRIEITEDY SLNLNSVDLY DLGPYVCQAY
QYVDNYPLTT AFPPRIPNFSF TPRTRPSYV(Q STPPHITSAF RISLVEVTAN
WYEDNEQLDP SDHIEMFEPN EVIIVGAHFS DSGNYRCVAE NNYSQAFALAR
CNHEYYAEFC CRSCTLAGQL QSHPNQI
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan |#Spec|Start| End |PTM

S.GSFERW.G| Y

28.69

780.3555

2.5

391.1860|2

0.37| 956

1

1663 (1668

total 1 peptides

tr| AOAOA9X7A0|AOAOA9X7A0_LYGHE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

ETYIIPGGEG
DRTPFEDVYY
CQGDGSSCKT
YERKPNGFAA
CTKQRTSEEV
VGNKPATESS
YITSSWSECD
GKLEGDVIKK
ASDDCNMDAC
MLSDATGFET
SLDSTKDSTE
SSDSTDSSIS
STELSTEEVS
TETTETTEEF
TSAFEKAVRA
SEDCKDTLEG
CQDNSTEATG
TSAKGHDNEG
PDFEGCDCST
ENRFDSEIEC
SCDQPIEQGS

SONDNECMFY
FATDSECEQR
GWDGNENNEE
ETRTSEAQTI
TCLSPEVDSR
REFTEPGQCP
AREGGVATLR
PVDGSAYILG
NSIGRPVSIQ
IMLPEGREVYS
VISVEGFHIF

TESEWGQOWST
NWVEYTEAFPN
VTGLLDMNNL
PDEKITCLGPI
DESLCDSSQK
CNEGEKICPSW
VCGATVETRS
ADESKCEEIE
VDDELLEVDT
DVTDETTDMS
ESDITTESDS
SDSTDSSS5S
EESSSEVTTV
TGSTDSTDET
ELKFPKECEKFR
CCPDAVSVSK
PNYGGCSSCI
CGCEDTPHGC
SQFGCCFDGV
KEICVEPTGK

CSGSFERWGY
—

YYSGCGGNDN
CSTREQEKPR
TLDECETLCD
QTARPTSRPA
VQPERERDCD
RLEQRTAACE
CFATGEFPPPS
DTNSTVLAII
VTLRTHGPVN
VGTDILLNCN
SDCTDHQEFA

PSECSRTCGG
PCELNCMPRG
QVGYNDILLT
DEAVYLVLLS
PAEWQECGLL
FTGEWQFCNEK
VQCASKAGKI
KEPEDERECDG
TSQPVEEDDE
IEGSGSSTSD
DSSTSSFTSE
FSTDSSSTSD
SSETSNSETT
STTENSSTEA
PEKFPAACEVS
GNNNEECPEP
NTQFGCCPDN
CPDEITFAAG
TEAFKGNSFEG
DSCLLPEIHG
DEERDICVEF

NYDSEYSCAD
TEHPETQRFP
DAVGLCDLAFP
PQPEERVSED
QYIRHCESLR
VECHDDADCR
ITWERGGLEL
SEPATLRCLA
PHSEEDYKYL
VIGEFTFEIT
NCALIVEGNY

back to list

1 METMHTDMMG AATALCTLKA AATLELPVNL TVAVGFVENA IGPDAYCPSS ILTSLNGRSV EIERNTDAEGR LVLADLLTEV
—

QREDAFPLSEPP HTIIDLATLT GAIVIGLGER RAGLFSNHLF LTQQLMRCGM GCGEEVWPMP IGDEHTQFME ENLADLTNAA
161 VGRAGGSCTA AAFLSEFIEP LRLHETTKTI VTKTSRGGAS KRERKHS

g1

Supporting Peptides:

Peptide

Uniq [-10IgP

Mass

ppm| m/z

RT |Scan

N

#Spec

Start PTM

L.KAAATL.E

Y 27.47

573.3486

1.1|574.3565

1/0.18| 1076 1

19 | 24

total 1 peptides

tr|AOA1BOCDL1|AOA1BOCDL1_LUTLO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list
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1 MMSTNSPGSG GNSTNNENKI QQOQQYSFVVQ QANPLSTQEN
51 APNTIRAMNQ ATPTLPQQOQS SQQSELQEMQ PQQOTLQPLSY
161 HIPQHLVMAQ YPTIPTAFNS QQRQTONQIY QOHNQVQFNQ
241 LAPASSQPGM TLPPTVLPPS AMAARAAAVGP PSSTPKTTTA
321 PAEAPPEAVV VAPAPEYGAN TVELQVGDMG AMTPVVSAIS
401 QQQOOOQQQV SEVPTPIIPT TAAVTVVSSP IIDTTTTTTT
481 EAQECESTQA EEVGAIINNN SKAPPSVVEE TNVQNNNEAT
561 VSDEIPEEVT AAVAAEVPEE KPAAAFKARR TLINYDEGQW
J—
£41 RGEQGLNYGG QMVERKLPAG RGGDSNLLPR FAQNLMQGSP
721 VSLSLREDVE LNETENAWRP SHMEASESSS EEDRITEELY
201 FEEAVSEPNF SVAYAQLCEQ ISTISVSEPQ PPPENGADGA
581 RLEEFKDDPE KHEEYKFLVE EEERKLEWRA LGTVRFIGEL
¢l LDQNMLVDYF VELQEIVDNR KQHEISSEVR FMIQDLIDLE
1041 GGGEGEGGEGEGSG GEYREQVEDY RDEHNRGGGGE GGGSGEYNES
1121 IDQNTPLGTA QMYEWQPQST NMYQATLSDMD TSRPDSGANA
1201 RSLQAPARPQ GPSRLPYASM ASTSQGGVGG ASRSIEEIVP
1281 YTNVEQCTEF IEKVPEEHHY LGIREIYDHI LEQESKQREA
13261 QANMGGQLLA HMLRYFVSER GPGAAVELWE KSQVEWTDEFM
1447 RELEELITTHNA SSDTIFEWIS ANVGTIDENFE IRILTTVVIE
1521 EKLIFKLEHPS GLMSNIFGTL YDLEVLSTDS FENWLNSTEE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
E.KAAATL.I| Y 27.47 |573.3486| 1.1|574.3565(1|0.18(1076 1 587 |592

total 1 peptides

tr|W53128|W533128_ANODA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins
PIGATTTFGI
GROQQRQGAQP
ATHIQPPGFT
NRRQHALQIT
DGPAVDITPEK
VTETSIIPDN
REPEVADTNE
SPANPDGREY

GENQLTGGYK
ENFRCILNKL
TKPPEQSHEQ
FKSDMLTSNI
ENKWVPRRPD
SNHGSGSGGK
NEGKGFGGFG
EKLPQREPPP
AGEIFAHAIR
QSSKVDEFIA
SCLYPNYKIN
PEGKGVAVEKS

ISGADGFHAP
PAIYSRNNGS
YYPNIFSNPP
DPNSGMDILD
QTONKKKKPV
SGTCISTSVS
NVTPQSTDET
YTVEQLRKLS

RVSQQGNKSS
TPEKFNVLVG
YMFRETLLNR
MNNCIAILMN
LEPKTIVQIQ
SNDDGWTMQN
KGSTERERYE
PPQLSEEELK
NARSISLEAY
KNNENFLVNK
APLLETQCGL
LHSFFTNLFI

PTSAAFTGQT
NPATNRTRAP
YMOQRPNATA
EFLHTKSSSR
EIEKPPPEVK
VSNDQVSANA
DEVAAPIEET
EDPRSKIKED

GASGGGSSQG
QVKALKIDTS
CQTEFQTISA
NRHEDSLECL
KEAEAEYNNQ
TRSNRSTAVD
GRGSQHKSSR
ELGEKIRRRW
LHGLRLHMEN
DESTYQSTSS
LTKYIENKEE
NDGSDENE

VPGQQQAQQS
MMSSPMYASP

PIGITQGTPT
TQSPARAVQP
GEQAPPPQQQ
NISNNNVVAV
IIPPANVKVA
VKFEPILKEA

KNPQNSGMIR
ERLNGCIELI
QTDAQRVRTK
CKLLTTIGQR
AIGGGEGGEGE
TKKLTVRKATN
ENSSTRSAAS
MEMIMEVVEG
TLAKVSENLI
NNTSLDGVQE
FEMQCLYAIQ

back to list
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1 MADAELAKAL KEDLPNRVLNV PVEERAELFQ NVIAVLPNPG
51 PDLAYEHFNA VLEALLTEDL AAAPPLEKGAQ AAVLALGWAN
161 DEAFSFLCQF FGHQEGLERS YFDELIALEP SSGVIVMLCA
247 SDIAGCAILL RAITEDEFRT IIVPALQRSM LRSAEVILEA
321 SLEQVALECS GATAIEALLK EVFAVLNGSG GEKITVAEFRI
401 EKVVCHALEMF GLWTENYRGE ISPEIVQLFK KGLEAKAQPT
481 TPLVSEGVGA ACIILLTNRT VEDELKDFWN VVLDMSREVE
561 LFRAAIVCVM SAQQEVERYC LPLIRRIVNS EDGVALAESL
64 ELTLASANAQS LALSALLCSH HPFAALSVESD LWESILARYE
721 EQILPVLVEN VCDQLTNSRM SDVTDEEYFT YLTPDGELYD
201 KRREEGEWEFP PQLTPEQEEL IDKQREEKENA IKLELRALND
581 APAMVELYIR LRDCCFTSEQ VELGRDISIA TVEMSKPHCD
961 YLLNAPTFSY TFEFLKRALT LSEADRDESL LINGIQLIAY
104 GRVQTQAVAA LLDVADSSSG REYRARADER EIECLLVALQ
1121 AFKHDVAEDTE QLADTVWVQG NYELPIVMAD ELMEKDIVHPE
1201 PARLDQFDRE IEPATDPWGP RRGVAIAFCH IAPFLTPELV
1281 YLLPTFEQFL DEAPSHSSYD NIRQAVVILM GSLARHLDRE
1261 APAMVEELMQ QLVESEEKYGV RRGSAYGIAG IVEGLGILSL
144 EPYIVHVLFH LLQCFGDSSS YVEQAADECA KTVMAELSAH
1521 SCLPSIVPEL MEVLGDSHIK VQEAGADALR VIGSVIENPE
1601 ALIMPVVQRA FMDRSTETRK MAAQIIGNMY SLTDQEDLTP
1681 EDLLPWLMQT LTSESSSVDR SGARQGLSEV VGGLGVEKLH
1761 YIGQIINPIL KALADENEYV RDTALEAGQR IVNLYAESAT
541 TTQTASEDDN FGTEQSHEAI IRSLGGDRRN RVLAGLYMGR
LASTSYDERQ VAARTLGDLV RELGERVLFE IIPILERGLN
LADPLPEVEQ AAAKTFDSLH TTVGSRALED ILPSMLESLS
FATSILASVA GEALTEYLPE ILPALMSALA AAQGTFPEEVL
2161 EEELCAFCTH SPGDYSQYVE QLFRGLLELL ADSDEDVLQOR
LPGFCLPEGI TPLLEFVFEREA ILNGLPEEEE NAAQGLGEVI
ILLHEVGIML EKQFLPQLQTT FLFALHDPSR VVRIKAGHAL
MTEPAGDEMTE PLEEQIYATL AGMLGHSEDV TRAAAAGCFEFG
ATFEHPATIV TSEYETEIAE VINGAIVSDE VEVAQNGVEA
AEKTCTYLARV VPPAKTAPEY LELAIFMLVN GTEEENGYVE
RATEEVAMQS VIGEDEELDD TILT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
R.KAAATL.L| Y 27.47 |573.3486| 1.1|574.3565(1|0.18(1076 1 2158 (2163

total 1 peptides

tr|[N6U443|N6U443_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

proteins

INATVVRGIC
TVALNADHES
ILRYCQQQEH
VGAIVNELEL
NLLQGAGNLS
RTSYLOWFLS
LGEKFLATTN
LAEMTRYAEN
LDGKHFIALN
KSVLPSSDEP
TITTLVSQIE
LEEGWCTANI
HAQLKGDTVD
DDLEAVRDVA
LCIQKAAAGA
KSLIEFMVRH
DPRIKPIVDR
KQLDIMSKLT
GVKLVLESLL
IQAIVPVLLK
YLENIIPGLK
KLMPEIIATA
ALLLPELEKG
SDVSLMVRQA
SDOADQRQGV
DPDPDVAEWT
ELEYCQAVIL

SWDALNAVTEK

ELTSPTSLQP
AELILIHTRF
ALVEWLFSDL
AGYLLQYCMT
SNSEIALVHV

KVIGTTLTKY
AVGKKEFPKL
DSVALLQQHK
DISDYALDLG
YNKISTEKIQ
CLHYGKLEGG
AETLCYVMVI
VKILNEGDEH
TAQIGDVEFFA
IQTAHLKREN
GAAKGTPKQL
VELVSDILVS
GKDFDDLYHP
LRALAIMIDV
LVSILMEDAS
GLRDRSEIVQ
LLTALSTPSQ
BHIQDEKNFK
NALDEDSWRT
ALEDPSGKTS
TSLLDEVEEV
ERNDIAPHVK
LEDDNWRIRY
ALHVWEVVVT
CIGLSEIMAS
LDGLRQVMAT
SVSDEVGIRT

TLDSAQQIAH

SVVHITGPLI
DFLFIEMHNG
LDDALASHLL
DAEGVELPMT
LELRDGEEFH

KDPESQALVK
LEVQAGLYQL
AKLLDHVVEKG
KPLVQNLASK
TILPSVCDQF
SDFTLALSKV
CEQLLLHHRS
EDGVAPAQAL
VYKAKEMYES
KAYSYKEQLE
SLEFPTLLEA
LYDETIDMYN
VFMPRLEMIR
LPSIADDYEL
TVDGVQEQLL
KEMLAASLGI
QVQEAVANCT
CREGALFAFE
KTASVELLGA
ACLQSLLETK
RAVSARALGA
DGYIMMFIYM
SSVQLLGDLL
NTPRTLREIL
TSRODMVLTEV
KSRVVLPYLI
IMDTVMESTK

VTDVRQAVEF

RILGDREFNAG
VENADDATVR
NEDYGDDATL
VIGPEVESMN
QRCLTLLEPG

ELLVAVLKQH
ALTSGIQKIS
LVTVKTKPHA
EETVRQEAVE
AKVIESEIQE
VEKARQNPTQ
ELKGGGSTDP
VDAIWTICDV
TLATLSRISP
ELQLRRELEE
ILRVFSSPLA
VHREEPGSKN
LLLRLIQKHR
GLRLTRRIWV
EIYRERLTMI
VEHHGKDSVA
PHLIPSVKEE
MLCSTLGRLFE
MAFCAPKQLS
FVHFIDAPSL
MVRGMGESSF
PSAFPNDETP
YKISGVSGEM
PTLFSLLLGC
NSLVETVREA
PQLTATPVNT
SDRAETRKAA

e

ASSDLPEGSE

VFEASVLETLA
ETMLQALRGI
RHGRTAALEV
HSSHEVEQLL
ARESLSEVVS

back to list

CTVIGIAGSN ERGEWLTEEL GFDYFINYKT QNVEEELRKA APKGVDCYFD NVGGDISVTV INQMEKPFGRV AICGDISSYN

—

21 ATEPAKIISP IRSILFNELEK VQGFRVSSWN ERWLEGIHEN LEWIIDGELE YRETITEGFD NIFEKAFTEML QGGNIGEASV

lel KV
Supporting Peptides:

Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start |End |PTM
G.DISSY.N| Y 26.27 |583.2490| 2.4|584.2576(1|0.11|1085 1 75 79

total 1 peptides

tr|[N6ULU5|N6ULU5_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MLSKEKFCEND VRALFSGVGT IEECTVLRDP AGNSRGCAFV TEFSNEQAALL AIKSLHQSQT MEGCSAPLVV KFADTQEEKE
LERHQOMQAS VWNALATPTL ASPPQQYSFV LPSEATSLQL LOAMGGSALL QQQFLSNSEN LLAPIGVQNL VTLAAMTQPA
TAATAPLCMA NLLGKGAGVE RTLTAAGLQA GLQSGLGTTT DLSSYGSLIT NATLNAAAVA AAGKQIEGKA LWVLDESLSP

81
lel

Supporting Peptides:

—
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RT
0.11

Start
201

Mass
583.2490

Peptide |Uniq
T.DLSSY.G| Y
total 1 peptides

-10igP
26.27

m/z
584.2576|1

Scan | #Spec
1085 1

ppm PTM

2.4

205

tr|E9GXP3|E9GXP3_DAPPU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MLMEDVGLDS GAMMDSHSGV NQLGGVFVSG RPLPDQTRQK
21 RAIGGSKPRV ATNDVVGKIS QFKRECPSIF AWEIRDRLLQ
161 IPSPDSVYDE LEMLNGQSQW PRTNTNTWYP NGNGAGLGLT
Z41 GDDVMSEDGG VSSGENSRSA PPTPTTTTPS DDDQARLRLE
321 GLPEARIQVW FSNRRAKWRR EEKLRNQRRG PDQQOSSSQQ
401 RSVSHSANYP GGIYSSLATS MMTDTYSSAF NGMNSMTGES
481 CSLQEQOQQFP HQQOQOUQQQP PHQTQQPEDH HSAHSVHSSG
561 SVSNSLAHNY HQSVNSQYGM HHNSHNSTTG LISPGVSVEV
I —

Supporting Peptides:

Peptide |(Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |[PTM

Y.DISSY.N Y 26.27 [583.2490| 2.4|584.2576|1|0.11|1085 1 533 | 537

S.VSNSL.A| Y 16.36 |518.2700| -8.9|519.2727(1|0.16| 1051 1 562 | 566

total 2 peptides

trIN6TRL9|N6TRL9_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MGDDTSDAIM SSAAFNDLIS DISSYNGDLM KEDFDFEAKPS
—

PVFEKNPSAS VSNRLSYPNM DFAKTELSPA AQTLKQMAEQ
NYHKNSPSFP QPDMIKQEMI YQGNEYDMKR KQIPAAGVYP
PRPPSGSGNG NPQGPSGTSV QINQAQQLNI NQHGPIQSVL

g1
lel

L9

Supporting Peptides:

RT
0.11

Start
21

End
25

Mass
583.2490

Peptide |Uniq PTM

S.DISSY.N| Y

-10igP
26.27

m/z
584.2576 |1

N

Scan | #Spec
1085 1

ppm
2.4

total 1 peptides

tr|EOVSS2|EOVSS2_PEDHC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MTSENFKTLY VSDTGNNADS VEWCPISPYK NSFACGTYHL
21 PAVLDMKWCN EKVNDDIVLA VANASGEVVT YTFENYILEF
161 KFLNNTLTII KEWNGHSLEA WAVCFDSFQN NIIYSDEGVE
247 YDENVEFWDT BENWESPLETI TAGGGLWELE WHPSGEQEFL
321 EKEMEELLGCS QSSLIATCSEF YDRELCVSTW SQNSNK
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End|PTM
Y.DLSSY.K| Y 26.27 |583.2490| 2.4|584.2576|1(0.11|1085 1 293 (297

total 1 peptides

tr|[EOVEY2|EOVEY2_PEDHC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRTHLRGDGG TEKIRADLPIA IMWNVVVQGQ LREFGYRERRC
1 RRRSRRHRRG RSSAGFESGV AGVAGSSSPR DMEFKGGELE
16l VIAELFPRVA PYAFRPPDFA FVRERDREVTE GEIRTLLDAT
247 FFEQWKCANL VLLENREEIR RRQAHIDEFA FSTWRLVLLFE
321 DERHDLSSY(Q FEFRTGRSTA DALIRVRDLV QAALKEKRGVA

—

Supporting Peptides:

Peptide

Uniq|-10IgP| Mass m/z RT |Scan Start|End

N

ppm #Spec PTM

H.DLSSY.Q

Y 26.27 [583.2490| 2.4|584.2576|1|0.11|1085 1 325 [ 329

total 1 peptides

tr| AOAOA9YR59|AOAOA9YR59_LYGHE
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proteins

IVELAHSGAR
EATICNNDNIP
TGVGAGSPPY
RELQRNRTSF
PDQVNPQOQQ
AMGHHPGGHG
GYSCMSEMSG

AVPGQPTAEM

EAANSLELEE

HQHKNQMGLN
KQKQYSPYGS
SLSRKALPID

IESNEKFDEE
LSKCSIKTQK
FMWDTREDNS
LAACIYGGFEQ

DGAGDPGRFA
EAPERSEFGS
SERRTALGPN
KSGRDPSSRS
IATSIEERVK

back to list

PCDISRILQV SNGCVSEILG
SVSSINRVLR NLAAQKEHQQ
TPLPGATSPD QTPLCHQISS
TNEQIESLEK EFERTHYPDV
QOR00PRO0 QRORRR0ART
AVGPVAAAAM TPVTPSMSHI

GYDISSYNRH HPFHLSHAMGQ
—

RYYETGSIRP
QHQHPHQHAT
NDGSYNHEEG
FARERLARKI
NVVEPPPSSP
AAVPPIGTGP
VSGPIGPTAT

HHQYWTRLQ

back to list

KDLQPAQVSS ESLKTTQSPS EQSNQANYSL

FNPNSRVPNA RSPYSDEQEQ GDYGSPSANQ
PGPGGSPGFL PSGRGSCFFF NAGQYNAGTPE

back to list

NDNNACTRSG
DYLILALDWT
GEIMTSETHG

I¥YDLSSYEST
—

GVIIYTICED
KENDENLICC
AGVTVLNSNF
SEYEEHESMA

RLEENCEVDC
SDSKEGNISII
FDEFSLVSGG
YGADWSYLNQ

back to list

SHLGEVHEEG
VGEFEFVPHRDE
GVHYWILGEF
SYRPICRLDV
NALSSVPEKRG

REKIERAQTA
KLRSSSGPLT
AEVMCARLSA
DGKSFERIVA
DLDEF

EILETGIPFS
DGTTRDEFLAE
LYTARFERAS
SEITIAHLENG

back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MADNDDLLDY EDEEQAEQPA IDGAAEGAQR KDVEGAYVSI
21 MDILCQAKSG MGETAVFVLA TLQOMEQLND NQVTVLVMCH
161 KSNCPHIVVG TEGRVLALVR SKELVLENLEK HFVLDECDEM
241 FMQDPMEVYV DDEAKLTLHG LQQHYVELEE NEENKEKLFDL
321 NQEERLSEYQ EFEDFQEKRIL VATNLFGRGM DIERVNIVFN
401 SVQDRFDVNI TELPDEIDLS SYIDGR
—
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start|End |PTM
LDLSSY.I| Y 26.27 |583.2490| 2.4|584.2576(1|0.11(1085 1 418 | 422

total 1 peptides

tr[N6THP3|N6THP3_DENPD

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSSEEDDDEF IEQQQKFLER SADELETGNP IDNFEQPVEL

51 STNVTVKTHA NASVKSDISS PEKAATPGTPG HASKANIGLD
161 PDLMGDDTSD AIMSSAAFND LISDISSYNG DLMEDFDFEA

—

241 YSLPVFEENP SASVSNRELSY PNMDFAKTEL SPAAQTLEQM

321 ANQNYHENSE SFPQFDMIEQ EMIYQGNEYD MEREQIPAAG

40 GTFPEFPSGS GNGNFQGFSG TSVQINQAQQ LNINQHGPIQ
Supporting Peptides:

Peptide |Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End |PTM
S.DISSY.N| Y 26.27 |583.2490| 2.4|584.2576(1|0.11|1085 1 184 | 188
total 1 peptides

tr| AOA2A3EK85|AOA2A3EKS85_APICC
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MAYTSTSNCF LLISLELTYN ISVEYHDTRA RVIRELDSDE

21 RNSMMEDTLN ILIGKHEERV TMEIDGHTDG VTELRIIIEF
16l RYTYDRYMPL IFIGGVPRSG TTLVRAMLDA HFDVRCGQET
24 CLEITARHAF PAPELCNEDF LTLEMGSYIL DLFFNAEKFIF
321 MYGQCKEIGS DECLMVEYEQ LVLHPRQWMK KILNFLDVPW
401 WVGHIPDDVV REMPDIAPML SVLGYDPYAN PPVYGAFDRL
481 NA

Supporting Peptides:
Peptide [Uniq|-10IgP| Mass |(ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
F.DLSSY.R| Y 26.27 |583.2490| 2.4|584.2576(1|0.11|1085 1 303 | 307
total 1 peptides
tr|[EOVDU7 |EOVDU7_PEDHC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MELGRYLERI QENFEQAYES CHDEKKEEDL SSYSFETIEW
—

21 NDNDFIILWI DDTSGKPHIE DCHLGNDSKEI LFRDEEENYK
161l YPNDEFDENI SELYTEEEEG GGGGGDVFDG VFEGEKFILL
247 TPSLPEKSHI IAYEPMILSN YTQLIHHMFL YECEAFPGFL
321 SYFMLEIHYEK DEGTTSVIDN SGFRIYYTED LRPFDAGVMM
401 VSVLLHSHVP TSSMRLEHIR GDNEINNIVE NNEYQYEYQV
481 MCSSEVTYYP KTNLSSCHSM IPVRYFFETI GIKSEFYNVTM
561 MFSDENSLLE LEINEPNEFE GENLSAYIES LPWNDTSFTK

Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start |End |PTM
R.DLSSY.S| Y 26.27 |583.2490| 2.4|584.2576(1|0.11|1085 1 29 33

total 1 peptides

trIN6UT70|N6UT70_DENPD

proteins

HSSGFRDFLL
TRELAFQISK
LEQLDMRRDV
LDILEFNQVV
YDMPEDTDTY

QCTAQQHGTN
VGTLVECVKQ
EPSEAANSLK

AEQHQHRNQM
VYPKQKQYSP
SVLSLSRKAL

RNDRVPLDFF
GEVHRALMEG
RVIFPRILOQMR
MIRDGRATVH

NESVMHHEEF
VSENTREVLA

THSIWLGEFV

LLGGYQNLTH
QSPSQLDIPK
DSYSSSNONG
TGEVKVTPLHL
NQRLKKEVTV
DDIEKYIMKI
SFENSLAKGL

KFEILRAIVD
EYERFSEYMP
QEIFENTPHS
IFVESVQRCI
LHRVARAGRF

QNEGLTKFESV
EPDNDFADLD
LEEKDLQPAQ

GLNENPNSEV
YGSPGPGGSP
PID

QIVQLIRMRS
TGQHLLITMQ
MHWLKSEREN
SIISREVTIT

INKPGGVPLS
NGEVWAARAR

RSPRLEWNFEK

TQISFERKWN
GHNVHEWDIL
YPCYGSEMPE
VEPQQNEYKS
FPSDHLITEC
SSNEIYKFSM
QIVECRIRNN

CGFEHPSEVQ
QVEVAVEFGG
KQVMMESATL
ALAQLLCDQON
GTKGLAITFA

EIVQQLEFTT
QCAAALEKDA
VSSESLETTQ

FPNARSPYSDF
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MYLVEPMAES LLRQSYCRFP ARVHCARHFQ NQATESAEEN
21 MADFELKTATI RSLEPLPVSL KYFTDYNLDD IEKSARAEELAE
161 QIEARKEALD NDEENWMTHY ENYEDDLEEH NERLLFGDGD
241 EIFENSFERH AGAPLSSLLC QRCHFLEEYN IALQVRVSPD
321 ASIVVVGNEV DLLPEDDYDH LEEKEIKEAMFN SVELHGFGTA
401 VGESSLFNLL LQSDFCEIQA ADLIQRSTTS PWPGTTLNLL
421 NVPSYATLIG RVERSQQPRP SEDEIPDNES VGGTRNVSGI
561 RTLPKELIRP ETFCVEPGSS LFIAGLARLD YVNGRNSVRL
©41 KEEWPGLELA KSFEVFGECE DLSSYDVVLS SAGWVAINCN
—
721 GQHELIT
Supporting Peptides:
Peptide (Uniq|-10IgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
E.DLSSY.D| Y 26.27 |583.2490( 2.4|584.2576(1(0.11|1085 1 661 | 665
total 1 peptides
tr|T1K774|T1K774_TETUR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MDGFDDPGVY FSNVSSLQDE GEGRQINLTG IKRKFEKDFLE
21 ATQITKYPIE SLPLFEEARK EVGDEVTEPR PEGEEEARDF
16l ATEVAIQCRG CREIVSSLHV RPGLEGFLMP RECNSDQAGR
241 HLOQMYCDRYL CERVVPGNRV TVVGIYSIEK ISAMKHDREA
321 AASPNVYDRI VESIAPSVYG CTDMEKATAC LLFSGSRERL
401 GEGSSAAGLT ASVTRDPATR NFIMEGGAMV LADGGCVCID
421 AAANSVEFGRW DDTKADQNIE FMPTILARFD MIFVIKDEHN
561 YCRSKCGPRL SADAGRELIE SYVNMRNGGD DPDASRRSTI
£41 STLEAASSGD LAGAEGFTSE EDHQALVEVE KEQIKKERFPVG
721 REILYRVE
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |(ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
E.DISSY.D| Y 26.27 [583.2490| 2.4(584.2576|1|0.11|1085 1 72 | 76
total 1 peptides
tr|EQHOWS5 | E9HOWS_DAPPU
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSKELNENDE RKRNNLLSQY YGITEEKDVE NLFDVDGEHF
51 YENYNKFILA TDTIRQMESD FETMEDEMEEK LVQDMSHIAT
161 TCVEENNYSL AVEYYAKSEQ VLQDFGDHPS FSGIQSDCKE
24 AREFLEINEV RLEEDLEDLS SYVWSGENNG EVVLIFIEKC
—
321 LCPIVESEIV EIIGFEISEA CCLSVVAALD KFHRRLLAVQ
401 RDSWNNDNQP HGSVEKFIEGA LVEHIHRAFV ALTAFVGNHV
481 GEDSASPTLI LVLSRVAIDF SQNLAQSLLS LIEEQFDIPV
561 RESMDSRDWL TASEPRSVRP VIKRVLEEIS RVDSHAAQLY
641 LLNNIQEKLFS ERIDLSGTVE PNEGSVVMAI IKICLEGFLE
721 DEILSSAVQR CLEPVLMEPG VVELICER
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT [Scan|#Spec|Start|End |[PTM
E.DLSSY.V| Y 26.27 |583.2490( 2.4|584.2576(1(0.11|1085 1 258 (262

total 1 peptides

tr|AOA132A9E2|A0A132A9E2_SARSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins
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1 MFEERTESEL KSNPSNTSRK NDPFNKPEKKS NENNNRIEND
51 IFINSDADPF SSHSLNDEDF DILREALPEL NTIAEEDGGE
161 ANDFGRPASK PSYHWSFNPN AILNLTSRFT TTTSPPLLHS
241 NNFIELPQSN LYSNHYSELH FDQISQQNLP KTSKSTETPS
321 QSNNLTSRFP STTAKATTPE HRSIEYHFVD DYPRQSVPTN
401 EKESQRONQQQ QSRCDENKCQ LPYCRCGSSS IPGGFDAEEI
481 LSHEWTDYSQ VQNLYAAGHE MASHTITHSF GSEFSKEEWL
561 YEANFTYDSS LPVFDNNPPF WPYTFDYPIN HECMIEFPCPT
£41 LLENFNRHYR ENEAPFGLYF HSAWFNTQHH KRGFLELIDH
721 REPCPRPEVC STEFRDGPRY LEKTCQKCPEY YPWVGKTGES
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT [Scan|#Spec|Start|End|PTM
V.DLSSY.E| Y 26.27 |583.2490| 2.4|584.2576|1(0.11|1085 1 289 (293
total 1 peptides
tr|[EOVGIO|EOVGIO_PEDHC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPSPDDVNDQ INGEGQKESH DNYFAKNFDE CMKRLHILEEK
21 KIIENDVNNE NNDTSQQPGN EKNLEKTNQVLG VESEFEEHSV
161l EKEIISEWYSN LEQRFEPNEK NNEEKENAKEM SCRIMGATLK
247 ENIRAEFQEN LNATLDRELN GELSGSMNNI SYREPENEHV
321 DSENEQSSPI IEKEKFIDEYE KSPENYLSNK VEFHSKWTDTG
401 NEIEDEHYVQ NEILEKIRSF GTSVTYYGGE MLTCSIGPLL
481 TEEVGRTRSF GHTDMFQRPN VLNNREIDMY KYDLEVEIGI
561 ARGEKYETPL SIQVDNNDNV EKTDSEVNEK REQQPSLQIT
©41 RSVSVPHHIM NVTSRFEPEE KEEGILFGYD KELLDENEEN
721 ETNEKFHFEE EEENNNNNIE LEEIGEETVA DIENRMTAID
201 DNDEIKETET VEENNNNIIA ERPFESRILV DERQP
Supporting Peptides:
Peptide |Uniq|-10IigP| Mass |[ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
S.DLSSY.D| Y 26.27 [583.2490| 2.4(584.2576|1|0.11|1085 1 369 (373

total 1 peptides

tr|AOAO23F1X1|AOA023F1X1_TRIIF

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 HNFDEMPKIF LIENRLLQQQD LELLEAQKSE EELSPPGSPC
51 TEGETKKEPP ERPETPPRRF FSSILGGDVP YGSSRGHHVL
16l ESQMVIIQEP EQEAPIDYHV PEEDTEKDFS DINESKLALRA
241 SGGSSGGSRN SSGGNSYTVS GGGGMSSGGS GGAVGGETGGGE
321 QNLMSGNVGS NDLAMDCDTG QELPNHYPPN GGDGPPEQYS
401 TGAVVDPLQF TATLTFSSPA DHTALLESLS DAADLFLEREQ
481 PGYQEVAEER SEMNINESER PNNLQLQVQV PQPEQPEWES
561 LSPPPQAPPA DISAIPSLQV RVGVLQHRPQ QYEWQSSYKA
£41 GLPGDAARALEF VNGGHGIENP LANSEAASIP RPFPDNDEKDEK
721 FCGEGFNDTF DLERHTRTHT GVRPYKCNLC EKSFTQRCSL
201 LHLEENHPYS PALLKFYDKR HFKFTNSNFA NMLLVRS
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT [Scan |#Spec|Start|End|PTM
D.DLSSY.V| Y 26.27 |583.2490| 2.4|584.2576(1(0.11(1085 1 378 | 382

total 1 peptides

tr|AOA0O23FO0I3|AOA023FO0I3_TRIIF

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins
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1 LTVLLWNSNG LLTHEHELEI LLNDENIDIA LITETHLTDR

51 S5SS5SDSYQSTSI SLEFFPFPIT ISAVYCSPTEF PIYYPQMESL
161 RYSFISPDHP TYWPSDPFNRA PDIVDFFVAS GVRSVFSSAQ
241 IFLENSLNLE ISLEKSADEVE NAVQLLTNSI QQAIQQSSST
321 TFNQLTNFLR EQLISYRSSQ YDEYLESLST DDNSLWSATR
401 HPDQNNPAHM NQVIENLIVP HPLEPPPEPF HPESEVKSLID
481 HFPIQWEYSL ITLIPKPHEN PSDISSYRPI SLLPVLSEIL

I——
561 KISSTLEEEKS FCLGAFLDVT QAFDRVWHPG LLYELEKQFLP
£41 GPVLYTVFTA DIPTHPETLI TTYADDTAIL STNPNPAQTS
721 VRINNEKEIPT STQVRYLGLY LDSRLTWNPH TRLERQELNR
501 SAKQSNIQRI QSFQSEVLRH IVNAPYYVSN STLHEDLNIP
581 LERRWPRDLL NT
Supporting Peptides:
Peptide |Uniq|-10igP| Mass (ppm| m/z |z| RT |[Scan|#Spec|Start(End|PTM
S.DISSY.R| Y 26.27 |583.2490| 2.4|584.2576|1(0.11(1085 1 503 [507
total 1 peptides
tr|B4LPM7|B4LPM7_DROVI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVYFLGDWGM GDSDLSSYQQ HVENIQQQQQ QQHQRIHGHQ
—]

21 ASGSSFLQQQ QQQQOHVAGP RSSSSSLVTA NLQQLSVSSG
16l EKVHSSWLRQC SESNTSQPTA DSCVGEKPEST QLSEDLLDNE
241 IPQDVQEFVP KYEGVMQATT MGGVELDERY SPSFRDDAAR
321 NEQYFLMLEN ITSQFRNPCI LDLEMGTRQH GDDASAEERS
401 ELNEAGFETA LHDFFYNGYR LRIRVIREIL QRLMQLERRVI
481 KSATLQPSGA FDYHPENSID EDDIEDDEAG HEAGDELEPH
561 SRLNLATRRH LHERGFAEAA ARGVEQTATS STTTTDEEED
©41 GNATPAFIPI SEETVFLDPE PALPSVTTSS PHSGDSWMNY
721 MGPTEAMFER YESQQSFDAS AAAGSLEPTS PPHTASNSNA
201 PREAKKSTIT STPVSAVSSP SKESRVQCSCE NISNSLLGGI
281 LDMSAPPTDD SACFVDVRLI DFAHTAFVPR NGSMLPTPTA

Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End| PTM
S.DLSSY.Q| Y 26.27 [583.2490| 2.4(584.2576|1|0.11|1085 1 14 18
total 1 peptides
tr| AOAOCO9RER1|AOAOCORER1_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVQQNFPRGG KEKPLEEKNLPN YALLQASKLE SQKSEMEEREK

51 VTISLPGRLS GLLQITDISE AYTNLLQNLV SSQLPPPDFK
161 DSGELAPGSR IACSISCVED HGYVVDTGNK NLRGFLSEND
241 PLSSEDQHLN SLIPGTELSV VIEELLPDGL HISFNEDNIG
321 LEPECATLTI GEMEEAKILF HDREGIALRI KENFRGYMPL
401 HELTLEYEIP ETVTAGDLMP VQITRESPNK FLEVKSGRIL
481 LERSLVESNR PILSEFTQAQ VGSTYLGTVI NESGEGLLIK
561 ERRLILELAT ADKEKRMICPF EIGETVEGEKV IDSSVEGVHI
64 SATVFSTTFE FILTTTLNPQ EWYTDIENLS VSDCIFCSIT
721 GEITQINEEKT QVIHLTTIFH EVWSSAVEND TDLIASVDVL
801 GTVIKLNDGV PAIARKSHAE KSLEIGDEVN GSILWINYVD
581 WFEVLVVLEGC GEGNLVALPT KAHVNDLTPD LSSYKIGAKI

J—
961 DDNITPGDEF VVSETIQEER KRHLENVTEK NRAMEELETD
1041 GLVTFALAED AEDANEEN
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |ppm m/z z| RT [Scan |#Spec|Start|End |[PTM
P.DLSSY.K| Y 26.27 |583.2490| 2.4|584.2576|1(0.11|1085 1 910 | 914

total 1 peptides

proteins
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tr|AOA132AK64|A0A132AK64_SARSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MNENRISDYF VISGVSEIDR HPQDEYHTDF EPITDITVIN
21 RGENEPPLLD VGVFQNDHSQ LVSQDCEIIK YTPSGFTANL
161 AFCLIDENLN KGYFGFGSNA YLCYKKTMDR PPHLIYQPVI
241 SLSTFILTTN VGTKIYATLL NYYEKIDHTV LTDDELLEIK
321 FLNFIYVNFV DEPSSIPIEH YVFHFMNSIP FPSPDRQNIL
401 IHLLLFMLTE QEILLHSLRL SILTELAEAL VAMIFPLNWN
421 SIDIDTEAIY LSDNERNLNI KLLPEKELRL LEERLEEVYEK
561 RRFLKPITAA PEIKATDPTT LFDFEGFIQS KEPYVQFYRL
©41 NLHRYSEKELNL LMNQEQQTES SKTVFISIPF LISENDHHAE
721 VRFESELECY AFVERAKHEV LEAQKIAHQS HESDCEWSRC
501 INETHPLSIA YQALQRMQTM NFSVPDEFCY RILMILCCIH
281 SNSREWTELCN VIERVVLHFQE HITATADAIN DCDHQNEMVA
261 PNRTEELLEN ENDTSCREKRY KSCDDTGDSV AEDFEKILPT
1041 EKRFSANSFVS PLEATFGNMD FSESPMADKL RSSFRIAKRL
1121 EKGINESESSS LSENFDGTEQ FLVPLSSTPT QSVAEFQSLR
1201 EKFNMMNAVTS RFNPRPDDYY INQSIDNLLD AFDENSFQME
1281 IIYDEEIMCE WFADDSNLNT ECIHCSSEFV PSLTIYIEKDF
1261 MRSQFVDEHP IVYWNLIWYF DRLNLPTHIT GLALVASTLN
Supporting Peptides:
Peptide |Uniq|-10ilgP| Mass |ppm m/z |(z| RT |Scan |#Spec|Start|End|PTM
N.DLSSY.S| Y 26.27 |583.2490( 2.4|584.2576|1(0.11(1085 1 208 |212

total 1 peptides

tr|AOA2A3ESR1|AOA2A3ESR1_APICC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MFTLLGEVNL WTFDDNINIK STDFGAFRYH DERIDHIHEE
81 YCQWYNDCAL QLMLNNALLI QIQTNIDTGD ICKITFDEYL
1€l DEINKLEPEL STIDLEFGPNG RRLDEKVQTN KCGDLILIWW
Z41 EFDPLCIMFD ICNDNIIHSV EQEVSREGEV TIEWRTYEVS
321 IIYDQTRATT TSVEAVFIPT LASWHSDGII FVVGNDEGQL
401 EWNEENDLNC YINLYNHGNS LLLIIFQRGP LGVIEMLEGN
481 NQIVNYLFEL PLTTERENLI QNALGSFHVP IEKPISQAIEE
561 DIHFYALVVN DTAMATAAKE NAERILSRSN SCNSSHSTCS
£41 NYKEESNNQI PPLPILHPHP LHENLLSTSFEF TDVSSDAKTD
721 LYEIHTNSIP VSTMSSNSQS FNNISDDLMT TSEFGSLSLNE
201 NLIQENSFMS TPFNNPTYES VTSDVSSDLL RSSLDNIDNN
281 IRSSVIMNDI VSKALPDSIV INKSISNFHN NHSNLASTSFE
96l IPPPPSLTNS FTNYFQGLPK KNLRLSRSTS GLADIDESVR
1041 FNYDFDCISL HGSCDNLDMH SSTNNLELSN SQFSAPYSIQ
1121 SNSISCTPFS TEFTDTTLATN EKPEVKFSDT VTHILVEGTG
1201 PLSKEDINDE IKESSRSEES SKIEVVHFGL L
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End |PTM
L.DLSSY.F| Y 26.27 |583.2490| 2.4|584.2576|1(0.11|1085 1 386 | 390

total 1 peptides

tr|AOA194PFM1|AO0A194PFM1_PAPXU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

RSNHEPIPAG
NAGSTEIYLT
IDRYPENDLS

YECIERTPQN
YERSTESTFPY
SYSLPQNLPM

—

FIENINDEEL
VNLSPSYEDL
CPYIPLCPLN
RIEMNIKIRD
LTNTQMFTKF
SLEFDGHLDD
LLINAYALWF
NRPALAVKIF
TEFIDKDLFE
LNDRAEKTFD
TRTKYNFAHR
SQFQTYASPS
KYQKILDEYY
RQSEDKEGHQ
SAQMIEVSG

GKKSYCQKRG
IGKLLDHISD
KSTMNEVYPW
QQDKLQORIAV
QHFDIALNCI

SFTGDVLVER
EYGDEIRDLT
RASCSICSYS
CNLETSFNMP
RETGISNRFN
IMSTSFSTVG
NFLENQIQDS
EFSFTKTRNV
NEFERHSKLV
QSHKQRRSTI

LOKALKTKNL
MEFTQTFDDEP
LAGVVNAPLP
LQTRRKFDKQ
IEERSLVSNK
DLLTKLQTKF
THEPVESYEM
LDMKKYEVRL
KSKKQSTSSM
EIESSKKFPS
SLOEPDKNTN
EYFYSTVKSI
REKPLLDLNES
LEPISVEYLS

MIYVETNEEG
VIITENYILC
SPAVEEHDERA
VSISLPTHTS
KESQTLSEEAV

YLSLSQVEQA
RREFFHHLLRY
ISDRGEESCS
NSTLVTTSEN
ENSVDTALNK
IDTSNSYDNS
GNSNLKNENS
NSYLLOKQNS
LSQNGTNTSV
SQVHLTDPER

FEANLNHGSI
NQLVVSDICV
FCLPEGASIE

REIESLCLLS
IPSNGASFEE
FILGFYSQYF
IELEILEAFL
NISFAFFDDC
GQSNLIGLES
FQLEPSILSN
NAITYGYYNK
TIVDHCSAGI
SLSETHLESG
KISSLESEKAD
GGRINEFEKLS
SSILWRIEIM
TLVLREEFEN

NELEDSIKYL
TYNDNQITIV
NIHLYRLIGV
CVEKEFSPTQEL

QANILDLSSY
I —

TSLLLAMNWD
HMFEKAFRLA
DESENFSKEN
HSSHLSLSNT
VLCGEMQFSL
FNDLVTTESD
EDNSNMELQQ
TSNILQDQFK
NKESKISSNI
ELAESLPLCL

back to list

KEGSEFFICYEK
ILSGKESPPH
CWPRDDSNLT

QWPFFEQFEN
LLONLGPENC
DYFEPPNDVI
QFMASILKDF
CEKVEKYERL
VQSAADFTDS
EDNSNDGQQL
AVLDGDWENV
LFLREDLENR
NDDLLEMDTG
FLSEETHNST
LGAVNRAQSPV
SCTVCRQCQS
ILNTETYSTL

back to list

EEQLEDNSIV
HFTRSKRHVFE
ELELICYIRS
LLLCCIDGSI
FRIQPALLREM

THSRACMHAL
IDLNDHDLEM
QTDTRQSKNH
FLTSTSENKP
DDVSNNATTA
SNIASSPLKS
SILAKKVDEN
YNNIKSSRYR
PPLEVISAPI
GNEDYLKDFQ

back to list

1 MFARVTFYPT LLYNVVMEKL IEEENIEGVV SMNETYELKI FSNDAEEKWRE HGVAFLQLAT TDIFEAPDQD KELYDGVTEFIN
—

81
lel

RFLPHGGELE GVPERDHEHV GSGTVYVHCEK AGRTESATLV GCYLMMENGW SPEQAVEHMR SEFRAHILLHT KQWQALHIFH

SEHLLTHTNT

Supporting Peptides:

NTDL
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16/03/2023, 15:17

proteins

Peptide |Uniq

-10igP

Mass m/z RT |Scan

N

ppm

#Spec

Start

PTM

W.REHGVAF.L| Y

22.61

814.4086( 14.6|408.2175(2(0.33| 966

1 49

55

total 1 peptides

tr|AOA212F2V4|A0A212F2V4_DANPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MNLEVIDGCP
SVDOMEYRER
VAFTWLETEV
—
IENEEAFDAN
GVEVGHNVLE
ESTDLLA

Supporting Peptides:

ELVARQILLL SLALEETTREFE
DYMETLMNEFW TTGNTNQFNA

CRPNVSLAAG VCECGDRYLH

LMSLDTEQNL GMAVLSQFDA
RLEPSVWSMA RDDAVVIMET

GLLEESERFL
CELWEHRLEH

RGYLGDLVTS

KEISESGFEAP
REYMAELEKRD

EIYGNLLLEFP PTSRYLIAEA
TLGLRYDNEM GVYDWDYHME

PYIAYGLDCE DEDMLESSHG

LLLREDRDSY IEVDYGEVHF
DVESYGEQIL QAATAAQCEK

Peptide |Uniq

-10IgP

Mass m/z RT |Scan

N

ppm

#Spec

Start PTM

F.REHGVAFT| Y

22.61

814.4086

14.6(408.2175(2(0.33| 966

157 (163

total 1 peptides

tr|AOAOL7LB71|AOAOL7LB71_9NEOP

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

MFWGESFALD
SECGLLEKTR
FNACELWEHR

YLHRGYLGDM
FDAFELSESHP
MESREYMVEL

Supporting Peptides:

LQEEYLEHGD
RFLEVYGNIL
IRRSLGFRYD

VTSPFISYGL
EAPLLLEEDR
ERDDVEAYGD

ENAFELNFLV
LEPPTSREYVI
TRVGVYDWDFE

ECVDEDMLIS
DTYINMDFGE
QIQOARAARARD

IGGCDARHLL
AFARQLTGMV
HMRMEEIAGQ

SHGVCHERAT
VHFLSLSALD
CERICPFDFE

KTLAQAYRHT RRYMNIFVID
TNPDFMNCLL PCISIEQMEY

ICFPEYEHFR. EHGVAFTWLE
—

DVSERNVMRM LYELENHREF
HYPHEPHFQG LFHGVEVGTN
EDDFARFIIR RSSGSIDIFN

Mass

RT [Scan

Peptide |Uniq

-10IgP

ppm| m/z

#Spec

Start PTM

F.REHGVAFT| Y

22.61

814.4086

14.6(408.2175(2(0.33

966 1

210 | 216

total 1 peptides

tr|AOA2A4JH98|AOA2A4IH98_HELVI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MFWGISFALD
TRCGLLEETR
FNACELWEHR

YLHRGYLGDI
IDAKISESGP
MESREYMVEQ

Supporting Peptides:

LQEEYLEYGD
RYLEIYGNLL
IRHSLGVRYD

VITSPYIGYGL
EAPLLLEEDR
ERDDVEAFGE

ENAYELNFLV
LEPSTSREYLI
SEMGVYDWDY

TCEDSDMLKS
DTYINVDYGK
QITQAATAAQ

IGGCDGRHLL
AFARQLVGMV
HMRMEEIGSQ

SHGVNYERAT
VHFLSLSALE
CERIATFDAE

ETLAQAYRHT RRYMNLEVVD
TNPDYMNCLL PCVSIEQMEY

ICYPEYEHFR EHGVAFTWLE
—

DIAERNVMRM LYEVENRQEF
HYPHEPHFQG LFHGVEVGHN
EDDFARFLIE RRSESTDTNI

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

N

#Spec

Start PTM

F.REHGVAFT| Y

22.61

814.4086

14.6

408.2175|2

0.33| 966

210 |216

total 1 peptides

tr|H91ZZ0|H91ZZ0_BOMMO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MFWGVSFALD
TRCGLLEKTR
YNPCELWEYR

YLHRGYLGDL
NLGMVVLSEF
MARDDAVVIM

Supporting Peptides:

LQQEYLKYGD
RYLEVYGNLL
LRNSLGVRYD

VTSPYXGDLV
DAKISECGFPE
ESREYMIELK

EHAYELNFLV
LEPPTSRYVM
NEHGVYDWDY

TSPYICLGLD
IFLVLREDRE
RDDVEAFADQ

IGGCDGRHLL
AFARQLVGMI
HMRLEEIASA

CEDEDMLEKST
TYIDVDYGEV
IQEAAARGHC

Peptide |Uniq

-10IgP

Mass m/z RT |[Scan

N

ppm

#Spec

Start PTM

F.REHGVAFRT| Y

22.61

814.4086

14.6|408.2175(2|0.33

966 1

210 | 216

total 1 peptides

ETLAQAYRHN RRYMNLEVID
TNFDYMSCLL PSVSLEHIED

VCFQEYKHFR EHGVAFTWLE
—

HGVNYKRSTD ISERNVMRMM
HFLSVSALDH YPHEPQFQGL
ERIKAFDPEE DDYARFVIER

QOLVSMITNP
LKELASQICF

VNYERATDVS

LSLTALDHYP
IRPFDPERDD

GCTELVARQL
RERDYMENLM
TEVCRPNVTL

DVSAMNLDEG
MLPRVEFSVW

GCPELVARQL
RERDYMENLI
TEVCRPNVSF

DAAALNLETE
MLPRVEESVW
SF

GCPELIARQL
KERDYLENLM
TEVCRPNVTFE

YEMENHEKFEFD
FHGVEVGQNM
KERSEGTDFSL

back to list

DYMSCLLPCV

PEYKHFREHG
—

EENVMRMLYE

HKPQFQGLFH
FAKFLIRRKS

back to list

LLMSLALEET
NEWTTGNTNQ
AAGVYKCGDR

MDLGMVVLSE
SMARDNALVL

back to list

LLTSLALEKT
NEWTTGNTNG
AAGVYKCGDR

ENLGMVVLAQ
SMARDDAVVL

back to list

LLMSLALEET
NEFWTTGNTNQ
AAGVYKCGDR

VAEMEIENER
VSRIEPSLWS
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16/03/2023, 15:17 proteins
tr|Q4FEE6 | Q4FEE6_9NEOP
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 HICEDVNYGW LIRTLHANGA SFFFICIYLH IGRGIYYESF IYENTWMVGT
81 NLLSAIPYLG LTLVNWIWGG FAVDNATLTR FYTFHFLLPF ILSMMVMIHL
1¢1 DMIGFIIMLF LLIMLTLSNP YLLGDPDNFI PANPLVTPIH IQPEWYFLFA
247 FYEEIQGNQF YPINQILFWS LLVIVILLTW IGARPVEDFY ILIGQILTIL
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End |PTM
Y.MFNPIIANK.W| Y 21.04 |1046.5582(-42.4|524.2642(2|0.57|1054 1 296 | 304
total 1 peptides
tr|Q7PRK4|Q7PRK4_ANOGA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLLCNAQQEF RIVPREDLQVL EGTEALLECE IYNLVGAVQW TEDGFALGFS
51 DDAEYQCQVG PAKFNSAIRA NARLTVISPP SSIEIQGHSR NAEVEVREGQ
161 IENEVTETEG KRYTVSSQLR IKPTSDDDYM EYTCQAEKHKA LQPDRPMQTE
241 LICRSRGGNP PAQLIWYKND VQVRMAYRTT DRLSENIYSF VAEEGDNEAR
—
321 ISGASEARTG DVVSLQCQTA PSNPPAEIEW SVSGHHVENT TSRTIENFPDG
401 TENVIATHTV NVLLPPSQPV ITGYTEGTII AAGSVQRLQC TSSGGNPLAT
481 ATDNQAKYRC EAHNSATEIP MSASRTLAVN FPPETVEIKI IPPELKPGIE
561 SSEPGLWGGT VSSLELKVNI SQDMDGNVYT CQSANEALQR NVHEAIRLQV
£41 NPMSISYTWT KDGLPILSSA GAQRIVSEGP ILNITRLNRN DTGIYTCEAV
721 PGEERMLSCT VEGKPLTEEH IRWERIGYDM TIKTSTTFAN GTSYLHVENA
201 APEIDKSPVM LRAAAGFGER ARLPCRAQAA PRPEFYWSRS GQVLNVNQSA
281 YECIARNELG NVEEEKVRLDV TSPPDPPVSL NVLNVTHDSV TLAWTPGFDG
96l TIGGLRMNTL YVFSIMASNG LGSSRYLPDV TRAHTEGEER QARLFMVQSA
1041 RERAEGEQQS SEVPTLFFLL VPPFLVLNIE HEVTGETLSS VSEESDAYST
1121 YQEEGTLPPY PNNINGAYAR TLPHPRHNPEV NYQQRSHDDQ MIERSSYVTA
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass | ppm m/z |z| RT [Scan|#Spec|Start(End|PTM
W.YKNDVQ.V| Y 20.99 |765.3657(126.7|766.4700(1|0.28(1210 1 257 | 262
total 1 peptides
tr|AOA182WXT9|AOA182WXT9_ANOQN
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 PPSSIEIQGH SRNAEVEVRE GQDLTLTCVV SNAKPVAQIV WYRGKTEYEKS
51 YMEYTCQAEH KALQPDRFPMQ TEVQLSVLYP PGEPQIEGFT AGEVLRRGQN
161 TTDRLSENIY SFVAEEGDNE ARLRCEANNI MIAAPLETEI TLSVLFAPTQ
247 EWSVSGHHVE NTTSRETIENFP DGGWITLSNI SVPVEANERS LVVICHGLNM
321 IIAAGSVQRL QCTSTGGNPL ATLTWYENDK KLNTPTETTD KSVSSEISIL
401 VNFPPETVEI KIIPPELEPG IEATLICDSS SSNPPATISW WRDGIAVDGM
481 YTCQSANEAL QRNVHEAIKL QVLYPPKEFEP PPSSTVVGAE GEPLTVAMVA
561 GPILNITRLN RNDTGIYTCE AVNSQGSAMI NISVVVEYGA SIQSISENVT
£41 DMTIKTSTTF ANGTSYLHVK NARREDVGNF RCIADNRVAN PTSRDVLLIV
721 AAPRPEFYWS RSGQVLNVNQ SAKFYVEHEQ IDALTYESIL VVERVASNDY
01 SLNVLNVTHD SVTLAWTPGE DGGMEANYRI RYRELNSDRY WYEDSQPNSY
581 DVTRAHTEDT PPSQPASSLG SKTATSQSTG GTIGASGIVL LIGVAAGICL
961l SEESDAYSTD ANRPDYTDDT TSESASTYLV ENGDMPPPRY QEEGTLPPYP
1041 TIERSSYVTAP SPGPPFDGSY YNMNSDRYLS YPPMQQDYSA MEMSTPPPPV
1121 VVNESSSSPQ HMSSSLSNTV LGPSQAFPVPA PEPLQGILED PERNSSASNS
1201 PLVGSTFLGA AVAGNGPNGG TGGTSSLGNS LLIGTYDPSS TNLSSFNASF
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass ppm m/z z| RT |[Scan|#Spec|Start(End |PTM
W.YKNDVQ.V| Y 20.99 |765.3657(126.7|766.4700(1|0.28| 1210 1 149 | 154

back to list

LILFLLMATA FMGYVLPWGQ MSFWGATVIT
LEFLHQTGSNN PLGINSNLDE IPFHPYFSFE
YAILESIPNE LGGVIALIMS IAILFILPET

YEFSYYMFNPI

IANKWD

—

HTIPGYFRYS
DLTLTCVVSN
VQLSVLYPPG
LECEANNIMI

GWITLSNISV
LTWYENDKEL
ATLICDSSSS
LYPPEFEPFP
NSQGSAMINI
REEDVGNFRC
KEFYVEHEQID
GMEANYRIRY
EIPSEVIFCI
DANRPDYTDD
PSPGPPFDGS

DTIENEVTET
VELICESRGG

VTISGASEAR
QLTENVIATH
VNATDNQAKY
NNSSKPGLWG
TGNPMSISYT
VNPGEEAMLS
KFAPEIDKSP
GLYECIARNE
KLTIGGLRMN
VLLNIILIGC
NNINGAYART
IPALPENTGT
SQHQQLQHGA
GEFTDADGHLR

VLADENLGIY
AFPVAQIVWY
EFQIEGFTAG
AAPLETEITL

PVEANERSLV
NTPTETTDES
NFPATISWWR
SSTVVGAEGE
SVVVEYGASIT
IADNRVANFT
ALTYESILVV
RELNSDRYWY
ALAAT.CLLAV
TTSESASTYL
YYNMNSDRYL

EGERYTVSS5Q
NPPAQLIWYK

back to list

NLRISNASIE
RGKTEYKSDT
EVLRERGQNVE
SVLFAPTQVT

VICHGLNMQL
VSSEISILVN
DGIAVDGMNN
PLTVAMVATG
QSISENVTVN
SEDVLLIVEF
ERVASNDYGL
EDSQFNSYEL
NAGLVIWCITI
VENGDMFPFR
SYPFM

back to list

LRIKPTSEDD
NDVQVRMAYR

—

TEDVVSLOCQ
TVNVLLEPSQ
RCEAHNSATE
GTVSSLELKV
WTKDGLPILS
CTVEGKPLTE
VMLRAAAGEG
LENVKERVRL
TLYVESIMAS
CIHRRTVHKR
LPHPRHNPVN
LTRTSREMVP
QLIAVQNPSP
v

TAPSNPPAET
PVITGYTEGT
IPMSASRTLA
NISQDMDGNV
SAGAQRIVSE
EHIRWERIGY
ERARLPCRAQ
DVTSPPDEPV
NGLGSSRYLP
IKRGETLSSV
YQQRSHDDQM
PPDVTYHAQS
VPLVGGVEGL
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16/03/2023, 15:17 proteins
Peptide |Uniq|-10IgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
total 1 peptides
tr|AOA1A9TGO1|AOA1A9TGO1_ANOST
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 PPSSIEIQGY NRNAEVEVRE GQDLTLTCVV SNAKPVAQIV WYRGKTEYEKS
51 YMEYTCQAEH KALQPDRFPMQ TEVQLSVLYP PGEPQIEGFT AGEVLRRGQN
161 TTDRLSENVY SFVAEEGDNE ARLRCEANNI MIPAPLETEI TLSVLFAPTQ
247 EWSVSGHHVE NTTSRETIENFP DGGWITISNI SVPVEANERS LVVICHGLNM
321 IIAAGSVQRL QCSSTGGNPL ATLTWYENDK KLNSPSEATD KSVSSEISIL
401 VNFPPETVEI KIIPPELEPG IEATLICDSS SSNPPATISW WRDGIAVDGM
481 YTCQSANEAL QRNVHEAIKL QVLYPPKFEP PPSSTVVGAE GEPLTVAMVA
561 GPILNITRLN RNDTGIYTCE AVNSQGSAMI NISVVVEYGA SIQSISENVT
64 DMTIETSTTF ANGTSYLHVE NARREDVGNE RCIADNEVAN PTSEDVLLIV
721 AAPRPEFYWS RSGQVLNVNQ SAKFYVEHEQ IDALTYESIL VVERVASNDY
01 SLNVLNVTHD SVTLAWTPGE DGGMEANYRI RYREVNSDRY WYEDSQPNSY
581 DVTRAHTEDT PPSQPASSLG SKTATSQSAG GTIGASGIVL LIGVAAGICL
961l EMVQSAEIPS FVIFCIALAA LCLLAVNAGL VIWCIVERERA EGETLSSVSE
1041 GDMPPPRYQK EGTLPPYPNN INGAYARTLP HPFRHNPVNYQ QRSHDDQMIE
1121 PMQDYSAMEM STPPPPVIPA LPENTGTLTR TTRPMVPPPD VTYHAQSVVN
1201 PEPLQGILED PERNSSASNS SQHQQLOHGA QLIAVQNPSP VPLVGGVEGL
1281 LLIGTYDPTS TNLSSFNASF GFTDADGHLV
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass | ppm m/z |z| RT [Scan|#Spec|Start End|PTM
W.YKNDVQ.V| Y 20.99 |765.3657(126.7|766.4700(1|0.28(1210 1 149 | 154
total 1 peptides
tr|AOA182MKW5|AOA182MKW5_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MTPPSSIEIQ GYSRNAKVEV REGQDLTLTC VVSNAKPAAQ IVWYRGKTEY
51 DDYMEYTCQA KHEALQPDRP MQTEVQLSVL YPPGEPHIEG FTAGEVLERG
161 YRTTDRLSEN VYSFVAEEGD NEARLRCEAN NIMIPAPLKT EIELSVLFAP
241 EIEWSVSGHH VENTTSRTIE NPDGGWITIS NISVPVEANK RSLVVICHGL
321 GTIIAAGSVQ RLQCTSTGGN PLATLTWYEN DEELNSPIKS TEESVSSEIS
401 LAVNFPPETV KIEIIPPELKE PGIEATLICD SSSSNPPATI SWWRDGIAVD
481 NVYTCQSANE ALQRNVHEAT KLQVLYPPEF KPPPSSTVVG AEGEPLTVAM
561 SEGPILNITR LNENDTGIYT CEAVNSQGSA MINISVVVEY GASIQSISEN
©41 GYDMTIKTST TFANGTSYLH VENARREDVG NFRCIADNRV ANPTSRDVLL
721 AQAAPRPEFY WSRSGQVLNV NQSAKFYVEH KQIDALTYES ILVVERVASN
201 PVSLNVLNVT HDSVTLAWTP GFDGGMEANY RIRYREVNSD RYWYEDSQPN
581 LPDVTRAHTK DTPPSQPASS LGSKTATAQS TGGTIGASGI VLLIGVAAGI
961 APEMVQSAET PSFVIFCIAL AALCLLAVNA GLVIWCILRE RAKGETLSSV
1041 ENGDMPPPRY QEEGTLPPYP NNINGAYART LPHPRHNPVN YQQRSHDDQM
1121 YPPMQDYSAM EMSTFPPPPVI PALPENTGTL TRTTRPMVPP PDVTYHAQSV
1201 PAPKPLQGIL KDPERNSSAS NSSQHQQLQH GAQLIAVQNP SPVPLVGGVPE
1281 SLLIGTYDPS STNLSSFNAS FGFTDADGHL V
Supporting Peptides:
Peptide |Uniq|(-10igP| Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM

W.YKNDVQ.V| Y

20.99

765.3657

126.7

766.4700(1

0.28|1210

1 151

156

total 1 peptides

tr|W5IJMT8|W5IMTS_ANODA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

DTIENEVTET
VELICESRGG

VTISGASEAR
QLTENVIATH
VNATDNQAEY
NNSSEPGLWG
TGNPMSISYT
VSPGEEAMLS
KEFAFPEIDKSF
GLYECIARNE
ELTIGGLRMN
VLLNIILIGC
KSDAYSTDAN
RSSYVTAPSP
ESSS5SPQHMS
PLVGSSFLGA

ESDTVENEVT
QNVELICRSE

TQVTISGASE
NMQLTENVIS
ILVNATDNQA
GMNNSSEPGL
VATGNPMSIS
VIVSFGEEAM
IVEFAPEIDEK
DYGLYECIAR
SYKLTVGGLR
CLVLLNIILI
SEEKSDAYSTD
IERSSYVTAP
VNESSSSPQH
GLPLVGSTFL

EGERYTVSS5Q
NPPAQLIWYK

back to list

LRIKPTSEDD
NDVQVRMAYR

—

TEDVVSLOCQ
TVNVLLEPNQ
RCEAHNSATE
GYVSSLELKV
WTKDGLPILS
CTVEGKPLTE
VMLRAAAGEG
LENVKERVRL
TLYVESIMAS
CIHRRTVHEKR
RPDYTDDTTS
GPPFDGSYYN
SSLSNTIIGS
TGGNGANGVT

ETEGERYTVS
GGNPPAQLIW

ARTGDVVSLQ
THTVNVLLFP
EYRCEAHNSA
WGGYVSSLEL
YTWTEDGLPI
LSCTVEGEPL
SEVMLRAALG
NELGNVEEEV
MNTLYVESIM
GCCIHRRTVH
ANRPDYTDDT
SPGPPFDGSY
MSS5LSSTVI
GTAGGNGTNV

TAPSNPFAET
PVITGYTEGT
IFMSASRTLA
NISQDMDGNV
STGAQRIVSE
EHIERWERIGY
ERARLPCRAQ
DVTSFPDPEV
NGLGSSRYLP
IFKRGPAGDVP
ESASTYLVEN
MNSDRYLSYP
GAPSQAFVFEA
TGGTSSLGNS

back to list

SQLRIEPTSE
YKNDVQVRMA
I —

CQTAPSNPFPA
NQPVITGYTE
TEIPMSASRT
EVNISQDMDG
LSATGAQRIV
TEEHIRWERI
FGERARLPCR
RLDVTSFPDP
ASNGLGSSRY
ERIFKRGLGVD
TSESASTYLV
YNMNSDERYLS
GNSLFESQAFEV
GTGGSS5SLGN

back to list
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16/03/2023, 15:17 proteins
1 MPSAFCDTIE NKVTETEGKR YTVTSQLRIK PGSEDDYMEY TCQAKHEALQ
51 LRRGQKVELI CRSRGGNFPPA QLIWYKNDVQ VOMAYRTTDR LSENTYTFEFVA
J—
161 LFAPTHVTIS GASEARTGDV VSLQCQTAPS NPPAEIEWSV NGHHMENTTS
Z41 CHGLNMELTE NVISTHTVNV LLPPSQPTIT GYTEGTIIPA GSVQRLQCTS
321 SELSILVNAT DNQAKYRCEA QNSATEIPLS ADRTLAVNFP PETVEIEKIIP
401 TIAVDGLNNAT KPGLWGGWVS SLELEVNISQ DMDGNVYTCQ SANEALQENV
481 TVAMVATGNP MSISYTWTED GLPILSSAGA QRIVSEGPIL NITRLNENDT
561 ISENVTVSPG EEAMLSCTVE GEPLTEEHIR WERIGYDMTI KTSTTFANGT
£41 DVLLIVEFAP EIDESPVMLR AAAGFGERAR LPCRAQSAPR PEFYWSRESGQ
721 VAANDYGLYE CIVRNELGNV KEKVRLDVTS PPDPPVSLNV LNVTHDSVTV
501 SQPNSYELTI GGLRMNTLYV FSIMASNGLG SSRYLPDVTR AHTKDTPPSQ
581 AAGICLVLLN IILIGCCIHR RTVHERIERD SEHQMAFPSDS SLPSEGEEKIH
96l VVSMANAKKA LDSANSPDME TPEMAQKAET PSFVIFCIAL AALCLLAVNA
1041 ANRPDYTDDT TSESASTYLV ENGDMPPPRY QKEGTLPPYFP NNINGAYART
1121 SPGPPFDGSY YNMNSDRYLS YPPMDYSAME MSTPPPPIIP ALPENTGTLT
1201 GMGNMASTAL TGVPGTTTSS IPPQPAPKPL QGILEDPEEN SSASNSSAHA
1281 PLVGSTFLGP AAGVPGPANV SQAGTSSLGN SLLIGTYDPS STNLSSFNAS
Supporting Peptides:
Peptide |Uniq|-10igP| Mass | ppm m/z |[z| RT [Scan|#Spec|Start(End|PTM
W.YKNDVQ.V| Y 20.99 |765.3657(126.7|766.4700(1|0.28(1210 1 105 | 110
total 1 peptides
tr|AOA182Y6U2|AOA182Y6U2_ANOST
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MDSAPPSSIE IQGYNRNAEV EVREGQDLTL TCVVSNAKPV AQIVWYRGKT
51 SEDDYMEYTC QAKHKALQPD RPMQTEVQLS VLYPPGEPQI EGFTAGEVLR
161l MAYRTTDRLS ENVYSFVAEE GDNEARLRCE ANNIMIPAPL KTEITLSVLFE
247 PAEIEWSVSG HHVENTTSRT IENFPDGGWIT ISNISVPVEA NERSLVVICH
321 TEGTIIAAGS VQRLQCSSTG GNPLATLTWY KENDEKLNSPS KATDESVSSE
401 RTLAVNFPPE TVEIKIIPPE LEPGIEATLI CDSSSSNPPA TISWWRDGIA
481 DGNVYTCQSA NEALQRNVHE AIKLQVLYPP KFEPPPSSTV VGAEGEPLTV
561 SSATRNTALP GAQRIVSEGP ILNITRLNRN DTGIYTCEAV NSQGSAMINI
£41 VEGEKPLTEEH IRWERIGYDM TIKETSTTFAN GTSYLHVENA REEDVGNFRC
721 LRAAAGFGER ARLPCRAQAA PRPEFYWSRS GQVLNVNQSA EFYVEHEQID
201 NVEEKVRLDV TSPPDPPVSL NVLNVTHDSV TLAWTPGFDG GMEANYRIRY
581 YVFSIMASNG LGSSRYLPDV TRAHTKDTPP SQPASSLGSK TATSQSAGGT
961 HRERTVHERIEKE RGECPGGRIA TGTLWALWFY AGCPAGDVPE MVQSAEIPSF
1041 GETLSSVSEK SDAYSTDANR PDYTDDTTSK SASTYLVENG DMPFPRYQEE
1121 RSHDDQMIER SSYVTAPSPG PPFDGSYYNM NSDRYLSYPP MQDYSAMEMS
1201 TYHRAQSVVNE SSSSPQHMSS SLSNTIIGSG APSQAPVPAP EPLQGILEDP
1281 PLVGGVEPGLP LVGSSFLGAT GGNGANGVTT GGTSSLGNSL LIGTYDPTST
Supporting Peptides:
Peptide |Uniq|-10igP| Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM
W.YKNDVQ.V| Y 20.99 |765.3657(126.7|766.4700(1|0.28(1210 1 153 | 158
total 1 peptides
tr|AOA1B6DX46|AOA1B6DX46_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 NVEDSTQLTV ECLRDIPPYI LTQLMQELKEG FGNEPRVLFP PAVEMEKNITD
51 IFMEGKENEE LLSELNDQFE GIAPLVLGFR ETAVNPQRIA RSIRKFYFGP
161 HSGPTYEYYY NYLGSKTLFP STSGVRHFDE MFHLFPFPTL NEENTTVEEE
241 VTSAANEYLY IDNETQMMOK KLESKRDEFW QNLEFRNEPK SLFRRPPEEN

Supporting Peptides:
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Uniq |-10IigP

Mass

ppm m/z

RT
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#Spec

Start| End| PTM

S.SVDPW.A

Y 20.04

602.2700

41.2|603.3021

1(0.14(1102 1

54 | 58

total 1 peptides
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VSSQLERIKPT
IWYKNDVQVR
—

LQCQTAPSNP
PPNQPVITGY
SATEIPMSAS
ELKVNISQDM
PILSSTAKLF
PGEEAMLSCT
APEIDKSPVM
YECIARNELG
TIGGLRMNTL
INIILIGCCI
IWCIVRKRAK
PRHNPVNYQQ
TREMVEPPDV
LIAVQNPSPEV
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SFSSVDPWAH SSSTPWLTGI TADNGMDGSA

—

NEIWNETMNE LTEMFTDANY LHCSEEAVER
LEGEIFLEFI TNFATVGNPT PEGSEIEWEP

YEL
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