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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1718
# of MS/MS Scans 3696

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 117
Peptide Sequences 109

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 4 C

Carbamylation 43.01 2 N-term

Deamidation .98 2 N

Hydroxylation 15.99 1 P

Oxidation 15.99 1 M

Carbamidomethyl 57.02 1 N-term

Ubiquitin 114.04 1 C

Phosphorylation 79.97 1 T

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 32
Proteins 218
Proteins (#Unique Peptides) 53 (>2); 11 (=2); 154 (=1);
FDR (Peptide-Spectrum Matches) 41.9%
FDR (Peptide Sequences) 44.0%
FDR (Protein) 3.2%
De Novo Only Spectra 52

CarbamidomethylDTT 209.02 1 C

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
LTQ 0 0 0 0 109

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 85
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: IT_douglas_1_20170921_01.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID/ECD
MS Scan Mode: Linear Ion Trap
MS/MS Scan Mode: Linear Ion Trap

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

1 11608 tr|A0A087ZTA6|A0A087ZTA6_APIME 195.71 14 9 9 Y 115302 Sodium/potassium-transporting ATPase subunit alpha OS=Api
s mellifera PE=3 SV=1

1 11607 tr|V9I6A9|V9I6A9_APICE 195.71 14 9 9 Y 112642 Sodium/potassium-transporting ATPase subunit alpha OS=Api
s cerana GN=ACCB00027.11 PE=2 SV=1

1 11606 tr|V9I6B8|V9I6B8_APICE 195.71 14 9 9 Y 112686 Sodium/potassium-transporting ATPase subunit alpha OS=Api
s cerana GN=ACCB00027.12 PE=2 SV=1

1 11605 tr|V9I7I5|V9I7I5_APICE 195.71 15 9 9 Y 107666 Sodium/potassium-transporting ATPase subunit alpha OS=Api
s cerana GN=ACCB00027.17 PE=2 SV=1

1 11604 tr|V9I7X6|V9I7X6_APICE 195.71 15 9 9 Y 107710 Sodium/potassium-transporting ATPase subunit alpha OS=Api
s cerana GN=ACCB00027.20 PE=2 SV=1

3 4600 tr|A0A131ZV00|A0A131ZV00_SARSC 138.70 17 5 5 Y 50028 Tubulin alpha chain OS=Sarcoptes scabiei GN=QR98_0010090
PE=3 SV=1

2 4505 tr|T1GUQ6|T1GUQ6_MEGSC 117.75 16 6 6 Y 42846 Tubulin beta chain OS=Megaselia scalaris PE=3 SV=1

2 4516 tr|A0A0J7L622|A0A0J7L622_LASNI 117.75 8 6 6 Y 88812 Tubulin beta-1 chain OS=Lasius niger GN=RF55_1586 PE=3 S
V=1

2 11640 tr|A0A1B1LYT4|A0A1B1LYT4_9NEOP 117.75 15 6 6 Y 48507 Tubulin beta chain (Fragment) OS=Thitarodes armoricanus PE
=2 SV=1

2 4508 tr|A0A023FK66|A0A023FK66_9ACAR 117.75 14 6 6 Y 49838 Tubulin beta chain OS=Amblyomma cajennense PE=2 SV=1

2 4511 tr|B4QE31|B4QE31_DROSI 117.75 14 6 6 Y 50147 Tubulin beta chain OS=Drosophila simulans GN=Dsim\GD253
19 PE=3 SV=1

2 4510 tr|V9IK78|V9IK78_APICE 117.75 14 6 6 Y 50175 Tubulin beta chain OS=Apis cerana GN=ACCB10461 PE=2 SV
=1

total 218 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php


16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 3/66

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

2 11641 tr|A0A0M4EEV8|A0A0M4EEV8_DROBS 117.75 14 6 6 Y 50147 Tubulin beta chain OS=Drosophila busckii GN=Dbus_chr2Rg22
69 PE=3 SV=1

2 11642 tr|A0A1A9WAB8|A0A1A9WAB8_9MUSC 117.75 14 6 6 Y 50161 Tubulin beta chain OS=Glossina brevipalpis PE=3 SV=1

2 11643 tr|C7SAW9|C7SAW9_9MUSC 117.75 14 6 6 Y 50136 Tubulin beta chain OS=Anastrepha suspensa PE=3 SV=1

2 4513 tr|A0A0P5E5N2|A0A0P5E5N2_9CRUS 117.75 14 6 6 Y 50179 Tubulin beta chain OS=Daphnia magna GN=APZ42_016801 P
E=3 SV=1

2 11644 tr|A0A151X2S9|A0A151X2S9_9HYME 117.75 7 6 6 Y 97182 Tubulin beta-1 chain OS=Trachymyrmex zeteki GN=ALC60_06
337 PE=3 SV=1

6 11661 tr|A0A088A5I8|A0A088A5I8_APIME 117.06 13 4 4 Y 66565 Pyruvate kinase OS=Apis mellifera PE=3 SV=1

4 11712 tr|V9IK50|V9IK50_APICE 115.31 24 4 4 Y 35840 Glyceraldehyde-3-phosphate dehydrogenase OS=Apis cerana
GN=ACCB10847 PE=2 SV=1

4 11711 tr|A0A088AHC8|A0A088AHC8_APIME 115.31 24 4 4 Y 35883 Glyceraldehyde-3-phosphate dehydrogenase OS=Apis mellifer
a GN=Gapdh PE=3 SV=1

4 11713 tr|A0A2A3E509|A0A2A3E509_APICC 115.31 22 4 4 Y 39233 Glyceraldehyde-3-phosphate dehydrogenase OS=Apis cerana
cerana GN=APICC_00732 PE=4 SV=1

5 11646 tr|V9I8Q3|V9I8Q3_APICE 115.02 23 4 4 Y 28076 2014-3-3 protein zeta OS=Apis cerana GN=ACCB00245.3 PE=
2 SV=1

5 11645 tr|G9I551|G9I551_9HYME 115.02 23 4 4 Y 28092 14-3-3 zeta (Fragment) OS=Megachile rotundata PE=3 SV=1

5 11647 tr|G9I553|G9I553_9HYME 115.02 23 4 4 Y 28083 14-3-3 zeta OS=Megachile rotundata PE=3 SV=1

5 11648 tr|G9I552|G9I552_9HYME 115.02 23 4 4 Y 28090 14-3-3 zeta OS=Megachile rotundata PE=3 SV=1

5 11649 tr|A0A088AHG5|A0A088AHG5_APIME 115.02 14 4 4 Y 45145 Uncharacterized protein OS=Apis mellifera PE=3 SV=1

14 11669 tr|A0A088AST9|A0A088AST9_APIME 110.18 10 2 2 N 39789 Enolase OS=Apis mellifera PE=4 SV=1

12 11666 tr|A0A2A3E8V4|A0A2A3E8V4_APICC 109.14 7 2 2 N 53334 Synaptic vesicle membrane protein VAT-1 OS=Apis cerana cer
ana GN=APICC_08337 PE=4 SV=1

12 11664 tr|V9IAR8|V9IAR8_APICE 109.14 7 2 2 N 51304 Synaptic vesicle membrane protein VAT-1-like OS=Apis cerana
GN=ACCB00697.1 PE=2 SV=1

12 11665 tr|A0A088A347|A0A088A347_APIME 109.14 7 2 2 N 51304 Uncharacterized protein OS=Apis mellifera GN=LOC409207 PE
=4 SV=1

12 11663 tr|A0A026WY44|A0A026WY44_OOCBI 109.14 9 2 2 N 40240
Synaptic vesicle membrane protein VAT-1-like protein-like prot
ein (Fragment) OS=Ooceraea biroi GN=X777_08174 PE=4 SV
=1

9 11657 tr|A0A232ETH5|A0A232ETH5_9HYME 101.64 4 3 3 N 105753 Delta-aminolevulinic acid dehydratase OS=Trichomalopsis sarc
ophagae GN=TSAR_003676 PE=3 SV=1

9 11678 tr|F5BYH9|F5BYH9_HELAM 101.64 7 3 3 N 73030 Heat shock protein OS=Helicoverpa armigera PE=2 SV=1

9 11679 tr|I4DIU0|I4DIU0_PAPXU 101.64 7 3 3 N 72996 Heat shock protein cognate 3 OS=Papilio xuthus PE=2 SV=1

9 11677 tr|V9IGA1|V9IGA1_APICE 101.64 7 3 3 N 72866 Glucose-regulated protein OS=Apis cerana GN=ACCB02326 P
E=2 SV=1

9 11676 tr|A0A1A9WZF3|A0A1A9WZF3_9MUSC 101.64 7 3 3 N 72720 Uncharacterized protein OS=Glossina brevipalpis PE=3 SV=1

9 11675 tr|A0A212FBA7|A0A212FBA7_DANPL 101.64 7 3 3 N 72732 Heat shock cognate 70 protein OS=Danaus plexippus plexippu
s GN=KGM_208844 PE=3 SV=1

9 11674 tr|A0A194PQY8|A0A194PQY8_PAPXU 101.64 7 3 3 N 72637 Heat shock 70 kDa protein cognate 3 OS=Papilio xuthus GN=
RR46_08832 PE=3 SV=1

9 11672 tr|A0A0M9A8F3|A0A0M9A8F3_9HYME 101.64 7 3 3 N 72650 Heat shock 70 kDa protein cognate 3 OS=Melipona quadrifasci
ata GN=WN51_09203 PE=3 SV=1

9 11673 tr|A0A088ACF4|A0A088ACF4_APIME 101.64 7 3 3 N 72478 Uncharacterized protein OS=Apis mellifera PE=3 SV=1

13 11786 tr|E4W6B4|E4W6B4_PROCL 98.77 9 3 3 Y 55914 ATP synthase subunit beta OS=Procambarus clarkii PE=2 SV=
1

13 4519 tr|D8VIP0|D8VIP0_HELME 98.77 14 3 3 Y 37534 ATP synthase subunit beta (Fragment) OS=Heliconius melpom
ene melpomene PE=4 SV=1

13 4517 tr|G3KAY5|G3KAY5_HELNM 98.77 14 3 3 Y 36677 ATP synthase subunit beta (Fragment) OS=Heliconius numata
silvana GN=ATPs PE=4 SV=1

13 4518 tr|G3KAV3|G3KAV3_HELNM 98.77 14 3 3 Y 36677 ATP synthase subunit beta (Fragment) OS=Heliconius numata
arcuella GN=ATPs PE=4 SV=1

13 11781 tr|A0A182YSV3|A0A182YSV3_ANOST 98.77 11 3 3 Y 47035 ATP synthase subunit beta OS=Anopheles stephensi PE=3 SV
=1

13 11787 tr|E0W6V9|E0W6V9_MARJA 98.77 9 3 3 Y 55854 ATP synthase subunit beta OS=Marsupenaeus japonicus PE=2
SV=1

13 4533 tr|Q1HPT1|Q1HPT1_BOMMO 98.77 9 3 3 Y 54988 ATP synthase subunit beta OS=Bombyx mori GN=Atpsyn-beta
PE=2 SV=1

13 11785 tr|V9IJZ2|V9IJZ2_APICE 98.77 9 3 3 Y 55130 ATP synthase subunit beta OS=Apis cerana GN=ACCB10178 P
E=2 SV=1

13 4532 tr|I4DIU5|I4DIU5_PAPXU 98.77 10 3 3 Y 54872 ATP synthase subunit beta OS=Papilio xuthus GN=RR46_1481
9 PE=2 SV=1

13 4531 tr|A0A1B0CLT6|A0A1B0CLT6_LUTLO 98.77 10 3 3 Y 54969 ATP synthase subunit beta OS=Lutzomyia longipalpis PE=3 SV
=1

13 11783 tr|A0A0M4F807|A0A0M4F807_DROBS 98.77 10 3 3 Y 54273 ATP synthase subunit beta OS=Drosophila busckii GN=Dbus_c
hr4g20 PE=3 SV=1

13 11782 tr|A0A182T1X0|A0A182T1X0_9DIPT 98.77 10 3 3 Y 53945 ATP synthase subunit beta OS=Anopheles maculatus PE=3 SV
=1

13 4528 tr|E3XEC7|E3XEC7_ANODA 98.77 10 3 3 Y 53768 ATP synthase subunit beta OS=Anopheles darlingi GN=AND_0
06288 PE=3 SV=1

13 4529 tr|A0A182FTY6|A0A182FTY6_ANOAL 98.77 10 3 3 Y 53768 ATP synthase subunit beta OS=Anopheles albimanus PE=3 SV
=1

13 4530 tr|A0A1I8NT76|A0A1I8NT76_STOCA 98.77 10 3 3 Y 54485 ATP synthase subunit beta OS=Stomoxys calcitrans GN=1060
84826 PE=3 SV=1

13 4740 tr|Q7PZV3|Q7PZV3_ANOGA 92.38 13 2 2 N 23962 AGAP012106-PA (Fragment) OS=Anopheles gambiae GN=128
0570 PE=4 SV=4

13 4739 tr|Q7PKD7|Q7PKD7_ANOGA 92.38 13 2 2 N 22698 AGAP012081-PA (Fragment) OS=Anopheles gambiae GN=128
0592 PE=4 SV=2

13 4541 tr|A0A023FND3|A0A023FND3_9ACAR 92.38 6 2 2 N 56225 ATP synthase subunit beta (Fragment) OS=Amblyomma cajen
nense PE=2 SV=1

11 11698 tr|A0A088ACZ3|A0A088ACZ3_APIME 95.47 17 3 3 Y 30482 Uncharacterized protein OS=Apis mellifera GN=porin PE=4 SV
=1

11 11699 tr|V9IK96|V9IK96_APICE 95.47 17 3 3 Y 30482 Voltage-dependent anion-selective channel OS=Apis cerana G
N=ACCB10957 PE=2 SV=1

7 11680 tr|A0A087ZPQ8|A0A087ZPQ8_APIME 91.89 14 3 3 Y 41713 Fructose-bisphosphate aldolase OS=Apis mellifera PE=3 SV=1

10 11709 O18330|MRJP1_APIME 90.77 6 2 2 N 48886 Major royal jelly protein 1 OS=Apis mellifera GN=MRJP1 PE=1
SV=1

10 11710 tr|C6K481|C6K481_APIME 90.77 6 2 2 N 48886 Major royal jelly protein 1 OS=Apis mellifera PE=2 SV=1

total 218 proteins
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26 50841 tr|A0A1W4WYG0|A0A1W4WYG0_AGRPL 76.10 3 1 1 N 60897 arginine kinase isoform X1 OS=Agrilus planipennis GN=LOC10
8737292 PE=3 SV=1

26 50840 tr|A0A1B6I0G0|A0A1B6I0G0_9HEMI 76.10 3 1 1 N 58337 Uncharacterized protein OS=Homalodisca liturata GN=g.1447
9 PE=3 SV=1

26 50839 tr|A0A084W9Z4|A0A084W9Z4_ANOSI 76.10 4 1 1 N 45177 AGAP005627-PB-like protein OS=Anopheles sinensis GN=ZHA
S_00015056 PE=3 SV=1

26 50838 tr|Q7PIQ5|Q7PIQ5_ANOGA 76.10 4 1 1 N 43773 AGAP005627-PA OS=Anopheles gambiae GN=1276313 PE=3
SV=3

26 50837 tr|A0A1B6K7L4|A0A1B6K7L4_9HEMI 76.10 4 1 1 N 41972 Uncharacterized protein OS=Homalodisca liturata GN=g.1447
7 PE=3 SV=1

26 50836 tr|A0A1B6IHK2|A0A1B6IHK2_9HEMI 76.10 4 1 1 N 39981 Uncharacterized protein OS=Homalodisca liturata GN=g.1448
6 PE=3 SV=1

26 50835 tr|A7UTS9|A7UTS9_ANOGA 76.10 4 1 1 N 39775 AGAP005627-PC OS=Anopheles gambiae GN=1276313 PE=3
SV=1

26 50834 tr|B3GCX2|B3GCX2_9COLE 76.10 6 1 1 N 28108 Arginine kinase (Fragment) OS=Tenomerga cinerea PE=3 SV=
1

26 50833 tr|B3GCX8|B3GCX8_9COLE 76.10 6 1 1 N 28141 Arginine kinase (Fragment) OS=Dineutus sublineatus PE=3 SV
=1

26 50831 tr|J4H7X4|J4H7X4_9DYTI 76.10 6 1 1 N 27476 Ark (Fragment) OS=Sternopriscus wehnckei GN=arginine kina
se PE=3 SV=1

26 50832 tr|J4H166|J4H166_9DYTI 76.10 6 1 1 N 27462 Ark (Fragment) OS=Sternopriscus mundanus GN=arginine kin
ase PE=3 SV=1

26 50829 tr|B3GCX9|B3GCX9_METCO 76.10 6 1 1 N 27379 Arginine kinase (Fragment) OS=Metrius contractus PE=3 SV=
1

26 50830 tr|B3GCY8|B3GCY8_9CARA 76.10 6 1 1 N 27302 Arginine kinase (Fragment) OS=Bembidion inaequale PE=3 SV
=1

26 50828 tr|F4YJL0|F4YJL0_9CUCU 76.10 6 1 1 N 27078 Arginine kinase (Fragment) OS=Xyleborus artespinulosus PE=
3 SV=1

26 50826 tr|A0A0A0RI03|A0A0A0RI03_9CARA 76.10 6 1 1 N 26714 Arginine kinase (Fragment) OS=Paussus damarinus PE=3 SV=
1

26 50827 tr|A0A0A0RPF2|A0A0A0RPF2_9CARA 76.10 6 1 1 N 26772 Arginine kinase (Fragment) OS=Paussus dohrni PE=3 SV=1

26 50823 tr|B3FA28|B3FA28_9CARA 76.10 7 1 1 N 25167 Arginine kinase (Fragment) OS=Bembidion rothfelsi GN=ArgK
PE=3 SV=1

26 50824 tr|B3F9Z8|B3F9Z8_9CARA 76.10 7 1 1 N 25167 Arginine kinase (Fragment) OS=Bembidion chalceum GN=Arg
K PE=3 SV=1

26 50825 tr|B3F9Y1|B3F9Y1_9CARA 76.10 7 1 1 N 25167 Arginine kinase (Fragment) OS=Bembidion arenobilis GN=Arg
K PE=3 SV=1

26 50819 tr|J7EQ35|J7EQ35_9COLE 76.10 7 1 1 N 25234 Arginine kinase (Fragment) OS=Chrysobothris shawnee PE=3
SV=1

26 50820 tr|J7EPA5|J7EPA5_9COLE 76.10 7 1 1 N 25188 Arginine kinase (Fragment) OS=Chrysobothris rugosiceps PE=
3 SV=1

26 50821 tr|J7EN85|J7EN85_9COLE 76.10 7 1 1 N 25220 Arginine kinase (Fragment) OS=Chrysobothris femorata PE=3
SV=1

26 50822 tr|J7EQ70|J7EQ70_9COLE 76.10 7 1 1 N 25220 Arginine kinase (Fragment) OS=Chrysobothris wintu PE=3 SV
=1

26 50818 tr|F4YJL3|F4YJL3_9CUCU 76.10 7 1 1 N 24965 Arginine kinase (Fragment) OS=Xyleborus aff. impexus AIC-2
011 PE=3 SV=1

26 50817 tr|M1XFD9|M1XFD9_9DYTI 76.10 7 1 1 N 24816 Arginine kinase (Fragment) OS=Carabdytes upin GN=ark PE=
3 SV=1

26 50816 tr|A0A0A0QTY4|A0A0A0QTY4_IPSTY 76.10 8 1 1 N 22343 Arginine kinase (Fragment) OS=Ips typographus GN=ArgK PE
=3 SV=1

26 50813 tr|A0A0U3BYR0|A0A0U3BYR0_9SCAR 76.10 8 1 1 N 21627 Arginine kinase (Fragment) OS=Dynastes hercules hercules G
N=argK PE=3 SV=1

26 50814 tr|A0A0U2RDA7|A0A0U2RDA7_9SCAR 76.10 8 1 1 N 21627 Arginine kinase (Fragment) OS=Dynastes hercules paschoali
GN=argK PE=3 SV=1

26 50815 tr|A0A0U3CB64|A0A0U3CB64_9SCAR 76.10 8 1 1 N 21627 Arginine kinase (Fragment) OS=Dynastes hercules GN=argK P
E=3 SV=1

26 50812 tr|A0A0U3BCD2|A0A0U3BCD2_9SCAR 76.10 8 1 1 N 21555 Arginine kinase (Fragment) OS=Dynastes hercules occidentali
s GN=argK PE=3 SV=1

19 11818 tr|A0A067QJP9|A0A067QJP9_ZOONE 62.08 3 1 1 N 66600 Protein ROP OS=Zootermopsis nevadensis GN=L798_02248 P
E=3 SV=1

19 11806 tr|A0A1B6GVI9|A0A1B6GVI9_9HEMI 62.08 3 1 1 N 50526 Uncharacterized protein (Fragment) OS=Cuerna arida GN=g.3
6277 PE=3 SV=1

19 11835 tr|A0A0N0BCK0|A0A0N0BCK0_9HYME 62.08 2 1 1 N 77801 Protein ROP OS=Melipona quadrifasciata GN=WN51_06176 PE
=3 SV=1

19 11834 tr|E2AA52|E2AA52_CAMFO 62.08 2 1 1 N 73998 Protein ROP OS=Camponotus floridanus GN=EAG_11820 PE=
3 SV=1

19 11833 tr|A0A195DWY9|A0A195DWY9_9HYME 62.08 2 1 1 N 73738 Protein ROP OS=Trachymyrmex cornetzi GN=ALC57_10375 PE
=3 SV=1

19 11832 tr|A0A195FYQ4|A0A195FYQ4_9HYME 62.08 2 1 1 N 73246 Protein ROP (Fragment) OS=Trachymyrmex septentrionalis GN
=ALC56_00126 PE=3 SV=1

19 11831 tr|F4WGN1|F4WGN1_ACREC 62.08 2 1 1 N 72621 Protein ROP OS=Acromyrmex echinatior GN=G5I_04816 PE=3
SV=1

19 11830 tr|A0A151IBC5|A0A151IBC5_9HYME 62.08 2 1 1 N 72469 Protein ROP OS=Cyphomyrmex costatus GN=ALC62_12408 P
E=3 SV=1

19 11829 tr|A0A154PJE5|A0A154PJE5_9HYME 62.08 2 1 1 N 72016 Protein ROP (Fragment) OS=Dufourea novaeangliae GN=WN5
5_03479 PE=3 SV=1

19 11828 tr|A0A195BXB7|A0A195BXB7_9HYME 62.08 2 1 1 N 72023 Protein ROP OS=Atta colombica GN=ALC53_00225 PE=3 SV=
1

19 11827 tr|A0A232FGS2|A0A232FGS2_9HYME 62.08 2 1 1 N 70865 Uncharacterized protein OS=Trichomalopsis sarcophagae GN=
TSAR_001702 PE=3 SV=1

19 11826 tr|A0A088ACI1|A0A088ACI1_APIME 62.08 2 1 1 N 70236 Uncharacterized protein OS=Apis mellifera PE=3 SV=1

19 11825 tr|A0A0A9Z3R2|A0A0A9Z3R2_LYGHE 62.08 3 1 1 N 67587 Protein ROP (Fragment) OS=Lygus hesperus GN=Rop_0 PE=3
SV=1

19 11823 tr|A0A1Y1LDV6|A0A1Y1LDV6_PHOPY 62.08 3 1 1 N 67451 Uncharacterized protein OS=Photinus pyralis PE=3 SV=1

19 11824 tr|K7IZP4|K7IZP4_NASVI 62.08 3 1 1 N 67690 Uncharacterized protein OS=Nasonia vitripennis GN=LOC1001
19538 PE=3 SV=1

19 11822 tr|A0A0J7KU67|A0A0J7KU67_LASNI 62.08 3 1 1 N 67157 Protein rop OS=Lasius niger GN=RF55_6075 PE=3 SV=1

19 11820 tr|A0A069DW98|A0A069DW98_9HEMI 62.08 3 1 1 N 66762 Putative vesicle trafficking protein sec1 OS=Panstrongylus me
gistus PE=2 SV=1

total 218 proteins



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 5/66

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

19 11819 tr|A0A1B6DP73|A0A1B6DP73_9HEMI 62.08 3 1 1 N 66957 Uncharacterized protein OS=Clastoptera arizonana GN=g.379
66 PE=3 SV=1

19 11821 tr|A0A0P4VMN7|A0A0P4VMN7_9HEMI 62.08 3 1 1 N 66849 Putative vesicle trafficking protein sec1 OS=Rhodnius neglectu
s PE=2 SV=1

19 11817 tr|E0VWU1|E0VWU1_PEDHC 62.08 3 1 1 N 66833 Protein ROP, putative OS=Pediculus humanus subsp. corporis
GN=8235768 PE=3 SV=1

19 11814 tr|R4WS90|R4WS90_RIPPE 62.08 3 1 1 N 66745 Syntaxin binding protein-1,2,3 OS=Riptortus pedestris PE=2 S
V=1

19 11815 tr|A0A158NNZ9|A0A158NNZ9_ATTCE 62.08 3 1 1 N 66826 Uncharacterized protein OS=Atta cephalotes GN=105622449
PE=3 SV=1

19 11816 tr|A0A151X8A1|A0A151X8A1_9HYME 62.08 3 1 1 N 66806 Protein ROP OS=Trachymyrmex zeteki GN=ALC60_04448 PE=
3 SV=1

19 11813 tr|A0A0C9Q2F2|A0A0C9Q2F2_9HYME 62.08 3 1 1 N 66218 Rop_0 protein (Fragment) OS=Fopius arisanus GN=Rop_1 PE
=3 SV=1

19 11812 tr|T1IAP1|T1IAP1_RHOPR 62.08 3 1 1 N 66519 Uncharacterized protein (Fragment) OS=Rhodnius prolixus PE
=3 SV=1

19 11811 tr|A0A0L7QPT2|A0A0L7QPT2_9HYME 62.08 3 1 1 N 65885 Protein ROP (Fragment) OS=Habropoda laboriosa GN=WH47_
07849 PE=3 SV=1

19 11810 tr|V9IAQ1|V9IAQ1_APICE 62.08 3 1 1 N 65423 Syntaxin-binding protein 1 OS=Apis cerana GN=ACCB00715.1
PE=2 SV=1

19 11809 tr|V9ID17|V9ID17_APICE 62.08 3 1 1 N 65502 Syntaxin-binding protein 1 OS=Apis cerana GN=ACCB00715.2
PE=2 SV=1

19 11808 tr|E2B6A3|E2B6A3_HARSA 62.08 3 1 1 N 65634 Protein ROP OS=Harpegnathos saltator GN=EAI_13038 PE=3
SV=1

19 11807 tr|A0A0C9RMG4|A0A0C9RMG4_9HYME 62.08 3 1 1 N 64355 Rop_2 protein (Fragment) OS=Fopius arisanus GN=Rop_2 PE
=3 SV=1

8 11771 tr|A0A0A0VC07|A0A0A0VC07_9ARAC 60.72 7 1 1 N 21477 ATP/ADP translocase OS=Scytodes thoracica PE=2 SV=1

8 11772 tr|A0A0P6CE35|A0A0P6CE35_9CRUS 60.72 4 1 1 N 32931 ADP/ATP translocase OS=Daphnia magna PE=3 SV=1

8 11773 tr|A0A1W7R9C9|A0A1W7R9C9_9SCOR 60.72 4 1 1 N 33220 ADP/ATP translocase 3 OS=Hadrurus spadix PE=3 SV=1

8 11774 tr|V9IK47|V9IK47_APICE 60.72 4 1 1 N 33013 ADP,ATP carrier protein 2 OS=Apis cerana GN=ACCB10355 PE
=2 SV=1

8 11776 tr|M9NYU2|M9NYU2_APICC 60.72 4 1 1 N 32983 Adenine nucleotide translocase OS=Apis cerana cerana GN=A
NT PE=2 SV=1

8 11777 tr|A0A087U5M6|A0A087U5M6_9ARAC 60.72 4 1 1 N 33367 ADP/ATP translocase 1 (Fragment) OS=Stegodyphus mimosar
um GN=X975_20222 PE=3 SV=1

8 11778 tr|Q6VQ13|Q6VQ13_APIME 60.72 4 1 1 N 32986 ADP/ATP translocase OS=Apis mellifera GN=Ant PE=2 SV=1

8 11775 tr|A0A2A3ELD5|A0A2A3ELD5_APICC 60.72 4 1 1 N 33013 ADP,ATP carrier protein OS=Apis cerana cerana GN=APICC_04
827 PE=4 SV=1

16 11800 tr|A0A0J7L3Z2|A0A0J7L3Z2_LASNI 59.67 11 1 1 N 15503 Myelin p2 OS=Lasius niger GN=RF55_2486 PE=3 SV=1

16 11798 tr|A0A2A3ERN5|A0A2A3ERN5_APICC 59.67 11 1 1 N 15194 Fatty acid-binding protein, muscle OS=Apis cerana cerana GN
=APICC_00057 PE=4 SV=1

16 11799 tr|A0A088AE74|A0A088AE74_APIME 59.67 11 1 1 N 15223 Uncharacterized protein OS=Apis mellifera GN=Fabp PE=3 SV
=1

16 11794 tr|Q76LA4|Q76LA4_APIME 59.67 11 1 1 N 15035 Fatty acid binding protein OS=Apis mellifera GN=FABP PE=2 S
V=1

16 11795 tr|A0A023EFS1|A0A023EFS1_AEDAL 59.67 11 1 1 N 14795 Putative fatty acid-binding protein fabp OS=Aedes albopictus
GN=109402823 PE=2 SV=1

16 11796 tr|A0A1L8DZ33|A0A1L8DZ33_9DIPT 59.67 11 1 1 N 14879 Putative fatty acid-binding protein fabp OS=Nyssomyia neivai
PE=3 SV=1

16 11797 tr|V9IIS4|V9IIS4_APICE 59.67 11 1 1 N 15007 Fatty acid binding protein OS=Apis cerana GN=ACCB10883 PE
=2 SV=1

16 11791 tr|Q177Y4|Q177Y4_AEDAE 59.67 11 1 1 N 14803 AAEL005997-PA OS=Aedes aegypti GN=AAEL005997 PE=3 SV
=1

16 11792 tr|T1E383|T1E383_9DIPT 59.67 11 1 1 N 14770 Putative fatty acid bindin protein OS=Psorophora albipes PE=2
SV=1

16 11793 tr|A0A1B0EX54|A0A1B0EX54_LUTLO 59.67 11 1 1 N 14909 Uncharacterized protein OS=Lutzomyia longipalpis PE=3 SV=1

27 11916 tr|A0A1B6MNR0|A0A1B6MNR0_9HEMI 56.39 9 1 1 N 18875 Uncharacterized protein (Fragment) OS=Graphocephala atrop
unctata GN=g.39446 PE=4 SV=1

27 11915 tr|A0A0K8TZW2|A0A0K8TZW2_BACLA 56.39 14 1 1 N 12050 Phosphatidylinositol transfer protein beta isoform OS=Bactroc
era latifrons GN=Pitpnb_3 PE=4 SV=1

27 11944 tr|A0A1A9WJA5|A0A1A9WJA5_9MUSC 56.39 5 1 1 N 35003 Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1

27 11943 tr|A0A1B0G7Y9|A0A1B0G7Y9_GLOMM 56.39 5 1 1 N 34467 Uncharacterized protein OS=Glossina morsitans morsitans PE
=4 SV=1

27 11942 tr|A0A067R8Y0|A0A067R8Y0_ZOONE 56.39 5 1 1 N 34477 Phosphatidylinositol transfer protein alpha isoform OS=Zooter
mopsis nevadensis GN=L798_05574 PE=4 SV=1

27 11941 tr|A0A0N7Z9V5|A0A0N7Z9V5_9EUCA 56.39 5 1 1 N 34580 Uncharacterized protein OS=Scylla olivacea PE=4 SV=1

27 11939 tr|L7M5S1|L7M5S1_9ACAR 56.39 5 1 1 N 32599 Putative phosphatidylinositol transfer protein OS=Rhipicephalu
s pulchellus PE=2 SV=1

27 11940 tr|A0A224YXR0|A0A224YXR0_9ACAR 56.39 5 1 1 N 32599 Phosphatidylinositol transfer protein OS=Rhipicephalus zambe
ziensis PE=4 SV=1

27 11938 tr|L7M5B6|L7M5B6_9ACAR 56.39 5 1 1 N 32562 Putative phosphatidylinositol transfer protein OS=Rhipicephalu
s pulchellus PE=2 SV=1

27 11937 tr|A0A0L7QKW7|A0A0L7QKW7_9HYME 56.39 5 1 1 N 32076 Phosphatidylinositol transfer protein alpha isoform OS=Habrop
oda laboriosa GN=WH47_11448 PE=4 SV=1

27 11935 tr|W8BHP2|W8BHP2_CERCA 56.39 5 1 1 N 31555 Phosphatidylinositol transfer protein beta isoform OS=Ceratitis
capitata GN=PIPNB PE=2 SV=1

27 11936 tr|A0A034W637|A0A034W637_BACDO 56.39 5 1 1 N 31632 Phosphatidylinositol transfer protein alpha isoform OS=Bactro
cera dorsalis GN=PIPNA PE=4 SV=1

27 11931 tr|A0A224XUC6|A0A224XUC6_9HEMI 56.39 6 1 1 N 31728 Putative phosphatidylinositol transfer protein OS=Panstrongyl
us lignarius PE=4 SV=1

27 11932 tr|T1PCP0|T1PCP0_MUSDO 56.39 6 1 1 N 31296 Phosphatidylinositol transfer protein OS=Musca domestica GN
=101889625 PE=2 SV=1

27 11933 tr|D3TN38|D3TN38_GLOMM 56.39 6 1 1 N 31511 Phosphatidylinositol transfer protein OS=Glossina morsitans m
orsitans PE=2 SV=1

27 11934 tr|R4G5F6|R4G5F6_RHOPR 56.39 6 1 1 N 31762 Putative phosphatidylinositol transfer protein OS=Rhodnius pr
olixus PE=2 SV=1

27 11930 tr|A0A1I8MLN0|A0A1I8MLN0_MUSDO 56.39 6 1 1 N 31362 Uncharacterized protein OS=Musca domestica GN=101889625
PE=4 SV=1

27 11927 tr|A0A088AUP1|A0A088AUP1_APIME 56.39 6 1 1 N 31549 Uncharacterized protein OS=Apis mellifera GN=vib PE=4 SV=
1
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27 11928 tr|A0A1B6IDS7|A0A1B6IDS7_9HEMI 56.39 6 1 1 N 31376 Uncharacterized protein OS=Homalodisca liturata GN=g.4192
9 PE=4 SV=1

27 11924 tr|A0A0J7L2C9|A0A0J7L2C9_LASNI 56.39 6 1 1 N 31356 Phosphatidylinositol transfer protein alpha isoform OS=Lasius
niger GN=RF55_2913 PE=4 SV=1

27 11925 tr|A0A0A9YWM3|A0A0A9YWM3_LYGHE 56.39 6 1 1 N 31362 Phosphatidylinositol transfer protein alpha isoform OS=Lygus
hesperus GN=PITPNA_1 PE=4 SV=1

27 11926 tr|A0A1B6FGX0|A0A1B6FGX0_9HEMI 56.39 6 1 1 N 31436 Uncharacterized protein OS=Cuerna arida GN=g.40960 PE=4
SV=1

27 11929 tr|V9IGA9|V9IGA9_APICE 56.39 6 1 1 N 31549 Phosphatidylinositol transfer protein alpha isoform OS=Apis ce
rana GN=ACCB04141 PE=2 SV=1

27 11922 tr|D3PIG7|D3PIG7_LEPSM 56.39 6 1 1 N 31382 Phosphatidylinositol transfer protein beta isoform OS=Lepeop
htheirus salmonis GN=PIPNB PE=2 SV=1

27 11921 tr|A0A0P4VQ48|A0A0P4VQ48_9EUCA 56.39 6 1 1 N 31557 Uncharacterized protein OS=Scylla olivacea PE=4 SV=1

27 11923 tr|A0A224Z5P9|A0A224Z5P9_9ACAR 56.39 6 1 1 N 31276 Phosphatidylinositol transfer protein OS=Rhipicephalus zambe
ziensis PE=4 SV=1

27 11920 tr|C1C1G0|C1C1G0_CALCM 56.39 6 1 1 N 31212 Phosphatidylinositol transfer protein alpha isoform OS=Caligus
clemensi GN=PIPNA PE=2 SV=1

27 11919 tr|A0A1I8PUA1|A0A1I8PUA1_STOCA 56.39 6 1 1 N 30551 Uncharacterized protein OS=Stomoxys calcitrans GN=106084
712 PE=4 SV=1

27 11918 tr|A0A232FH25|A0A232FH25_9HYME 56.39 6 1 1 N 30760 Uncharacterized protein (Fragment) OS=Trichomalopsis sarco
phagae GN=TSAR_017055 PE=4 SV=1

27 11917 tr|A0A0K8VNQ1|A0A0K8VNQ1_BACLA 56.39 7 1 1 N 26186 Phosphatidylinositol transfer protein beta isoform OS=Bactroc
era latifrons GN=Pitpnb_1 PE=4 SV=1

20 50799 tr|I1ZEB5|I1ZEB5_9ACAR 51.22 3 1 1 N 62273 Heat shock protein cognate 5 (Fragment) OS=Trochilodectes s
p. AD1236 GN=Hsc70-5 PE=3 SV=1

28 11998 tr|D9IFR6|D9IFR6_9DIPT 48.68 2 1 1 N 69844 Heat shock protein 70-p1 OS=Oxycera pardalina PE=3 SV=1

15 12710 tr|A0A026W3N3|A0A026W3N3_OOCBI 46.11 1 2 2 N 278590 Spectrin alpha chain OS=Ooceraea biroi GN=X777_12199 PE=
4 SV=1

29 50843 tr|A0A1B6ENV6|A0A1B6ENV6_9HEMI 44.82 3 1 1 N 43714 Uncharacterized protein OS=Cuerna arida GN=g.43130 PE=4
SV=1

18 11865 tr|A0A1C9FPZ6|A0A1C9FPZ6_9HYME 43.82 6 1 1 N 23638 Triosephosphate isomerase (Fragment) OS=Pristiphora staudi
ngeri PE=3 SV=1

18 11868 tr|A0A1C9FPZ7|A0A1C9FPZ7_9HYME 43.82 6 1 1 N 23652 Triosephosphate isomerase (Fragment) OS=Pristiphora ruficor
nis PE=3 SV=1

18 11869 tr|A0A289YXQ1|A0A289YXQ1_9HYME 43.82 6 1 1 N 23680 Triosephosphate isomerase (Fragment) OS=Pristiphora brevis
PE=4 SV=1

18 11863 tr|A0A1C9FQ23|A0A1C9FQ23_9HYME 43.82 6 1 1 N 23682 Triosephosphate isomerase (Fragment) OS=Pristiphora abietin
a PE=3 SV=1

18 11864 tr|A0A1C9FPY5|A0A1C9FPY5_9HYME 43.82 6 1 1 N 23638 Triosephosphate isomerase (Fragment) OS=Pristiphora albitibi
a PE=3 SV=1

18 11866 tr|A0A1C9FPY7|A0A1C9FPY7_9HYME 43.82 6 1 1 N 23638 Triosephosphate isomerase (Fragment) OS=Pristiphora luteipe
s PE=3 SV=1

18 11867 tr|A0A1C9FQ28|A0A1C9FQ28_9HYME 43.82 6 1 1 N 23724 Triosephosphate isomerase (Fragment) OS=Pristiphora mollis
PE=3 SV=1

18 11871 tr|A0A289Z694|A0A289Z694_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora conjug
ata PE=4 SV=1

18 11873 tr|A0A289ZSG2|A0A289ZSG2_9HYME 43.82 6 1 1 N 24211 Triosephosphate isomerase (Fragment) OS=Pristiphora appen
diculata PE=4 SV=1

18 11875 tr|A0A289Z5U6|A0A289Z5U6_9HYME 43.82 6 1 1 N 24255 Triosephosphate isomerase (Fragment) OS=Pristiphora staudi
ngeri PE=4 SV=1

18 11876 tr|A0A289ZUV1|A0A289ZUV1_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora condei
PE=4 SV=1

18 11882 tr|A0A289YU85|A0A289YU85_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora carinat
a PE=4 SV=1

18 11883 tr|A0A289ZSB5|A0A289ZSB5_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora angula
ta PE=4 SV=1

18 11885 tr|A0A289YUJ3|A0A289YUJ3_9HYME 43.82 6 1 1 N 24281 Triosephosphate isomerase (Fragment) OS=Cladius compressi
cornis PE=4 SV=1

18 11887 tr|A0A289Z121|A0A289Z121_9HYME 43.82 6 1 1 N 24255 Triosephosphate isomerase (Fragment) OS=Pristiphora caraga
nae PE=4 SV=1

18 11888 tr|A0A289ZGX1|A0A289ZGX1_9HYME 43.82 6 1 1 N 24255 Triosephosphate isomerase (Fragment) OS=Pristiphora subopa
ca PE=4 SV=1

18 11870 tr|A0A289ZUT5|A0A289ZUT5_9HYME 43.82 6 1 1 N 24327 Triosephosphate isomerase (Fragment) OS=Pristiphora punctif
rons PE=4 SV=1

18 11872 tr|A0A289YXV8|A0A289YXV8_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora compr
essa PE=4 SV=1

18 11874 tr|A0A289ZSB4|A0A289ZSB4_9HYME 43.82 6 1 1 N 24255 Triosephosphate isomerase (Fragment) OS=Pristiphora bifida
PE=4 SV=1

18 11877 tr|A0A289ZSL8|A0A289ZSL8_9HYME 43.82 6 1 1 N 24299 Triosephosphate isomerase (Fragment) OS=Pristiphora testace
a PE=4 SV=1

18 11878 tr|A0A289ZSJ3|A0A289ZSJ3_9HYME 43.82 6 1 1 N 24227 Triosephosphate isomerase (Fragment) OS=Pristiphora amphi
bola PE=4 SV=1

18 11879 tr|A0A289YU32|A0A289YU32_9HYME 43.82 6 1 1 N 24269 Triosephosphate isomerase (Fragment) OS=Pristiphora melan
ocarpa PE=4 SV=1

18 11880 tr|A0A289ZS39|A0A289ZS39_9HYME 43.82 6 1 1 N 24297 Triosephosphate isomerase (Fragment) OS=Pristiphora rufipes
PE=4 SV=1

18 11881 tr|A0A289YFQ4|A0A289YFQ4_9HYME 43.82 6 1 1 N 24239 Triosephosphate isomerase (Fragment) OS=Pristiphora dedear
a PE=4 SV=1

18 11884 tr|A0A289ZGZ1|A0A289ZGZ1_9HYME 43.82 6 1 1 N 24269 Triosephosphate isomerase (Fragment) OS=Pristiphora ruficor
nis PE=4 SV=1

18 11886 tr|A0A289YU53|A0A289YU53_9HYME 43.82 6 1 1 N 24297 Triosephosphate isomerase (Fragment) OS=Pristiphora cincta
PE=4 SV=1

18 11891 tr|V9IKD3|V9IKD3_APICE 43.82 5 1 1 N 26885 Triosephosphate isomerase OS=Apis cerana GN=ACCB10042 P
E=2 SV=1

18 11892 tr|A0A1L1ZLV2|A0A1L1ZLV2_APICC 43.82 5 1 1 N 26885 Triosephosphate isomerase OS=Apis cerana cerana GN=Tpi PE
=2 SV=1

18 11889 tr|A0A0J7KLG9|A0A0J7KLG9_LASNI 43.82 5 1 1 N 26774 Triosephosphate isomerase OS=Lasius niger GN=RF55_8905 P
E=3 SV=1

18 11890 tr|A4ZXC4|A4ZXC4_APIME 43.82 5 1 1 N 26899 Triosephosphate isomerase OS=Apis mellifera GN=Tpi PE=2 S
V=1
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25 53070 tr|A0A0L7R8Y4|A0A0L7R8Y4_9HYME 37.12 7 1 1 Y 33611
Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit be
ta-1 (Fragment) OS=Habropoda laboriosa GN=WH47_00158 P
E=4 SV=1

25 53076 tr|A0A088AR98|A0A088AR98_APIME 37.12 7 1 1 Y 37370 Uncharacterized protein OS=Apis mellifera GN=LOC410497 PE
=4 SV=1

25 53077 tr|V9IJ30|V9IJ30_APICE 37.12 7 1 1 Y 37370 Guanine nucleotide-binding protein subunit beta OS=Apis cera
na GN=ACCB10939 PE=2 SV=1

30 12021 tr|B4KM55|B4KM55_DROMO 26.91 1 1 1 N 105928 Uncharacterized protein OS=Drosophila mojavensis GN=Dmoj
\GI19404 PE=4 SV=2

38 51134 tr|A0A151ILK1|A0A151ILK1_9HYME 26.89 0 1 1 N 585668 Midasin OS=Cyphomyrmex costatus GN=ALC62_03318 PE=3
SV=1

21 50875 tr|A0A1B6HTR0|A0A1B6HTR0_9HEMI 26.62 2 1 1 N 43480 Uncharacterized protein (Fragment) OS=Homalodisca liturata
GN=g.4415 PE=4 SV=1

31 51019 tr|A0A212F2D3|A0A212F2D3_DANPL 26.37 4 1 1 N 18076 Pheromone-binding protein OS=Danaus plexippus plexippus G
N=KGM_210513 PE=4 SV=1

31 51025 tr|A0A0L7KX54|A0A0L7KX54_9NEOP 26.37 2 1 1 N 45697 Uncharacterized protein OS=Operophtera brumata GN=OBRU
01_19449 PE=4 SV=1

23 51098 tr|A0NE24|A0NE24_ANOGA 24.14 0 1 1 N 430596 AGAP008807-PA (Fragment) OS=Anopheles gambiae GN=Aga
P_AGAP008807 PE=4 SV=2

32 51020 tr|A0A1J1IXA2|A0A1J1IXA2_9DIPT 22.83 5 1 1 N 26709 CLUMA_CG016452, isoform A OS=Clunio marinus GN=CLUMA
_CG016452 PE=4 SV=1

36 12067 tr|A0A067QWN1|A0A067QWN1_ZOONE 20.97 4 1 1 N 21591 Diuretic hormone OS=Zootermopsis nevadensis GN=L798_11
499 PE=4 SV=1

35 12003 tr|A0A182XX22|A0A182XX22_ANOST 20.96 1 1 1 N 111336 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

35 12004 tr|A0A1A9U6X3|A0A1A9U6X3_ANOST 20.96 1 1 1 N 149137 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

total 218 proteins

tr|A0A087ZTA6|A0A087ZTA6_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.KADIGVAMGIAGSDVSK.Q Y 83.33 1617.8396 -15.4 809.9146 2 31.50 2414 1 711 727

K.LTLKAEELVLGDVVEVK.F Y 79.02 1854.0713 661.7 928.6564 2 37.32 3067 2 162 178

K.KADIGVAM(+15.99)GIAGSDVSK.Q Y 78.72 1633.8345 47.7 817.9635 2 31.62 2428 1 711 727 Oxidation (M)

R.MGAIVAVTGDGVNDSPALK.K Y 77.71 1813.9243 -48.5 907.9255 2 33.41 2628 1 692 710

K.SVGIISEGNETVEDIAQR.L Y 73.56 1915.9486 525.9 959.4854 2 34.39 2738 2 614 631

R.TDNLEDLKQELDIDFHK.I Y 54.10 2072.0061 7.8 1037.0184 2 36.08 2928 1 13 29

K.NLEAVETLGSTSTIC(+57.02)SDK.T Y 41.97 1923.9095 117.0 642.3855 3 33.20 2604 1 344 361 Carbamidomethylation

K.S(+43.01)VGIISEGNETVEDIAQR.L Y 41.36 1958.9545 561.7 981.0347 2 36.91 3020 1 614 631 Carbamylation

K.GVVIC(+114.04)CGDQTVMGR.I Y 33.79 1550.7003 -72.9 776.3009 2 30.63 2321 1 240 253 Ubiquitin

R.EVNGDASEAALLK.C Y 31.11 1315.6619 856.3 659.4015 2 30.12 2268 1 430 442

R.LNIPVSEVNPR.E Y 18.31 1236.6826 -237.8 619.2015 2 31.77 2444 1 632 642

total 11 peptides

tr|V9I6A9|V9I6A9_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.KADIGVAMGIAGSDVSK.Q Y 83.33 1617.8396 -15.4 809.9146 2 31.50 2414 1 718 734

K.LTLKAEELVLGDVVEVK.F Y 79.02 1854.0713 661.7 928.6564 2 37.32 3067 2 169 185

K.KADIGVAM(+15.99)GIAGSDVSK.Q Y 78.72 1633.8345 47.7 817.9635 2 31.62 2428 1 718 734 Oxidation (M)

R.MGAIVAVTGDGVNDSPALK.K Y 77.71 1813.9243 -48.5 907.9255 2 33.41 2628 1 699 717

K.SVGIISEGNETVEDIAQR.L Y 73.56 1915.9486 525.9 959.4854 2 34.39 2738 2 621 638

R.TDNLEDLKQELDIDFHK.I Y 54.10 2072.0061 7.8 1037.0184 2 36.08 2928 1 20 36

K.NLEAVETLGSTSTIC(+57.02)SDK.T Y 41.97 1923.9095 117.0 642.3855 3 33.20 2604 1 351 368 Carbamidomethylation

K.S(+43.01)VGIISEGNETVEDIAQR.L Y 41.36 1958.9545 561.7 981.0347 2 36.91 3020 1 621 638 Carbamylation

K.GVVIC(+114.04)CGDQTVMGR.I Y 33.79 1550.7003 -72.9 776.3009 2 30.63 2321 1 247 260 Ubiquitin

R.EVNGDASEAALLK.C Y 31.11 1315.6619 856.3 659.4015 2 30.12 2268 1 437 449

R.LNIPVSEVNPR.E Y 18.31 1236.6826 -237.8 619.2015 2 31.77 2444 1 639 649

total 11 peptides

tr|V9I6B8|V9I6B8_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.KADIGVAMGIAGSDVSK.Q Y 83.33 1617.8396 -15.4 809.9146 2 31.50 2414 1 718 734

K.LTLKAEELVLGDVVEVK.F Y 79.02 1854.0713 661.7 928.6564 2 37.32 3067 2 169 185

K.KADIGVAM(+15.99)GIAGSDVSK.Q Y 78.72 1633.8345 47.7 817.9635 2 31.62 2428 1 718 734 Oxidation (M)

total 11 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.MGAIVAVTGDGVNDSPALK.K Y 77.71 1813.9243 -48.5 907.9255 2 33.41 2628 1 699 717

K.SVGIISEGNETVEDIAQR.L Y 73.56 1915.9486 525.9 959.4854 2 34.39 2738 2 621 638

R.TDNLEDLKQELDIDFHK.I Y 54.10 2072.0061 7.8 1037.0184 2 36.08 2928 1 20 36

K.NLEAVETLGSTSTIC(+57.02)SDK.T Y 41.97 1923.9095 117.0 642.3855 3 33.20 2604 1 351 368 Carbamidomethylation

K.S(+43.01)VGIISEGNETVEDIAQR.L Y 41.36 1958.9545 561.7 981.0347 2 36.91 3020 1 621 638 Carbamylation

K.GVVIC(+114.04)CGDQTVMGR.I Y 33.79 1550.7003 -72.9 776.3009 2 30.63 2321 1 247 260 Ubiquitin

R.EVNGDASEAALLK.C Y 31.11 1315.6619 856.3 659.4015 2 30.12 2268 1 437 449

R.LNIPVSEVNPR.E Y 18.31 1236.6826 -237.8 619.2015 2 31.77 2444 1 639 649

total 11 peptides

tr|V9I7I5|V9I7I5_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.KADIGVAMGIAGSDVSK.Q Y 83.33 1617.8396 -15.4 809.9146 2 31.50 2414 1 718 734

K.LTLKAEELVLGDVVEVK.F Y 79.02 1854.0713 661.7 928.6564 2 37.32 3067 2 169 185

K.KADIGVAM(+15.99)GIAGSDVSK.Q Y 78.72 1633.8345 47.7 817.9635 2 31.62 2428 1 718 734 Oxidation (M)

R.MGAIVAVTGDGVNDSPALK.K Y 77.71 1813.9243 -48.5 907.9255 2 33.41 2628 1 699 717

K.SVGIISEGNETVEDIAQR.L Y 73.56 1915.9486 525.9 959.4854 2 34.39 2738 2 621 638

R.TDNLEDLKQELDIDFHK.I Y 54.10 2072.0061 7.8 1037.0184 2 36.08 2928 1 20 36

K.NLEAVETLGSTSTIC(+57.02)SDK.T Y 41.97 1923.9095 117.0 642.3855 3 33.20 2604 1 351 368 Carbamidomethylation

K.S(+43.01)VGIISEGNETVEDIAQR.L Y 41.36 1958.9545 561.7 981.0347 2 36.91 3020 1 621 638 Carbamylation

K.GVVIC(+114.04)CGDQTVMGR.I Y 33.79 1550.7003 -72.9 776.3009 2 30.63 2321 1 247 260 Ubiquitin

R.EVNGDASEAALLK.C Y 31.11 1315.6619 856.3 659.4015 2 30.12 2268 1 437 449

R.LNIPVSEVNPR.E Y 18.31 1236.6826 -237.8 619.2015 2 31.77 2444 1 639 649

total 11 peptides

tr|V9I7X6|V9I7X6_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.KADIGVAMGIAGSDVSK.Q Y 83.33 1617.8396 -15.4 809.9146 2 31.50 2414 1 718 734

K.LTLKAEELVLGDVVEVK.F Y 79.02 1854.0713 661.7 928.6564 2 37.32 3067 2 169 185

K.KADIGVAM(+15.99)GIAGSDVSK.Q Y 78.72 1633.8345 47.7 817.9635 2 31.62 2428 1 718 734 Oxidation (M)

R.MGAIVAVTGDGVNDSPALK.K Y 77.71 1813.9243 -48.5 907.9255 2 33.41 2628 1 699 717

K.SVGIISEGNETVEDIAQR.L Y 73.56 1915.9486 525.9 959.4854 2 34.39 2738 2 621 638

R.TDNLEDLKQELDIDFHK.I Y 54.10 2072.0061 7.8 1037.0184 2 36.08 2928 1 20 36

K.NLEAVETLGSTSTIC(+57.02)SDK.T Y 41.97 1923.9095 117.0 642.3855 3 33.20 2604 1 351 368 Carbamidomethylation

K.S(+43.01)VGIISEGNETVEDIAQR.L Y 41.36 1958.9545 561.7 981.0347 2 36.91 3020 1 621 638 Carbamylation

K.GVVIC(+114.04)CGDQTVMGR.I Y 33.79 1550.7003 -72.9 776.3009 2 30.63 2321 1 247 260 Ubiquitin

R.EVNGDASEAALLK.C Y 31.11 1315.6619 856.3 659.4015 2 30.12 2268 1 437 449

R.LNIPVSEVNPR.E Y 18.31 1236.6826 -237.8 619.2015 2 31.77 2444 1 639 649

total 11 peptides

tr|A0A131ZV00|A0A131ZV00_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AFVHWYVGEGMEEGEFSEAR.E Y 73.99 2329.0110 2.2 1165.5154 2 35.96 2914 1 403 422

R.LIGQIVSSITASLR.F Y 60.25 1456.8613 372.6 729.7094 2 40.36 3407 1 230 243

R.AVC(+57.02)MLSNTTAIAEAWAR.L Y 50.61 1863.8971 17.0 932.9717 2 37.77 3117 1 374 390 Carbamidomethylation

R.AVCMW(sub L)SNTTAIAEAWAR.L Y 42.44 1879.8710 629.3 941.5343 2 37.84 3124 1 374 390 Mutation

K.AYHEQLTVGEITNACFEPQNQMVK.C Y 35.49 2749.2839 392.3 917.7948 3 35.40 2851 2 281 304

R.A(+57.02)VCMLSNTTAIAEAWAR.L Y 19.84 1863.8971 423.1 622.5692 3 37.76 3115 1 374 390 Carbamidomethylation (DHKE, X@N-term)

R.AVC(+209.02)MLSNTTAIAEAWAR.L Y 16.76 2015.8937 509.9 1009.4680 2 37.89 3130 1 374 390 Carbamidomethylated DTT modification

total 7 peptides

tr|T1GUQ6|T1GUQ6_MEGSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 327 343

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 291 299

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 85 102

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 85 103

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 28 39

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 119 124 Phosphorylation (STY)

total 6 peptides

tr|A0A0J7L622|A0A0J7L622_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 700 716

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 647 655

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 441 458

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 441 459

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 384 395

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 475 480 Phosphorylation (STY)

total 6 peptides

tr|A0A1B1LYT4|A0A1B1LYT4_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 347 363

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 294 302

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 88 105

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 88 106

total 6 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 31 42

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 122 127 Phosphorylation (STY)

total 6 peptides

tr|A0A023FK66|A0A023FK66_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|B4QE31|B4QE31_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|V9IK78|V9IK78_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|A0A0M4EEV8|A0A0M4EEV8_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|A0A1A9WAB8|A0A1A9WAB8_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|C7SAW9|C7SAW9_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|A0A0P5E5N2|A0A0P5E5N2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 363 379

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 310 318

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 104 121

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 104 122

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 47 58

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 138 143 Phosphorylation (STY)

total 6 peptides

tr|A0A151X2S9|A0A151X2S9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.MSATFIGNSTAIQELFK.R Y 68.73 1856.9342 53.0 929.5236 2 39.45 3304 1 347 363

total 6 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.YLTVAAIFR.G Y 45.92 1052.6018 449.0 527.5445 2 37.51 3088 1 294 302

K.GHYTEGAELVDSVLDVVR.K Y 30.47 1957.9745 628.1 654.0754 3 39.24 3281 1 88 105

K.GHYTEGAELVDSVLDVVRK.E Y 30.25 2086.0693 407.1 696.6468 3 38.14 3158 1 88 106

R.INVYYNEASGGK.Y Y 26.20 1313.6251 59.7 657.8591 2 28.85 2158 1 31 42

H.SLGGGT(+79.97).G Y 18.60 570.2051 2000.2 572.3529 1 50.38 4546 1 122 127 Phosphorylation (STY)

total 6 peptides

tr|A0A088A5I8|A0A088A5I8_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GTSSIVYVDYENITK.V Y 71.73 1687.8304 596.8 845.4261 2 34.45 2745 1 195 209

R.TGLLEGGGAAEVELKK.D Y 53.71 1570.8566 85.9 786.5031 2 31.36 2399 1 164 179

K.AIPPIDATHAVAIAVVEASVK.C Y 32.74 2071.1677 -58.4 1036.5306 2 39.10 3265 1 455 475

K.TISHALYAQTQLDHVC(+57.02)ALDIDAPIGAVR.L Y 30.21 3047.5498 391.8 1017.2552 3 35.85 2902 1 59 86 Carbamidomethylation

total 4 peptides

tr|V9IK50|V9IK50_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AGAEYIVESTGVYTTK.E Y 80.18 1687.8304 -14.2 844.9105 2 32.73 2552 1 87 102

K.VIHDNFEIVEGLMTTVHAVTATQK.V Y 38.63 2652.3582 367.9 885.4519 3 40.43 3415 1 160 183

R.VPVHN(+.98)VSVVDLTVR.L Y 32.30 1533.8514 729.7 768.4926 2 32.53 2530 1 232 245 Deamidation (NQ)

R.VPVHNVSVVDLTVR.L Y 30.21 1532.8674 420.3 512.1779 3 32.64 2542 1 232 245

K.GILGYTEDEVVSSDFIGDDHASIFDAK.A Y 20.19 2899.3398 289.0 1451.0962 2 38.63 3212 1 269 295

total 5 peptides

tr|A0A088AHC8|A0A088AHC8_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AGAEYIVESTGVYTTK.E Y 80.18 1687.8304 -14.2 844.9105 2 32.73 2552 1 87 102

K.VIHDNFEIVEGLMTTVHAVTATQK.V Y 38.63 2652.3582 367.9 885.4519 3 40.43 3415 1 160 183

R.VPVHN(+.98)VSVVDLTVR.L Y 32.30 1533.8514 729.7 768.4926 2 32.53 2530 1 232 245 Deamidation (NQ)

R.VPVHNVSVVDLTVR.L Y 30.21 1532.8674 420.3 512.1779 3 32.64 2542 1 232 245

K.GILGYTEDEVVSSDFIGDDHASIFDAK.A Y 20.19 2899.3398 289.0 1451.0962 2 38.63 3212 1 269 295

total 5 peptides

tr|A0A2A3E509|A0A2A3E509_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AGAEYIVESTGVYTTK.E Y 80.18 1687.8304 -14.2 844.9105 2 32.73 2552 1 87 102

K.VIHDNFEIVEGLMTTVHAVTATQK.V Y 38.63 2652.3582 367.9 885.4519 3 40.43 3415 1 160 183

R.VPVHN(+.98)VSVVDLTVR.L Y 32.30 1533.8514 729.7 768.4926 2 32.53 2530 1 232 245 Deamidation (NQ)

R.VPVHNVSVVDLTVR.L Y 30.21 1532.8674 420.3 512.1779 3 32.64 2542 1 232 245

K.GILGYTEDEVVSSDFIGDDHASIFDAK.A Y 20.19 2899.3398 289.0 1451.0962 2 38.63 3212 1 269 295

total 5 peptides

tr|V9I8Q3|V9I8Q3_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNLTLWTSDTQGDADEAQEGGDN Y 64.42 2450.9946 4.3 1226.5099 2 35.53 2866 1 225 247

K.AVTETGVELSNEER.N Y 51.66 1532.7318 11.6 767.3821 2 28.40 2113 2 30 43

R.YLAEVATGETR.N Y 47.53 1208.6036 104.2 605.3721 2 28.49 2121 1 130 140

K.A(+43.01)VTETGVELSNEER.N Y 37.75 1575.7375 -44.4 788.8411 2 32.51 2528 1 30 43 Carbamylation

K.AVTETGVELSNEERNLLSVAYK.N Y 35.69 2421.2388 398.8 1212.1095 2 36.66 2992 1 30 51

total 5 peptides

tr|G9I551|G9I551_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNLTLWTSDTQGDADEAQEGGDN Y 64.42 2450.9946 4.3 1226.5099 2 35.53 2866 1 225 247

K.AVTETGVELSNEER.N Y 51.66 1532.7318 11.6 767.3821 2 28.40 2113 2 30 43

R.YLAEVATGETR.N Y 47.53 1208.6036 104.2 605.3721 2 28.49 2121 1 130 140

K.A(+43.01)VTETGVELSNEER.N Y 37.75 1575.7375 -44.4 788.8411 2 32.51 2528 1 30 43 Carbamylation

K.AVTETGVELSNEERNLLSVAYK.N Y 35.69 2421.2388 398.8 1212.1095 2 36.66 2992 1 30 51

total 5 peptides
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tr|G9I553|G9I553_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNLTLWTSDTQGDADEAQEGGDN Y 64.42 2450.9946 4.3 1226.5099 2 35.53 2866 1 225 247

K.AVTETGVELSNEER.N Y 51.66 1532.7318 11.6 767.3821 2 28.40 2113 2 30 43

R.YLAEVATGETR.N Y 47.53 1208.6036 104.2 605.3721 2 28.49 2121 1 130 140

K.A(+43.01)VTETGVELSNEER.N Y 37.75 1575.7375 -44.4 788.8411 2 32.51 2528 1 30 43 Carbamylation

K.AVTETGVELSNEERNLLSVAYK.N Y 35.69 2421.2388 398.8 1212.1095 2 36.66 2992 1 30 51

total 5 peptides

tr|G9I552|G9I552_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNLTLWTSDTQGDADEAQEGGDN Y 64.42 2450.9946 4.3 1226.5099 2 35.53 2866 1 225 247

K.AVTETGVELSNEER.N Y 51.66 1532.7318 11.6 767.3821 2 28.40 2113 2 30 43

R.YLAEVATGETR.N Y 47.53 1208.6036 104.2 605.3721 2 28.49 2121 1 130 140

K.A(+43.01)VTETGVELSNEER.N Y 37.75 1575.7375 -44.4 788.8411 2 32.51 2528 1 30 43 Carbamylation

K.AVTETGVELSNEERNLLSVAYK.N Y 35.69 2421.2388 398.8 1212.1095 2 36.66 2992 1 30 51

total 5 peptides

tr|A0A088AHG5|A0A088AHG5_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNLTLWTSDTQGDADEAQEGGDN Y 64.42 2450.9946 4.3 1226.5099 2 35.53 2866 1 375 397

K.AVTETGVELSNEER.N Y 51.66 1532.7318 11.6 767.3821 2 28.40 2113 2 30 43

R.YLAEVATGETR.N Y 47.53 1208.6036 104.2 605.3721 2 28.49 2121 1 130 140

K.A(+43.01)VTETGVELSNEER.N Y 37.75 1575.7375 -44.4 788.8411 2 32.51 2528 1 30 43 Carbamylation

K.AVTETGVELSNEERNLLSVAYK.N Y 35.69 2421.2388 398.8 1212.1095 2 36.66 2992 1 30 51

total 5 peptides

tr|A0A088AST9|A0A088AST9_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.SNLDVTSQSDIDNFLLK.L Y 76.36 1907.9476 -0.7 954.9805 2 37.29 3063 1 118 134

R.SEVPSGASTGIHEALELR.D Y 67.63 1851.9326 -45.8 926.9312 2 33.17 2601 1 71 88

total 2 peptides

tr|A0A2A3E8V4|A0A2A3E8V4_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLLLHSAGGGVGQAVVQLAK.T Y 74.90 1931.0952 -69.1 966.4882 2 34.70 2773 2 164 183

K.YILYGSSNVVTGETK.S Y 68.46 1629.8250 -44.1 815.8838 2 32.54 2531 1 255 269

total 2 peptides

tr|V9IAR8|V9IAR8_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLLLHSAGGGVGQAVVQLAK.T Y 74.90 1931.0952 -69.1 966.4882 2 34.70 2773 2 206 225

K.YILYGSSNVVTGETK.S Y 68.46 1629.8250 -44.1 815.8838 2 32.54 2531 1 297 311

total 2 peptides

tr|A0A088A347|A0A088A347_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLLLHSAGGGVGQAVVQLAK.T Y 74.90 1931.0952 -69.1 966.4882 2 34.70 2773 2 206 225

K.YILYGSSNVVTGETK.S Y 68.46 1629.8250 -44.1 815.8838 2 32.54 2531 1 297 311

total 2 peptides

tr|A0A026WY44|A0A026WY44_OOCBI back to list

| Protein Coverage | Supporting Peptides |



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 19/66

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLLLHSAGGGVGQAVVQLAK.T Y 74.90 1931.0952 -69.1 966.4882 2 34.70 2773 2 106 125

K.YILYGSSNVVTGETK.S Y 68.46 1629.8250 -44.1 815.8838 2 32.54 2531 1 197 211

total 2 peptides

tr|A0A232ETH5|A0A232ETH5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 614 631

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 460 470

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 369 382

total 3 peptides

tr|F5BYH9|F5BYH9_HELAM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 309 326

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 155 165

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 64 77

total 3 peptides

tr|I4DIU0|I4DIU0_PAPXU back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 309 326

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 155 165

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 64 77

total 3 peptides

tr|V9IGA1|V9IGA1_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 309 326

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 155 165

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 64 77

total 3 peptides

tr|A0A1A9WZF3|A0A1A9WZF3_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 307 324

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 153 163

total 3 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 62 75

total 3 peptides

tr|A0A212FBA7|A0A212FBA7_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 306 323

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 152 162

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 61 74

total 3 peptides

tr|A0A194PQY8|A0A194PQY8_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 306 323

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 152 162

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 61 74

total 3 peptides

tr|A0A0M9A8F3|A0A0M9A8F3_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 306 323

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 152 162

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 61 74

total 3 peptides

tr|A0A088ACF4|A0A088ACF4_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IEIESFFEGEDFSETLTR.A Y 78.68 2147.9897 17.7 1075.0211 2 40.04 3371 1 306 323

K.MKETAEAYLGK.K Y 27.81 1239.6169 126.9 620.8944 2 27.91 2068 1 152 162

R.ITPSYVAFTADGER.L Y 27.14 1525.7412 93.5 763.9492 2 33.16 2600 1 61 74

total 3 peptides

tr|E4W6B4|E4W6B4_PROCL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 223 236

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 92 106

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 272 291 Hydroxylation

total 3 peptides

tr|D8VIP0|D8VIP0_HELME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 154 167

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 23 37

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 203 222 Hydroxylation

total 3 peptides
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tr|G3KAY5|G3KAY5_HELNM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 151 164

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 20 34

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 200 219 Hydroxylation

total 3 peptides

tr|G3KAV3|G3KAV3_HELNM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 151 164

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 20 34

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 200 219 Hydroxylation

total 3 peptides

tr|A0A182YSV3|A0A182YSV3_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 148 161

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 17 31

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 197 216 Hydroxylation

total 3 peptides

tr|E0W6V9|E0W6V9_MARJA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 223 236

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 92 106

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 272 291 Hydroxylation

total 3 peptides

tr|Q1HPT1|Q1HPT1_BOMMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 215 228

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 84 98

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 264 283 Hydroxylation

total 3 peptides

tr|V9IJZ2|V9IJZ2_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 216 229

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 85 99

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 265 284 Hydroxylation

total 3 peptides

tr|I4DIU5|I4DIU5_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 213 226

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 82 96

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 262 281 Hydroxylation

total 3 peptides

tr|A0A1B0CLT6|A0A1B0CLT6_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 209 222

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 78 92

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 258 277 Hydroxylation

total 3 peptides

tr|A0A0M4F807|A0A0M4F807_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 204 217

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 73 87

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 253 272 Hydroxylation

total 3 peptides

tr|A0A182T1X0|A0A182T1X0_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 202 215

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 71 85

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 251 270 Hydroxylation

total 3 peptides

tr|E3XEC7|E3XEC7_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 201 214

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 70 84

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 250 269 Hydroxylation

total 3 peptides

tr|A0A182FTY6|A0A182FTY6_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 201 214

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 70 84

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 250 269 Hydroxylation

total 3 peptides

tr|A0A1I8NT76|A0A1I8NT76_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 205 218

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 74 88

E.P(+15.99)PGARARVALTGLTVAEYFR.D Y 19.15 2160.1802 -466.0 720.7318 3 38.28 3173 1 254 273 Hydroxylation

total 3 peptides

tr|Q7PZV3|Q7PZV3_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 202 215

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 71 85

total 2 peptides

tr|Q7PKD7|Q7PKD7_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 192 205

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 61 75

total 2 peptides

tr|A0A023FND3|A0A023FND3_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AHGGYSVFAGVGER.T Y 70.14 1405.6738 43.2 703.8746 2 30.94 2354 2 224 237

R.LVLEVAQHLGENTVR.T Y 44.48 1676.9209 672.1 840.0312 2 33.56 2645 1 93 107

total 2 peptides

tr|A0A088ACZ3|A0A088ACZ3_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.SGVEFSSGGVSNQDTGK.V Y 56.97 1654.7434 -111.5 828.2867 2 28.03 2080 1 36 52

K.GLTLGYGC(+57.02)TFSPQTGTK.T Y 54.01 1786.8560 547.5 894.9244 2 33.78 2669 1 93 109 Carbamidomethylation

K.VNSNLQVGLGYQQK.L Y 34.50 1546.8103 2.6 774.4144 2 30.57 2316 1 237 250

total 3 peptides

tr|V9IK96|V9IK96_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.SGVEFSSGGVSNQDTGK.V Y 56.97 1654.7434 -111.5 828.2867 2 28.03 2080 1 36 52

K.GLTLGYGC(+57.02)TFSPQTGTK.T Y 54.01 1786.8560 547.5 894.9244 2 33.78 2669 1 93 109 Carbamidomethylation

K.VNSNLQVGLGYQQK.L Y 34.50 1546.8103 2.6 774.4144 2 30.57 2316 1 237 250

total 3 peptides

tr|A0A087ZPQ8|A0A087ZPQ8_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.YSGGVVGAAGNATLFVANHAY Y 58.05 2037.9908 64.9 1020.0688 2 37.04 3035 1 367 387

K.LAILENANVLAR.Y Y 43.02 1295.7561 231.3 649.0352 2 35.20 2829 1 164 175

K.YSGGVVGAAGN(+.98)ATLFVANHAY Y 42.77 2038.9749 469.4 680.9846 3 36.78 3006 1 367 387 Deamidation (NQ)

K.DAISQHISGVILFHETLYQK.A Y 36.99 2298.2007 419.0 1150.5891 2 36.79 3007 1 70 89

total 4 peptides

O18330|MRJP1_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TVAQSDETLQMIASMK.I Y 78.68 1751.8434 113.3 877.0282 2 35.84 2901 2 343 358

total 2 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.EYILVLSNK.M Y 24.16 1077.6069 468.2 540.0630 2 33.82 2674 1 376 384

total 2 peptides

tr|C6K481|C6K481_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TVAQSDETLQMIASMK.I Y 78.68 1751.8434 113.3 877.0282 2 35.84 2901 2 343 358

R.EYILVLSNK.M Y 24.16 1077.6069 468.2 540.0630 2 33.82 2674 1 376 384

total 2 peptides

tr|A0A1W4WYG0|A0A1W4WYG0_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 415 429

total 1 peptides

tr|A0A1B6I0G0|A0A1B6I0G0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 397 411

total 1 peptides

tr|A0A084W9Z4|A0A084W9Z4_ANOSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 283 297

total 1 peptides

tr|Q7PIQ5|Q7PIQ5_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 271 285

total 1 peptides

tr|A0A1B6K7L4|A0A1B6K7L4_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 248 262

total 1 peptides

tr|A0A1B6IHK2|A0A1B6IHK2_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 230 244

total 1 peptides

tr|A7UTS9|A7UTS9_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 229 243

total 1 peptides

tr|B3GCX2|B3GCX2_9COLE back to list

| Protein Coverage | Supporting Peptides |



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 31/66

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 166 180

total 1 peptides

tr|B3GCX8|B3GCX8_9COLE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 158 172

total 1 peptides

tr|J4H7X4|J4H7X4_9DYTI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 159 173

total 1 peptides

tr|J4H166|J4H166_9DYTI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 159 173

total 1 peptides

tr|B3GCX9|B3GCX9_METCO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 157 171

total 1 peptides



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 32/66

tr|B3GCY8|B3GCY8_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 157 171

total 1 peptides

tr|F4YJL0|F4YJL0_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 163 177

total 1 peptides

tr|A0A0A0RI03|A0A0A0RI03_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 161 175

total 1 peptides

tr|A0A0A0RPF2|A0A0A0RPF2_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 161 175

total 1 peptides

tr|B3FA28|B3FA28_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 132 146

total 1 peptides

tr|B3F9Z8|B3F9Z8_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 132 146

total 1 peptides

tr|B3F9Y1|B3F9Y1_9CARA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 132 146

total 1 peptides

tr|J7EQ35|J7EQ35_9COLE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 148 162

total 1 peptides

tr|J7EPA5|J7EPA5_9COLE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 148 162

total 1 peptides

tr|J7EN85|J7EN85_9COLE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 148 162

total 1 peptides

tr|J7EQ70|J7EQ70_9COLE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 148 162

total 1 peptides

tr|F4YJL3|F4YJL3_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 153 167

total 1 peptides

tr|M1XFD9|M1XFD9_9DYTI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 142 156

total 1 peptides

tr|A0A0A0QTY4|A0A0A0QTY4_IPSTY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 130 144

total 1 peptides

tr|A0A0U3BYR0|A0A0U3BYR0_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 126 140

total 1 peptides

tr|A0A0U2RDA7|A0A0U2RDA7_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 126 140

total 1 peptides

tr|A0A0U3CB64|A0A0U3CB64_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 126 140

total 1 peptides

tr|A0A0U3BCD2|A0A0U3BCD2_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IISMQMGGDLGQVYR.R Y 76.10 1666.8171 642.2 834.9510 2 35.12 2820 1 126 140

total 1 peptides

tr|A0A067QJP9|A0A067QJP9_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 366 380

total 1 peptides

tr|A0A1B6GVI9|A0A1B6GVI9_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 366 380



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 36/66

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|A0A0N0BCK0|A0A0N0BCK0_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 466 480

total 1 peptides

tr|E2AA52|E2AA52_CAMFO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 429 443

total 1 peptides

tr|A0A195DWY9|A0A195DWY9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 423 437

total 1 peptides

tr|A0A195FYQ4|A0A195FYQ4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 419 433

total 1 peptides

tr|F4WGN1|F4WGN1_ACREC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 415 429

total 1 peptides

tr|A0A151IBC5|A0A151IBC5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 412 426

total 1 peptides

tr|A0A154PJE5|A0A154PJE5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 410 424

total 1 peptides

tr|A0A195BXB7|A0A195BXB7_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 407 421

total 1 peptides

tr|A0A232FGS2|A0A232FGS2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 396 410

total 1 peptides

tr|A0A088ACI1|A0A088ACI1_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 396 410

total 1 peptides

tr|A0A0A9Z3R2|A0A0A9Z3R2_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 371 385

total 1 peptides

tr|A0A1Y1LDV6|A0A1Y1LDV6_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 372 386

total 1 peptides

tr|K7IZP4|K7IZP4_NASVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 369 383

total 1 peptides

tr|A0A0J7KU67|A0A0J7KU67_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 368 382

total 1 peptides

tr|A0A069DW98|A0A069DW98_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|A0A1B6DP73|A0A1B6DP73_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 367 381

total 1 peptides

tr|A0A0P4VMN7|A0A0P4VMN7_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|E0VWU1|E0VWU1_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 366 380

total 1 peptides

tr|R4WS90|R4WS90_RIPPE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|A0A158NNZ9|A0A158NNZ9_ATTCE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|A0A151X8A1|A0A151X8A1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|A0A0C9Q2F2|A0A0C9Q2F2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 365 379

total 1 peptides

tr|T1IAP1|T1IAP1_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 362 376

total 1 peptides

tr|A0A0L7QPT2|A0A0L7QPT2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 356 370

total 1 peptides

tr|V9IAQ1|V9IAQ1_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 354 368

total 1 peptides

tr|V9ID17|V9ID17_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 354 368

total 1 peptides

tr|E2B6A3|E2B6A3_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 354 368

total 1 peptides

tr|A0A0C9RMG4|A0A0C9RMG4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VEQDLAMGTDAEGER.I Y 62.08 1619.7097 -19.2 810.8466 2 28.66 2138 1 348 362

total 1 peptides

tr|A0A0A0VC07|A0A0A0VC07_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 12 24

total 1 peptides

tr|A0A0P6CE35|A0A0P6CE35_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 11 23

total 1 peptides

tr|A0A1W7R9C9|A0A1W7R9C9_9SCOR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 11 23

total 1 peptides

tr|V9IK47|V9IK47_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 13 25

total 1 peptides

tr|M9NYU2|M9NYU2_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 13 25

total 1 peptides

tr|A0A087U5M6|A0A087U5M6_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 11 23

total 1 peptides

tr|Q6VQ13|Q6VQ13_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 13 25

total 1 peptides

tr|A0A2A3ELD5|A0A2A3ELD5_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 60.72 1218.6608 81.3 610.3872 2 50.99 4616 4 13 25

total 1 peptides

tr|A0A0J7L3Z2|A0A0J7L3Z2_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 70 84

total 1 peptides

tr|A0A2A3ERN5|A0A2A3ERN5_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 66 80

total 1 peptides
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tr|A0A088AE74|A0A088AE74_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 66 80

total 1 peptides

tr|Q76LA4|Q76LA4_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|A0A023EFS1|A0A023EFS1_AEDAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|A0A1L8DZ33|A0A1L8DZ33_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|V9IIS4|V9IIS4_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|Q177Y4|Q177Y4_AEDAE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|T1E383|T1E383_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|A0A1B0EX54|A0A1B0EX54_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.FKLGEEFEEETVDGR.K Y 59.67 1783.8264 52.5 892.9673 2 33.50 2638 2 65 79

total 1 peptides

tr|A0A1B6MNR0|A0A1B6MNR0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 22 36

total 1 peptides

tr|A0A0K8TZW2|A0A0K8TZW2_BACLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A1A9WJA5|A0A1A9WJA5_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 22 36

total 1 peptides

tr|A0A1B0G7Y9|A0A1B0G7Y9_GLOMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A067R8Y0|A0A067R8Y0_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A0N7Z9V5|A0A0N7Z9V5_9EUCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|L7M5S1|L7M5S1_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A224YXR0|A0A224YXR0_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|L7M5B6|L7M5B6_9ACAR back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A0L7QKW7|A0A0L7QKW7_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 21 35

total 1 peptides

tr|W8BHP2|W8BHP2_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A034W637|A0A034W637_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A224XUC6|A0A224XUC6_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|T1PCP0|T1PCP0_MUSDO back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|D3TN38|D3TN38_GLOMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|R4G5F6|R4G5F6_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A1I8MLN0|A0A1I8MLN0_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A088AUP1|A0A088AUP1_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides
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tr|A0A1B6IDS7|A0A1B6IDS7_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A0J7L2C9|A0A0J7L2C9_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A0A9YWM3|A0A0A9YWM3_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A1B6FGX0|A0A1B6FGX0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|V9IGA9|V9IGA9_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|D3PIG7|D3PIG7_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A0P4VQ48|A0A0P4VQ48_9EUCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A224Z5P9|A0A224Z5P9_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|C1C1G0|C1C1G0_CALCM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|A0A1I8PUA1|A0A1I8PUA1_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 10 24

total 1 peptides

tr|A0A232FH25|A0A232FH25_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 10 24

total 1 peptides

tr|A0A0K8VNQ1|A0A0K8VNQ1_BACLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.EYQVAQLYSVAEASK.N Y 56.39 1684.8308 26.7 843.4452 2 34.43 2742 1 16 30

total 1 peptides

tr|I1ZEB5|I1ZEB5_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.SQVFSTAADGQTQVEIK.V Y 51.22 1807.8951 505.9 905.4121 2 31.30 2392 1 394 410

total 1 peptides

tr|D9IFR6|D9IFR6_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AQIHDIVLVGGSTR.I Y 48.68 1464.8048 -2.0 733.4082 2 31.02 2362 1 327 340
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|A0A026W3N3|A0A026W3N3_OOCBI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LAEMNEIAVQLMSLGQTEAALK.I Y 35.52 2359.2126 120.2 787.5060 3 42.08 3600 1 1133 1154

K.HQAFEAELAANADR.I Y 21.17 1541.7222 297.2 515.0674 3 29.89 2247 1 1543 1556

total 2 peptides

tr|A0A1B6ENV6|A0A1B6ENV6_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LAFLDVEAFER.L Y 44.82 1308.6714 392.4 655.5997 2 38.65 3214 1 339 349

total 1 peptides

tr|A0A1C9FPZ6|A0A1C9FPZ6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A1C9FPZ7|A0A1C9FPZ7_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A289YXQ1|A0A289YXQ1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A1C9FQ23|A0A1C9FQ23_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A1C9FPY5|A0A1C9FPY5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A1C9FPY7|A0A1C9FPY7_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A1C9FQ28|A0A1C9FQ28_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 190 202

total 1 peptides

tr|A0A289Z694|A0A289Z694_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZSG2|A0A289ZSG2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289Z5U6|A0A289Z5U6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZUV1|A0A289ZUV1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides
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tr|A0A289YU85|A0A289YU85_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZSB5|A0A289ZSB5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289YUJ3|A0A289YUJ3_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289Z121|A0A289Z121_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZGX1|A0A289ZGX1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZUT5|A0A289ZUT5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289YXV8|A0A289YXV8_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZSB4|A0A289ZSB4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZSL8|A0A289ZSL8_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZSJ3|A0A289ZSJ3_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289YU32|A0A289YU32_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZS39|A0A289ZS39_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289YFQ4|A0A289YFQ4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289ZGZ1|A0A289ZGZ1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|A0A289YU53|A0A289YU53_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 195 207

total 1 peptides

tr|V9IKD3|V9IKD3_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.D Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 205 217

total 1 peptides

tr|A0A1L1ZLV2|A0A1L1ZLV2_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.D Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 205 217

total 1 peptides

tr|A0A0J7KLG9|A0A0J7KLG9_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.E Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 205 217

total 1 peptides

tr|A4ZXC4|A4ZXC4_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTAGNAK.D Y 43.82 1249.6666 71.9 625.8855 2 28.07 2084 1 205 217

total 1 peptides

tr|A0A0L7R8Y4|A0A0L7R8Y4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VSCLN(sub G)VTEDGMAVGTGSWDSFLR.I Y 37.12 2443.1147 -8.4 1222.5544 2 38.94 3247 1 282 304 Mutation

total 1 peptides

tr|A0A088AR98|A0A088AR98_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VSCLN(sub G)VTEDGMAVGTGSWDSFLR.I Y 37.12 2443.1147 -8.4 1222.5544 2 38.94 3247 1 316 338 Mutation

total 1 peptides

tr|V9IJ30|V9IJ30_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VSCLN(sub G)VTEDGMAVGTGSWDSFLR.I Y 37.12 2443.1147 -8.4 1222.5544 2 38.94 3247 1 316 338 Mutation

total 1 peptides

tr|B4KM55|B4KM55_DROMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.AHALNGDAGVS.D Y 26.91 1010.4781 227.8 506.3614 2 47.56 4220 1 429 439

total 1 peptides

tr|A0A151ILK1|A0A151ILK1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.LEGSPGVG.K Y 26.89 714.3548 1334.0 716.3150 1 48.57 4338 1 1637 1644

total 1 peptides

tr|A0A1B6HTR0|A0A1B6HTR0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.VALGSAAFV.V Y 26.62 833.4647 348.1 417.8847 2 32.32 2506 1 18 26

total 1 peptides

tr|A0A212F2D3|A0A212F2D3_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.ISNGCKA.A Y 26.37 691.3323 12.4 692.3481 1 47.60 4225 1 124 130

total 1 peptides

tr|A0A0L7KX54|A0A0L7KX54_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LSNGCKA.V Y 26.37 691.3323 12.4 692.3481 1 47.60 4225 1 91 97

total 1 peptides

tr|A0NE24|A0NE24_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:18 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p1/protein.html 64/66

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.AIGEICHE.D Y 24.14 870.3905 270.9 436.3204 2 31.53 2418 1 132 139

total 1 peptides

tr|A0A1J1IXA2|A0A1J1IXA2_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TFLLGNGLILD.C Y 22.83 1174.6598 948.7 588.8943 2 35.48 2860 1 18 28

total 1 peptides

tr|A0A067QWN1|A0A067QWN1_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AAPSADH.E Y 20.97 667.2925 737.0 668.7916 1 4.79 348 1 30 36

total 1 peptides

tr|A0A182XX22|A0A182XX22_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.ERSGSGGAH.P Y 20.96 856.3787 -88.1 429.1589 2 25.79 1873 1 240 248

total 1 peptides

tr|A0A1A9U6X3|A0A1A9U6X3_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.ERSGSGGAH.P Y 20.96 856.3787 -88.1 429.1589 2 25.79 1873 1 586 594

total 1 peptides

 

Prepared with PEAKS ™ (bioinfor.com)


