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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1525
# of MS/MS Scans 4135

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 71
Peptide Sequences 69

Table 4. PTM profile.
Name ∆Mass #PSM Position

Oxidation 15.99 7 M

Carbamidomethyl 57.02 4 C

Methyl ester 14.02 1 C-term

Pyro-glu from Q -17.03 1 N-term

Formylation 27.99 1 N-term

Dihydroxy 31.99 1 Y

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 22
Proteins 195
Proteins (#Unique Peptides) 33 (>2); 36 (=2); 126 (=1);
FDR (Peptide-Spectrum Matches) 36.6%
FDR (Peptide Sequences) 37.7%
FDR (Protein) 1.0%
De Novo Only Spectra 153

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
LTQ 0 0 0 0 69

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 88
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: IT_douglas_2_20170921_02.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID/ECD
MS Scan Mode: Linear Ion Trap
MS/MS Scan Mode: Linear Ion Trap

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

4 11607 tr|V9I6A9|V9I6A9_APICE 113.19 7 4 4 Y 112642 Sodium/potassium-transporting ATPase subunit alpha OS=
Apis cerana GN=ACCB00027.11 PE=2 SV=1

4 11613 tr|V9I6B1|V9I6B1_APICE 113.19 8 4 4 Y 95944 Sodium/potassium-transporting ATPase subunit alpha OS=
Apis cerana GN=ACCB00027.1 PE=2 SV=1

4 11611 tr|V9I733|V9I733_APICE 113.19 8 4 4 Y 90924 Sodium/potassium-transporting ATPase subunit alpha OS=
Apis cerana GN=ACCB00027.13 PE=2 SV=1

4 11612 tr|V9I6C2|V9I6C2_APICE 113.19 8 4 4 Y 90968 Sodium/potassium-transporting ATPase subunit alpha OS=
Apis cerana GN=ACCB00027.14 PE=2 SV=1

2 22502 tr|A0A0P6A3S1|A0A0P6A3S1_9CRUS 92.88 36 6 6 Y 13057 Histone H2B (Fragment) OS=Daphnia magna PE=3 SV=1

2 22503 tr|A0A0P6CBE1|A0A0P6CBE1_9CRUS 92.88 33 6 6 Y 13952 Histone H2B OS=Daphnia magna PE=3 SV=1

5 11774 tr|V9IK47|V9IK47_APICE 83.52 16 3 3 Y 33013 ADP,ATP carrier protein 2 OS=Apis cerana GN=ACCB10355
PE=2 SV=1

5 11776 tr|M9NYU2|M9NYU2_APICC 83.52 16 3 3 Y 32983 Adenine nucleotide translocase OS=Apis cerana cerana GN
=ANT PE=2 SV=1

5 11778 tr|Q6VQ13|Q6VQ13_APIME 83.52 16 3 3 Y 32986 ADP/ATP translocase OS=Apis mellifera GN=Ant PE=2 SV=
1

5 22071 tr|E2BR21|E2BR21_HARSA 83.52 16 3 3 Y 33016 ADP,ATP carrier protein 2 OS=Harpegnathos saltator GN=E
AI_12316 PE=3 SV=1

1 22001 tr|A0A182FLZ7|A0A182FLZ7_ANOAL 82.60 65 7 7 Y 9050 Histone H4 OS=Anopheles albimanus PE=3 SV=1

total 195 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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1 22002 tr|A0A1D2MA61|A0A1D2MA61_ORCCI 82.60 50 7 7 Y 11381 Histone H4 OS=Orchesella cincta GN=Ocin01_05613 PE=3
SV=1

1 22003 tr|A0A1Z5LH91|A0A1Z5LH91_ORNMO 82.60 50 7 7 Y 11367 Histone H4 (Fragment) OS=Ornithodoros moubata PE=3 S
V=1

1 22004 tr|A0A182IZV6|A0A182IZV6_9DIPT 82.60 50 7 7 Y 11381 Histone H4 OS=Anopheles atroparvus PE=3 SV=1

1 22005 tr|B4JH62|B4JH62_DROGR 82.60 50 7 7 Y 11381 Histone H4 OS=Drosophila grimshawi GN=Dgri\GH18656 P
E=3 SV=1

1 22006 tr|A0A194Q0V4|A0A194Q0V4_PAPXU 82.60 50 7 7 Y 11381 Histone H4 OS=Papilio xuthus GN=RR46_05365 PE=3 SV=
1

1 22007 tr|A0A182FBX3|A0A182FBX3_ANOAL 82.60 50 7 7 Y 11381 Histone H4 OS=Anopheles albimanus PE=3 SV=1

1 22008 tr|A0A151XEG2|A0A151XEG2_9HYME 82.60 50 7 7 Y 11381 Histone H4 OS=Trachymyrmex zeteki GN=ALC60_02422 PE
=3 SV=1

1 22009 tr|A0A034WS42|A0A034WS42_BACDO 82.60 50 7 7 Y 11381 Histone H4 OS=Bactrocera dorsalis GN=H4 PE=3 SV=1

1 22010 tr|B4LVM7|B4LVM7_DROVI 82.60 50 7 7 Y 11381 Histone H4 OS=Drosophila virilis GN=Dvir\GJ17459 PE=3 S
V=1

1 22011 tr|A0A226DYY4|A0A226DYY4_FOLCA 82.60 50 7 7 Y 11381 Histone H4 OS=Folsomia candida GN=Fcan01_04163 PE=3
SV=1

1 22012 tr|B4ILZ0|B4ILZ0_DROSE 82.60 50 7 7 Y 11397 Histone H4 OS=Drosophila sechellia GN=Dsec\GM19702 PE
=3 SV=1

1 22013 tr|Q7PCX0|Q7PCX0_ANOGA 82.60 50 7 7 Y 11381 Histone H4 OS=Anopheles gambiae GN=1267447 PE=3 SV
=4

1 22014 tr|A0A023GDJ7|A0A023GDJ7_9ACAR 82.60 50 7 7 Y 11367 Histone H4 OS=Amblyomma triste PE=2 SV=1

1 22015 tr|A0A132ACK5|A0A132ACK5_SARSC 82.60 50 7 7 Y 11367 Histone H4 OS=Sarcoptes scabiei GN=QR98_0039310 PE=
3 SV=1

1 22016 tr|A0A1B0D251|A0A1B0D251_PHLPP 82.60 50 7 7 Y 11381 Histone H4 OS=Phlebotomus papatasi PE=3 SV=1

1 22017 tr|A0A0A9WMX0|A0A0A9WMX0_LYGHE 82.60 50 7 7 Y 11353 Histone H4 OS=Lygus hesperus GN=His4 PE=3 SV=1

1 22018 tr|E2A0J1|E2A0J1_CAMFO 82.60 50 7 7 Y 11381 Histone H4 OS=Camponotus floridanus GN=EAG_09814 PE
=3 SV=1

1 22019 tr|Q4PM69|Q4PM69_IXOSC 82.60 50 7 7 Y 11367 Histone H4 OS=Ixodes scapularis GN=8030709 PE=2 SV=1

1 22020 tr|A0A1S3DDY8|A0A1S3DDY8_DIACI 82.60 50 7 7 Y 11381 Histone H4 OS=Diaphorina citri GN=LOC103515904 PE=3
SV=1

1 22021 tr|A0A182WXV7|A0A182WXV7_ANOQN 82.60 50 7 7 Y 11381 Histone H4 OS=Anopheles quadriannulatus PE=3 SV=1

1 22022 tr|A0A1V9XAM9|A0A1V9XAM9_9ACAR 82.60 50 7 7 Y 11367 Histone H4 OS=Tropilaelaps mercedesae GN=BIW11_0168
6 PE=3 SV=1

7 22138 tr|Q7JN37|Q7JN37_ARTSF 70.93 38 2 2 N 8565 Ubiquitin unit I (Fragment) OS=Artemia franciscana PE=4
SV=1

7 22146 tr|A0A034WV44|A0A034WV44_BACDO 70.93 16 2 2 N 20813 Polyubiquitin-B (Fragment) OS=Bactrocera dorsalis GN=UB
B PE=4 SV=1

7 22143 tr|A0A0A9Z4T5|A0A0A9Z4T5_LYGHE 70.93 19 2 2 N 17930 Ubiquitin-40S ribosomal protein S27a OS=Lygus hesperus
GN=RpS27A_0 PE=4 SV=1

7 22144 tr|Q1W2C4|Q1W2C4_9HEMI 70.93 19 2 2 N 17875 Putative ubiquitin/ribosomal protein S27Ae fusion protein O
S=Graphocephala atropunctata GN=g.419 PE=2 SV=1

7 22145 tr|A0A182QI60|A0A182QI60_9DIPT 70.93 19 2 2 N 17983 40S ribosomal protein S27a OS=Anopheles farauti PE=4 SV
=1

7 22142 tr|D7RF65|D7RF65_ERISI 70.93 19 2 2 N 17830 Ubiquitin a OS=Eriocheir sinensis PE=2 SV=1

7 22141 tr|E3UKG7|E3UKG7_ERISI 70.93 22 2 2 N 14717 Ubiquitin b OS=Eriocheir sinensis PE=2 SV=1

7 22139 tr|A0A182IKK6|A0A182IKK6_9DIPT 70.93 23 2 2 N 14729 60S ribosomal protein L40 OS=Anopheles atroparvus PE=4
SV=1

7 22140 tr|R4G4B9|R4G4B9_RHOPR 70.93 23 2 2 N 14729 Putative ribosomal protein l40 OS=Rhodnius prolixus PE=2
SV=1

7 22147 tr|E3UKG8|E3UKG8_ERISI 70.93 10 2 2 N 34337 Polyubiquitin OS=Eriocheir sinensis PE=2 SV=1

7 22148 tr|A0A1S3DBX7|A0A1S3DBX7_DIACI 70.93 10 2 2 N 34348 polyubiquitin-B isoform X2 OS=Diaphorina citri GN=LOC10
3514696 PE=4 SV=1

7 22149 tr|A0A1E1W9H3|A0A1E1W9H3_PECGO 70.93 6 2 2 N 51430 Uncharacterized protein OS=Pectinophora gossypiella GN=
g.11061 PE=4 SV=1

7 22150 tr|A0A0Q5U3G2|A0A0Q5U3G2_DROER 70.93 4 2 2 N 77270 Uncharacterized protein, isoform B OS=Drosophila erecta G
N=Dere\GG14240 PE=4 SV=1

8 21998 tr|A0A087ZQI5|A0A087ZQI5_APIME 69.91 4 2 1 N 59512 ATP synthase subunit alpha OS=Apis mellifera GN=Atp5a1
PE=3 SV=1

8 21999 tr|A0A0N0BIY2|A0A0N0BIY2_9HYME 69.91 4 2 1 N 59519 ATP synthase subunit alpha OS=Melipona quadrifasciata GN
=WN51_07748 PE=3 SV=1

8 22000 tr|V9IFD6|V9IFD6_APICE 69.91 4 2 1 N 59526 ATP synthase subunit alpha OS=Apis cerana GN=ACCB047
24 PE=2 SV=1

8 22045 tr|A0A0J7N062|A0A0J7N062_LASNI 69.91 4 2 1 N 59948 ATP synthase subunit alpha OS=Lasius niger GN=RF55_15
079 PE=3 SV=1

8 22049 tr|A0A1A9WYG7|A0A1A9WYG7_9MUSC 69.91 4 2 1 N 59478 ATP synthase subunit alpha OS=Glossina brevipalpis PE=3
SV=1

8 22050 tr|A0A1B6KWM9|A0A1B6KWM9_9HEMI 69.91 4 2 1 N 61429 ATP synthase subunit alpha (Fragment) OS=Graphocephala
atropunctata GN=g.30172 PE=3 SV=1

8 22026 tr|B4QHN0|B4QHN0_DROSI 69.91 4 2 1 N 51137 GD11704 OS=Drosophila simulans GN=Dsim\GD11704 PE
=3 SV=1

8 22027 tr|A0A182TC06|A0A182TC06_9DIPT 69.91 4 2 1 N 53866 Uncharacterized protein OS=Anopheles maculatus PE=3 SV
=1

8 22028 tr|A0A182YNR5|A0A182YNR5_ANOST 69.91 4 2 1 N 57574 ATP synthase subunit alpha OS=Anopheles stephensi PE=3
SV=1

8 22029 tr|A0A1B0C955|A0A1B0C955_LUTLO 69.91 4 2 1 N 58520 ATP synthase subunit alpha OS=Lutzomyia longipalpis PE=
3 SV=1

8 22030 tr|A0A151J3L9|A0A151J3L9_9HYME 69.91 4 2 1 N 59328 ATP synthase subunit alpha OS=Trachymyrmex cornetzi GN
=ALC57_10733 PE=3 SV=1

8 22031 tr|A0A151XGV4|A0A151XGV4_9HYME 69.91 4 2 1 N 59635 ATP synthase subunit alpha OS=Trachymyrmex zeteki GN=
ALC60_01388 PE=3 SV=1

8 22032 tr|A0A195CV10|A0A195CV10_9HYME 69.91 4 2 1 N 59555 ATP synthase subunit alpha OS=Cyphomyrmex costatus GN
=ALC62_04768 PE=3 SV=1

8 22033 tr|B4LIV0|B4LIV0_DROVI 69.91 4 2 1 N 59176 ATP synthase subunit alpha OS=Drosophila virilis GN=Dvir
\GJ22050 PE=3 SV=1

8 22034 tr|A0A0M4EW76|A0A0M4EW76_DROBS 69.91 4 2 1 N 59338 ATP synthase subunit alpha OS=Drosophila busckii GN=Db
us_chr2Rg1866 PE=3 SV=1

8 22035 tr|A0A1L8E154|A0A1L8E154_9DIPT 69.91 4 2 1 N 59331 ATP synthase subunit alpha OS=Nyssomyia neivai PE=3 SV
=1

total 195 proteins
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8 22036 tr|A0A182XJA6|A0A182XJA6_ANOQN 69.91 4 2 1 N 59401 ATP synthase subunit alpha OS=Anopheles quadriannulatus
PE=3 SV=1

8 22037 tr|A0A182FH95|A0A182FH95_ANOAL 69.91 4 2 1 N 59383 ATP synthase subunit alpha OS=Anopheles albimanus PE=3
SV=1

8 22038 tr|W5J4R5|W5J4R5_ANODA 69.91 4 2 1 N 59383 ATP synthase subunit alpha OS=Anopheles darlingi GN=AN
D_008921 PE=3 SV=1

8 22039 tr|A0A1J1J483|A0A1J1J483_9DIPT 69.91 4 2 1 N 59428 ATP synthase subunit alpha OS=Clunio marinus GN=CLUMA
_CG020197 PE=3 SV=1

8 22040 tr|A0A182N7Z7|A0A182N7Z7_9DIPT 69.91 4 2 1 N 59387 ATP synthase subunit alpha OS=Anopheles dirus PE=3 SV=
1

8 22041 tr|Q7PHI8|Q7PHI8_ANOGA 69.91 4 2 1 N 59452 ATP synthase subunit alpha OS=Anopheles gambiae GN=12
74812 PE=3 SV=2

8 22042 tr|A0A069DZ92|A0A069DZ92_9HEMI 69.91 4 2 1 N 59539 ATP synthase subunit alpha OS=Panstrongylus megistus PE
=2 SV=1

8 22043 tr|A0A067QI29|A0A067QI29_ZOONE 69.91 4 2 1 N 59515 ATP synthase subunit alpha OS=Zootermopsis nevadensis
GN=L798_03658 PE=3 SV=1

8 22044 tr|S4VDE6|S4VDE6_LOCMI 69.91 4 2 1 N 59564 ATP synthase subunit alpha OS=Locusta migratoria manilen
sis GN=atp5a1 PE=2 SV=1

8 22046 tr|A0A182MRL5|A0A182MRL5_9DIPT 69.91 4 2 1 N 59343 ATP synthase subunit alpha OS=Anopheles culicifacies PE=
3 SV=1

8 22047 tr|A0A1A9TPM8|A0A1A9TPM8_ANOST 69.91 4 2 1 N 59357 ATP synthase subunit alpha OS=Anopheles stephensi PE=3
SV=1

8 22048 tr|A0A0J9RIM8|A0A0J9RIM8_DROSI 69.91 4 2 1 N 59438 ATP synthase subunit alpha OS=Drosophila simulans GN=D
sim\GD11704 PE=3 SV=1

8 22051 tr|A0A232FBT4|A0A232FBT4_9HYME 69.91 4 2 1 N 61799 ATP synthase subunit alpha OS=Trichomalopsis sarcophaga
e GN=TSAR_007587 PE=3 SV=1

8 22062 tr|A0A1B0D1L3|A0A1B0D1L3_PHLPP 61.14 5 1 1 N 34054 Uncharacterized protein OS=Phlebotomus papatasi PE=4 S
V=1

3 22117 tr|A0A1U9X0H4|A0A1U9X0H4_9HEMI 63.56 23 3 2 N 10789 Histone H2A (Fragment) OS=Iria pilosella GN=H2A PE=3 S
V=1

3 22118 tr|A0A1L2C7D6|A0A1L2C7D6_9NEOP 63.56 23 3 2 N 10975 Histone H2A (Fragment) OS=Musoniella margheritae GN=H
2A PE=3 SV=1

3 22119 tr|A0A1L2C7C0|A0A1L2C7C0_9NEOP 63.56 23 3 2 N 10975 Histone H2A (Fragment) OS=Musoniola sp. 3 JMR-2016 GN
=H2A PE=3 SV=1

3 22120 tr|A0A076G3V3|A0A076G3V3_9HEMI 63.56 22 3 2 N 11072 Histone H2A (Fragment) OS=Hindoloides bipunctata GN=H
2A PE=3 SV=1

3 22121 tr|T1IUL1|T1IUL1_STRMM 63.56 19 3 2 N 13299 Histone H2A OS=Strigamia maritima PE=3 SV=1

3 22122 tr|B4JZ46|B4JZ46_DROGR 63.56 19 3 2 N 13363 Histone H2A OS=Drosophila grimshawi GN=Dgri\GH25178
PE=3 SV=1

3 22123 tr|Q7PD33|Q7PD33_ANOGA 63.56 19 3 2 N 13363 Histone H2A OS=Anopheles gambiae GN=1267699 PE=3 S
V=1

3 22124 tr|B4LVM8|B4LVM8_DROVI 63.56 19 3 2 N 13363 Histone H2A OS=Drosophila virilis GN=Dvir\GJ22574 PE=3
SV=1

3 22125 tr|Q7Q2C6|Q7Q2C6_ANOGA 63.56 19 3 2 N 13349 Histone H2A OS=Anopheles gambiae GN=1278745 PE=3 S
V=4

3 22126 tr|Q7Q2C4|Q7Q2C4_ANOGA 63.56 19 3 2 N 13349 Histone H2A OS=Anopheles gambiae GN=1278737 PE=3 S
V=3

3 22127 tr|A0A182XUN7|A0A182XUN7_ANOQN 63.56 19 3 2 N 13363 Histone H2A OS=Anopheles quadriannulatus PE=3 SV=1

3 22128 tr|A0A1S3DA94|A0A1S3DA94_DIACI 63.56 19 3 2 N 13382 Histone H2A OS=Diaphorina citri GN=LOC103514550 PE=3
SV=1

3 22129 tr|A0A132ACK3|A0A132ACK3_SARSC 63.56 19 3 2 N 13307 Histone H2A OS=Sarcoptes scabiei GN=QR98_0072500 PE
=3 SV=1

3 22130 tr|E2A0I8|E2A0I8_CAMFO 63.56 19 3 2 N 13335 Histone H2A OS=Camponotus floridanus GN=EAG_11182 P
E=3 SV=1

3 22131 tr|B4K329|B4K329_DROGR 63.56 19 3 2 N 13391 Histone H2A OS=Drosophila grimshawi GN=Dgri\GH23503
PE=3 SV=1

3 22132 tr|A0A1B0D249|A0A1B0D249_PHLPP 63.56 19 3 2 N 13407 Histone H2A OS=Phlebotomus papatasi PE=3 SV=1

3 22133 tr|A0A182G0A8|A0A182G0A8_ANOAL 63.56 19 3 2 N 13363 Histone H2A OS=Anopheles albimanus PE=3 SV=1

3 22134 tr|B7PSI5|B7PSI5_IXOSC 63.56 19 3 2 N 13364 Histone H2A OS=Ixodes scapularis GN=8030708 PE=3 SV
=1

3 22135 tr|A0A182KSY0|A0A182KSY0_9DIPT 63.56 19 3 2 N 13363 Histone H2A OS=Anopheles coluzzii PE=3 SV=1

3 22136 tr|A0A1S3DIS4|A0A1S3DIS4_DIACI 63.56 19 3 2 N 13352 Histone H2A OS=Diaphorina citri GN=LOC103519432 PE=3
SV=1

3 22137 tr|A0A1S4E9L2|A0A1S4E9L2_DIACI 63.56 17 3 2 N 14272 Histone H2A OS=Diaphorina citri GN=LOC103507294 PE=3
SV=1

6 22101 tr|A0A182JIT9|A0A182JIT9_9DIPT 59.59 16 2 1 N 13191 Histone H2A OS=Anopheles atroparvus PE=3 SV=1

6 22102 tr|A0A182F532|A0A182F532_ANOAL 59.59 16 2 1 N 13243 Histone H2A OS=Anopheles albimanus PE=3 SV=1

6 22103 tr|Q7QF50|Q7QF50_ANOGA 59.59 16 2 1 N 13191 Histone H2A OS=Anopheles gambiae GN=1271957 PE=3 S
V=3

6 22104 tr|A0A0A9YW58|A0A0A9YW58_LYGHE 59.59 16 2 1 N 13448 Histone H2A OS=Lygus hesperus GN=H2AFZ PE=3 SV=1

6 22105 tr|J3JTR0|J3JTR0_DENPD 59.59 15 2 1 N 13573 Histone H2A OS=Dendroctonus ponderosae GN=10954073
0 PE=2 SV=1

6 22106 tr|A0A132A5C4|A0A132A5C4_SARSC 59.59 12 2 1 N 17675 Histone H2A OS=Sarcoptes scabiei GN=QR98_0046350 PE
=3 SV=1

13 62637 tr|A0A0M9A898|A0A0M9A898_9HYME 53.03 2 1 1 N 75721 Protein kinase C OS=Melipona quadrifasciata GN=WN51_0
9077 PE=3 SV=1

13 24933 tr|A0A0P5W4V7|A0A0P5W4V7_9CRUS 53.03 2 1 1 N 91255 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 24863 tr|A0A0N7ZKU6|A0A0N7ZKU6_9CRUS 53.03 2 1 1 N 88252 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 24846 tr|A0A0P5D7F8|A0A0P5D7F8_9CRUS 53.03 2 1 1 N 87265 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 24822 tr|A0A0P6FB91|A0A0P6FB91_9CRUS 53.03 2 1 1 N 86666 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 24817 tr|A0A0P5BRK4|A0A0P5BRK4_9CRUS 53.03 2 1 1 N 86165 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 24802 tr|A0A0P4ZIP3|A0A0P4ZIP3_9CRUS 53.03 2 1 1 N 85758 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 62654 tr|A0A151X2L9|A0A151X2L9_9HYME 53.03 2 1 1 N 81910 Protein kinase C OS=Trachymyrmex zeteki GN=ALC60_066
37 PE=3 SV=1

13 62653 tr|A0A0P5DL28|A0A0P5DL28_9CRUS 53.03 2 1 1 N 80253 Protein kinase C OS=Daphnia magna PE=3 SV=1

13 62652 tr|A0A0A9X7J5|A0A0A9X7J5_LYGHE 53.03 2 1 1 N 78243 Protein kinase C (Fragment) OS=Lygus hesperus GN=Pkc5
3E_2 PE=3 SV=1

total 195 proteins
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13 62651 tr|Q7Q042|Q7Q042_ANOGA 53.03 2 1 1 N 78365 Protein kinase C (Fragment) OS=Anopheles gambiae GN=1
280437 PE=3 SV=4

13 39894 tr|V9I8Q4|V9I8Q4_APICE 53.03 2 1 1 N 76716 Protein kinase C OS=Apis cerana GN=ACCB00050.1 PE=2
SV=1

13 62650 tr|A0A146MGA7|A0A146MGA7_LYGHE 53.03 2 1 1 N 76205 Protein kinase C OS=Lygus hesperus GN=Pkc53E_0 PE=3 S
V=1

13 62649 tr|A0A023GLQ5|A0A023GLQ5_9ACAR 53.03 2 1 1 N 75587 Protein kinase C (Fragment) OS=Amblyomma triste PE=2 S
V=1

13 62648 tr|U5Q0I7|U5Q0I7_ANOST 53.03 2 1 1 N 76204 Protein kinase C OS=Anopheles stephensi GN=cPKC PE=2
SV=1

13 62647 tr|A0A069DWB7|A0A069DWB7_9HEMI 53.03 2 1 1 N 75194 Protein kinase C (Fragment) OS=Panstrongylus megistus P
E=2 SV=1

13 62646 tr|W5JP71|W5JP71_ANODA 53.03 3 1 1 N 70984 Protein kinase C OS=Anopheles darlingi GN=AND_002326
PE=3 SV=1

13 62645 tr|A0A0A9WKY4|A0A0A9WKY4_LYGHE 53.03 3 1 1 N 62202 Protein kinase C, brain isozyme OS=Lygus hesperus GN=Pk
c53E_3 PE=4 SV=1

13 39892 tr|V9I8A6|V9I8A6_APICE 53.03 3 1 1 N 61413 Protein kinase C alpha type OS=Apis cerana GN=ACCB0005
0.3 PE=2 SV=1

13 62644 tr|A0A1W4WLP9|A0A1W4WLP9_AGRPL 53.03 3 1 1 N 61209 protein kinase C, brain isozyme OS=Agrilus planipennis GN
=LOC108734078 PE=4 SV=1

13 62643 tr|T1HII9|T1HII9_RHOPR 53.03 3 1 1 N 60881 Uncharacterized protein (Fragment) OS=Rhodnius prolixus
PE=4 SV=1

13 62642 tr|A0A0J7P1D0|A0A0J7P1D0_LASNI 53.03 3 1 1 N 55074 Protein kinase brain isozyme OS=Lasius niger GN=RF55_11
74 PE=3 SV=1

13 62641 tr|A0A1A9W2I3|A0A1A9W2I3_9MUSC 53.03 3 1 1 N 53516 Uncharacterized protein OS=Glossina brevipalpis PE=3 SV=
1

13 62640 tr|A0A182Y1W2|A0A182Y1W2_ANOST 53.03 6 1 1 N 28838 Uncharacterized protein OS=Anopheles stephensi PE=4 SV
=1

13 62639 tr|A0A1B0CD14|A0A1B0CD14_LUTLO 53.03 6 1 1 N 28518 Uncharacterized protein OS=Lutzomyia longipalpis PE=4 SV
=1

13 62638 tr|A0A182SK05|A0A182SK05_9DIPT 53.03 10 1 1 N 18483 Uncharacterized protein OS=Anopheles maculatus PE=4 SV
=1

9 62636 tr|F4W666|F4W666_ACREC 48.97 3 1 1 Y 71197 Heat shock 70 kDa protein cognate 4 OS=Acromyrmex echi
natior GN=G5I_00959 PE=3 SV=1

10 62657 tr|A0A0P6CG63|A0A0P6CG63_9CRUS 45.04 12 3 3 N 25093 Transmembrane emp24 domain-containing protein OS=Dap
hnia magna PE=3 SV=1

10 62769 tr|A0A0P5ZY70|A0A0P5ZY70_9CRUS 39.55 12 2 2 N 19820 Transmembrane emp24 domain-containing protein (Fragme
nt) OS=Daphnia magna PE=3 SV=1

17 22509 tr|T1PG74|T1PG74_MUSDO 39.60 9 1 1 Y 16787 Ras family protein OS=Musca domestica PE=2 SV=1

17 22510 tr|T1PDL5|T1PDL5_MUSDO 39.60 9 1 1 Y 16743 Ras family protein OS=Musca domestica PE=2 SV=1

17 22537 tr|W8AQG8|W8AQG8_CERCA 39.60 7 1 1 Y 22239 Ras-related protein Rac1 OS=Ceratitis capitata GN=RAC1 P
E=2 SV=1

17 22511 tr|B4ML79|B4ML79_DROWI 39.60 7 1 1 Y 21344 Uncharacterized protein OS=Drosophila willistoni GN=Dwil
\GK16805 PE=3 SV=1

17 22512 tr|B4QKE8|B4QKE8_DROSI 39.60 7 1 1 Y 21359 GD13056 OS=Drosophila simulans GN=Dsim\GD13056 PE
=3 SV=1

17 22513 tr|B4J295|B4J295_DROGR 39.60 7 1 1 Y 21414 GH16613 OS=Drosophila grimshawi GN=Dgri\GH16613 PE
=3 SV=1

17 22514 tr|A0A0K8VMJ4|A0A0K8VMJ4_BACLA 39.60 7 1 1 Y 21496 Ras-related protein Rac2 OS=Bactrocera latifrons GN=Rac2
_8 PE=3 SV=1

17 22515 tr|B4LDX8|B4LDX8_DROVI 39.60 7 1 1 Y 21537 Uncharacterized protein OS=Drosophila virilis GN=Dvir\GJ1
2360 PE=3 SV=1

17 22516 tr|A0A1A9WD10|A0A1A9WD10_9MUSC 39.60 7 1 1 Y 21456 Uncharacterized protein OS=Glossina brevipalpis PE=3 SV=
1

17 22517 tr|A0A1I8Q976|A0A1I8Q976_STOCA 39.60 7 1 1 Y 21441 Uncharacterized protein OS=Stomoxys calcitrans GN=1060
84831 PE=3 SV=1

17 22518 tr|B4HV68|B4HV68_DROSE 39.60 7 1 1 Y 21359 GM13759 OS=Drosophila sechellia GN=Dsec\GM13759 PE=
3 SV=1

17 22519 tr|A0A034W5H7|A0A034W5H7_BACDO 39.60 7 1 1 Y 21428 Ras-related protein Rac1 OS=Bactrocera dorsalis GN=RAC1
PE=3 SV=1

17 22520 tr|A0A1W4WMW4|A0A1W4WMW4_AGRPL 39.60 7 1 1 Y 21396 ras-related protein Rac1 OS=Agrilus planipennis GN=LOC1
08737091 PE=3 SV=1

17 22521 tr|A0A1L8EGW8|A0A1L8EGW8_HAEIR 39.60 7 1 1 Y 21441 Putative ras-related protein rac1 OS=Haematobia irritans P
E=3 SV=1

17 22522 tr|B4KYQ8|B4KYQ8_DROMO 39.60 7 1 1 Y 21537 Uncharacterized protein OS=Drosophila mojavensis GN=D
moj\GI12458 PE=3 SV=1

17 22523 tr|A0A1I8N4Z1|A0A1I8N4Z1_MUSDO 39.60 7 1 1 Y 21440 Uncharacterized protein OS=Musca domestica GN=101900
181 PE=3 SV=1

17 22524 tr|A0A0L0CPU9|A0A0L0CPU9_LUCCU 39.60 7 1 1 Y 21544 Ras-related protein Rac2 OS=Lucilia cuprina GN=FF38_059
65 PE=3 SV=1

17 22525 tr|A0A1W4U7J3|A0A1W4U7J3_DROFC 39.60 7 1 1 Y 21373 ras-related protein Rac2 OS=Drosophila ficusphila GN=LOC
108086981 PE=3 SV=1

17 22526 tr|A0A1I8MG34|A0A1I8MG34_MUSDO 39.60 7 1 1 Y 21396 Uncharacterized protein OS=Musca domestica GN=101893
580 PE=3 SV=1

17 22527 tr|A0A0M4EYM2|A0A0M4EYM2_DROBS 39.60 7 1 1 Y 21512 Rac1 OS=Drosophila busckii GN=Dbus_chr3Lg486 PE=3 SV
=1

17 22528 tr|D3TPE0|D3TPE0_GLOMM 39.60 7 1 1 Y 21456 Ras-related small GTPase rho type OS=Glossina morsitans
morsitans PE=2 SV=1

17 22529 tr|A0A1A9VE20|A0A1A9VE20_GLOAU 39.60 7 1 1 Y 21456 Uncharacterized protein OS=Glossina austeni PE=3 SV=1

17 22530 tr|A0A1A9XE80|A0A1A9XE80_GLOFF 39.60 7 1 1 Y 21456 Uncharacterized protein OS=Glossina fuscipes fuscipes PE=
3 SV=1

17 22531 tr|B3NFD1|B3NFD1_DROER 39.60 7 1 1 Y 21359 Uncharacterized protein OS=Drosophila erecta GN=Dere\G
G14963 PE=3 SV=1

17 22532 tr|A0A1B0BHT7|A0A1B0BHT7_9MUSC 39.60 7 1 1 Y 21456 Uncharacterized protein OS=Glossina palpalis gambiensis P
E=3 SV=1

17 22533 tr|B5DQJ0|B5DQJ0_DROPS 39.60 7 1 1 Y 21451 Uncharacterized protein OS=Drosophila pseudoobscura pse
udoobscura GN=Dpse\GA23612 PE=3 SV=1

17 22534 tr|B3M5S1|B3M5S1_DROAN 39.60 7 1 1 Y 21390 Uncharacterized protein OS=Drosophila ananassae GN=Da
na\GF23788 PE=3 SV=1

17 22535 tr|A0A1L8EH01|A0A1L8EH01_HAEIR 39.60 7 1 1 Y 21386 Putative ras-related protein rac2 OS=Haematobia irritans P
E=3 SV=1

total 195 proteins
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17 22536 tr|M9PBU2|M9PBU2_DROME 39.60 7 1 1 Y 21359 Rac2, isoform B OS=Drosophila melanogaster GN=Rac2 PE
=3 SV=1

18 22662 tr|A0A0P5VEM3|A0A0P5VEM3_9CRUS 35.37 12 1 1 Y 11058 ATP synthase subunit beta, mitochondrial-like protein OS=
Daphnia magna PE=4 SV=1

14 22227 tr|A0A0P6D933|A0A0P6D933_9CRUS 35.26 4 1 1 Y 29096 HNRNPA2B1 protein (Fragment) OS=Daphnia magna PE=4
SV=1

305 22723 tr|K0FA39|K0FA39_9CRUS 27.09 15 2 2 N 10359 Histone 3 (Fragment) OS=Alpioniscus trogirensis GN=H3 P
E=3 SV=1

11 22658 tr|D6NTM1|D6NTM1_MARJA 25.86 2 1 1 Y 41784 Actin OS=Marsupenaeus japonicus PE=2 SV=1

20 63073 tr|A0A0P5IP74|A0A0P5IP74_9CRUS 23.82 2 1 1 N 36298 Putative Lymphokine-activated killer T-cell-originated protei
n kinase (Fragment) OS=Daphnia magna PE=4 SV=1

20 63074 tr|A0A0P5X9B5|A0A0P5X9B5_9CRUS 23.82 2 1 1 N 37342 Putative Lymphokine-activated killer T-cell-originated protei
n kinase (Fragment) OS=Daphnia magna PE=4 SV=1

20 63076 tr|A0A0P5N7W8|A0A0P5N7W8_9CRUS 23.82 2 1 1 N 39207 Putative Lymphokine-activated killer T-cell-originated protei
n kinase (Fragment) OS=Daphnia magna PE=4 SV=1

19 22582 tr|A0A182MJI2|A0A182MJI2_9DIPT 23.61 1 1 1 N 124622 Uncharacterized protein OS=Anopheles culicifacies PE=4 S
V=1

12 22775 tr|A0A0P5UVM6|A0A0P5UVM6_9CRUS 22.84 1 1 1 N 139088 Leucine-rich repeat-containing protein 16B OS=Daphnia m
agna PE=4 SV=1

21 22307 tr|W5JLB6|W5JLB6_ANODA 22.03 1 1 1 N 94304 Drop dead OS=Anopheles darlingi GN=AND_003065 PE=4
SV=1

22 63082 tr|A0A1E1X293|A0A1E1X293_9ACAR 21.01 1 1 1 N 115394 Putative polyprotein (Fragment) OS=Amblyomma aureolatu
m PE=2 SV=1

23 22585 tr|Q17T64|Q17T64_9HYME 20.63 6 1 1 N 18811 Elongation factor-1alpha (Fragment) OS=Bombus caliginos
us GN=EF-1a PE=4 SV=1

23 63084 tr|A0A0H3VAG6|A0A0H3VAG6_9ODON 20.63 6 1 1 N 20336 Elongation factor 1 alpha (Fragment) OS=Brachytron prate
nse GN=Ef1a PE=4 SV=1

23 22586 tr|A0A221J585|A0A221J585_9MUSC 20.63 5 1 1 N 25164 Elongation factor 1-alpha (Fragment) OS=Apodacra plumip
es GN=Ef1a PE=4 SV=1

23 22587 tr|D4P281|D4P281_HYPSO 20.63 5 1 1 N 26652 Elongation factor 1 alpha (Fragment) OS=Hyposmocoma sa
ccophora GN=EF1a PE=4 SV=1

23 22589 tr|D4P296|D4P296_9NEOP 20.63 4 1 1 N 28155 Elongation factor 1 alpha (Fragment) OS=Hyposmocoma m
enehune GN=EF1a PE=4 SV=1

23 22588 tr|A0A0C5DAT0|A0A0C5DAT0_HELNM 20.63 4 1 1 N 28014 Elongation factor 1 alpha (Fragment) OS=Heliconius numat
a GN=Ef1a PE=4 SV=1

23 22590 tr|D5GRK8|D5GRK8_9NEOP 20.63 4 1 1 N 29242 Elongation factor-1 alpha (Fragment) OS=Oleria padilla pad
illa GN=ef-1a PE=4 SV=1

23 22591 tr|D7GJQ5|D7GJQ5_9DIPT 20.63 4 1 1 N 30382 Elongation factor 1-alpha (Fragment) OS=Micropsectra seg
uyi GN=EF-1a PE=4 SV=1

23 22592 tr|A0A1S6JYA4|A0A1S6JYA4_9CUCU 20.63 4 1 1 N 30621 Elongation factor 1-alpha (Fragment) OS=Entiminae gen. 3
aequalis PE=4 SV=1

23 22593 tr|Q9U8J1|Q9U8J1_9HEMI 20.63 4 1 1 N 31678 Elongation factor 1-alpha (Fragment) OS=Uroleucon aeneu
m PE=4 SV=1

23 22594 tr|A0A0G2T5E8|A0A0G2T5E8_9NEOP 20.63 3 1 1 N 35500 Elongation factor-1 alpha (Fragment) OS=Eumorpha capro
nnieri GN=EF-1a PE=4 SV=1

23 22595 tr|B3FBI9|B3FBI9_9MUSC 20.63 3 1 1 N 36736 Elongation factor 1-alpha (Fragment) OS=Lasiocnemus lug
ens GN=EF-1alpha PE=3 SV=1

23 22597 tr|A0A0S1NH65|A0A0S1NH65_9HEMI 20.63 3 1 1 N 38294 Elongation factor 1-alpha (Fragment) OS=Cicadidae sp. 'wi
ngpopper' GN=EF1a PE=3 SV=1

23 63085 tr|E9JV44|E9JV44_9NEOP 20.63 3 1 1 N 38589 Elongation factor 1 alpha (Fragment) OS=Taraka hamada G
N=EF1a PE=4 SV=1

23 22598 tr|D5GR67|D5GR67_9NEOP 20.63 3 1 1 N 38718 Elongation factor-1 alpha (Fragment) OS=Hyposcada anchi
ala mendax GN=ef-1a PE=4 SV=1

23 22600 tr|D1GKQ7|D1GKQ7_9NEOP 20.63 3 1 1 N 39810 Elongation factor 1-alpha (Fragment) OS=Caledopsyche ki
mminsi GN=ef1a PE=3 SV=1

23 22601 tr|A0A068J3Y4|A0A068J3Y4_9NEOP 20.63 3 1 1 N 43946 Elongation factor 1-alpha (Fragment) OS=Acronicta grisea
GN=EF-1alpha PE=3 SV=1

23 63086 tr|Q2VKY2|Q2VKY2_TITHA 20.63 3 1 1 N 43741 Elongation factor 1-alpha (Fragment) OS=Tithorea harmoni
a GN=EF-1a PE=3 SV=1

23 22602 tr|Q2LB41|Q2LB41_9NEOP 20.63 3 1 1 N 44539 Elongation factor 1-alpha (Fragment) OS=Gnophodes chely
s GN=EF1-alpha PE=3 SV=1

23 22604 tr|B5LXT8|B5LXT8_COETU 20.63 3 1 1 N 44632 Elongation factor 1-alpha (Fragment) OS=Coenonympha tul
lia GN=EF1a PE=3 SV=1

23 22605 tr|A0A0K0MVA6|A0A0K0MVA6_9NEOP 20.63 3 1 1 N 45048 Elongation factor 1-alpha (Fragment) OS=Athyma libnites n
ieuwenhuisi GN=EF1-alpha PE=3 SV=1

23 22606 tr|A0A0K0MU56|A0A0K0MU56_9NEOP 20.63 3 1 1 N 45083 Elongation factor 1-alpha (Fragment) OS=Parasarpa zayla
GN=EF1-alpha PE=3 SV=1

23 22607 tr|Q58GU4|Q58GU4_9NEOP 20.63 3 1 1 N 45091 Elongation factor 1-alpha (Fragment) OS=Ectopatria pauro
gramma GN=EF-1a PE=3 SV=1

23 22609 tr|B8Y157|B8Y157_9NEOP 20.63 3 1 1 N 45245 Elongation factor 1-alpha (Fragment) OS=Melitaea casta G
N=EF-1alpha PE=3 SV=1

total 195 proteins

tr|V9I6A9|V9I6A9_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QAADMILLDDNFASIVTGVEEGR.L Y 62.72 2463.1951 397.2 1233.0940 2 42.88 3943 1 735 757

K.LTLKAEELVLGDVVEVK.F Y 58.42 1854.0713 447.0 928.4573 2 38.12 3404 1 169 185

K.AEELVLGDVVEVK.F Y 46.90 1398.7605 -204.1 700.2448 2 36.03 3159 1 173 185

R.MTVAHM(+15.99)WFDNQIIEADTTEDQSGLQYDR.T Y 22.50 3329.4604 364.3 1111.2317 3 37.42 3322 1 377 404 Oxidation (M)

total 4 peptides

tr|V9I6B1|V9I6B1_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QAADMILLDDNFASIVTGVEEGR.L Y 62.72 2463.1951 397.2 1233.0940 2 42.88 3943 1 587 609

K.LTLKAEELVLGDVVEVK.F Y 58.42 1854.0713 447.0 928.4573 2 38.12 3404 1 21 37

K.AEELVLGDVVEVK.F Y 46.90 1398.7605 -204.1 700.2448 2 36.03 3159 1 25 37

R.MTVAHM(+15.99)WFDNQIIEADTTEDQSGLQYDR.T Y 22.50 3329.4604 364.3 1111.2317 3 37.42 3322 1 229 256 Oxidation (M)

total 4 peptides

tr|V9I733|V9I733_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QAADMILLDDNFASIVTGVEEGR.L Y 62.72 2463.1951 397.2 1233.0940 2 42.88 3943 1 587 609

K.LTLKAEELVLGDVVEVK.F Y 58.42 1854.0713 447.0 928.4573 2 38.12 3404 1 21 37

K.AEELVLGDVVEVK.F Y 46.90 1398.7605 -204.1 700.2448 2 36.03 3159 1 25 37

R.MTVAHM(+15.99)WFDNQIIEADTTEDQSGLQYDR.T Y 22.50 3329.4604 364.3 1111.2317 3 37.42 3322 1 229 256 Oxidation (M)

total 4 peptides

tr|V9I6C2|V9I6C2_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QAADMILLDDNFASIVTGVEEGR.L Y 62.72 2463.1951 397.2 1233.0940 2 42.88 3943 1 587 609

K.LTLKAEELVLGDVVEVK.F Y 58.42 1854.0713 447.0 928.4573 2 38.12 3404 1 21 37

K.AEELVLGDVVEVK.F Y 46.90 1398.7605 -204.1 700.2448 2 36.03 3159 1 25 37

R.MTVAHM(+15.99)WFDNQIIEADTTEDQSGLQYDR.T Y 22.50 3329.4604 364.3 1111.2317 3 37.42 3322 1 229 256 Oxidation (M)

total 4 peptides

tr|A0A0P6A3S1|A0A0P6A3S1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.KESYSVYVYK.V Y 44.49 1264.6339 -24.7 633.3086 2 29.03 2346 1 35 44

K.Q(-17.03)VHPDTGISSK.A Y 41.98 1150.5619 -120.8 1151.4302 1 26.61 2072 1 48 58 Pyro-glu from Q

K.HAVSEGTK.A Y 41.46 827.4137 950.0 415.1071 2 2.18 159 2 110 117

R.LAHYNKR.S Y 25.90 900.4930 592.2 451.5204 2 20.72 1469 1 81 87

K.Q(+27.99)VHPDTGISSK.A Y 21.77 1195.5833 929.7 599.3547 2 26.34 2042 1 48 58 Formylation

K.ESYSVYVYK.V Y 21.62 1136.5389 874.9 569.7739 2 30.98 2571 2 36 44

K.RSTITSR.E Y 16.66 819.4562 842.3 411.0805 2 20.69 1466 1 87 93

total 7 peptides
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tr|A0A0P6CBE1|A0A0P6CBE1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.KESYSVYVYK.V Y 44.49 1264.6339 -24.7 633.3086 2 29.03 2346 1 35 44

K.Q(-17.03)VHPDTGISSK.A Y 41.98 1150.5619 -120.8 1151.4302 1 26.61 2072 1 48 58 Pyro-glu from Q

K.HAVSEGTK.A Y 41.46 827.4137 950.0 415.1071 2 2.18 159 2 110 117

R.LAHYNKR.S Y 25.90 900.4930 592.2 451.5204 2 20.72 1469 1 81 87

K.Q(+27.99)VHPDTGISSK.A Y 21.77 1195.5833 929.7 599.3547 2 26.34 2042 1 48 58 Formylation

K.ESYSVYVYK.V Y 21.62 1136.5389 874.9 569.7739 2 30.98 2571 2 36 44

K.RSTITSR.E Y 16.66 819.4562 842.3 411.0805 2 20.69 1466 1 87 93

total 7 peptides

tr|V9IK47|V9IK47_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 53.51 1218.6608 -165.5 610.2368 2 35.99 3154 2 13 25

R.YFVGNLASGGAAGATSLC(+57.02)FVYPLDFAR.T Y 44.88 2823.3689 332.4 1413.1610 2 41.73 3813 2 114 140 Carbamidomethylation

R.LAADVGK.A Y 22.71 672.3806 1358.1 674.3010 1 24.33 1817 1 143 149

total 3 peptides

tr|M9NYU2|M9NYU2_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 53.51 1218.6608 -165.5 610.2368 2 35.99 3154 2 13 25

R.YFVGNLASGGAAGATSLC(+57.02)FVYPLDFAR.T Y 44.88 2823.3689 332.4 1413.1610 2 41.73 3813 2 114 140 Carbamidomethylation

R.LAADVGK.A Y 22.71 672.3806 1358.1 674.3010 1 24.33 1817 1 143 149

total 3 peptides

tr|Q6VQ13|Q6VQ13_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFLAGGVAAAISK.T Y 53.51 1218.6608 -165.5 610.2368 2 35.99 3154 2 13 25

R.YFVGNLASGGAAGATSLC(+57.02)FVYPLDFAR.T Y 44.88 2823.3689 332.4 1413.1610 2 41.73 3813 2 114 140 Carbamidomethylation

total 3 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LAADVGK.A Y 22.71 672.3806 1358.1 674.3010 1 24.33 1817 1 143 149

total 3 peptides

tr|E2BR21|E2BR21_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DFIAGGVAAAISK.T Y 53.51 1218.6608 -165.5 610.2368 2 35.99 3154 2 13 25

R.YFVGNLASGGAAGATSLC(+57.02)FVYPLDFAR.T Y 44.88 2823.3689 332.4 1413.1610 2 41.73 3813 2 114 140 Carbamidomethylation

R.LAADVGK.G Y 22.71 672.3806 1358.1 674.3010 1 24.33 1817 1 143 149

total 3 peptides

tr|A0A182FLZ7|A0A182FLZ7_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 2 13

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 58 69 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 58 70 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 74 80

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 2 13 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 46 55

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 74 80 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 2 9

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 24 33

total 9 peptides

tr|A0A1D2MA61|A0A1D2MA61_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A1Z5LH91|A0A1Z5LH91_ORNMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A182IZV6|A0A182IZV6_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|B4JH62|B4JH62_DROGR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A194Q0V4|A0A194Q0V4_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A182FBX3|A0A182FBX3_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A151XEG2|A0A151XEG2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A034WS42|A0A034WS42_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|B4LVM7|B4LVM7_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A226DYY4|A0A226DYY4_FOLCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|B4ILZ0|B4ILZ0_DROSE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|Q7PCX0|Q7PCX0_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A023GDJ7|A0A023GDJ7_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A132ACK5|A0A132ACK5_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A1B0D251|A0A1B0D251_PHLPP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A0A9WMX0|A0A0A9WMX0_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|E2A0J1|E2A0J1_CAMFO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|Q4PM69|Q4PM69_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A1S3DDY8|A0A1S3DDY8_DIACI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A182WXV7|A0A182WXV7_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|A0A1V9XAM9|A0A1V9XAM9_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DNIQGITKPAIR.R Y 37.13 1324.7462 738.5 663.8696 2 29.08 2353 1 25 36

K.TVTAM(+15.99)DVVYALK.R Y 33.79 1325.6901 747.8 664.3480 2 35.27 3070 1 81 92 Oxidation (M)

K.TVTAM(+15.99)DVVYALKR.Q Y 30.97 1481.7911 -6.3 741.8982 2 33.93 2911 1 81 93 Oxidation (M)

R.TLYGFGG Y 30.03 713.3384 -39.9 714.3173 1 34.27 2953 1 97 103

R.DNIQGITKPAIR(+14.02).R Y 26.53 1338.7620 -83.7 670.3322 2 28.97 2339 1 25 36 Methyl ester

R.DAVTYTEHAK.R Y 24.64 1133.5353 -116.7 1134.4103 1 24.96 1888 1 69 78

R.TLY(+31.99)GFGG Y 22.56 745.3282 -37.3 746.3077 1 34.44 2973 1 97 103 Dihydroxy

R.DNIQGITK.P Y 21.75 887.4713 -116.8 888.3749 1 26.60 2071 1 25 32

R.ISGLIYEETR.G Y 15.23 1179.6135 -111.5 1180.4893 1 31.89 2675 1 47 56

total 9 peptides

tr|Q7JN37|Q7JN37_ARTSF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A034WV44|A0A034WV44_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A0A9Z4T5|A0A0A9Z4T5_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|Q1W2C4|Q1W2C4_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A182QI60|A0A182QI60_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|D7RF65|D7RF65_ERISI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|E3UKG7|E3UKG7_ERISI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A182IKK6|A0A182IKK6_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|R4G4B9|R4G4B9_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|E3UKG8|E3UKG8_ERISI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A1S3DBX7|A0A1S3DBX7_DIACI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A1E1W9H3|A0A1E1W9H3_PECGO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A0Q5U3G2|A0A0Q5U3G2_DROER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TITLEVEPSDTIENVK.A Y 48.84 1786.9200 -126.9 894.3539 2 34.45 2974 1 12 27

K.IQDKEGIPPDQQR.L Y 44.17 1522.7739 44.5 762.4281 2 24.94 1885 1 30 42

total 2 peptides

tr|A0A087ZQI5|A0A087ZQI5_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 83 97

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 461 466

total 2 peptides

tr|A0A0N0BIY2|A0A0N0BIY2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 83 97

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 461 466

total 2 peptides

tr|V9IFD6|V9IFD6_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 83 97

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 461 466

total 2 peptides

tr|A0A0J7N062|A0A0J7N062_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 84 98

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A1A9WYG7|A0A1A9WYG7_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 88 102

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 466 471

total 2 peptides

tr|A0A1B6KWM9|A0A1B6KWM9_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 104 118

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 482 487

total 2 peptides

tr|B4QHN0|B4QHN0_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 88 102

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 393 398

total 2 peptides

tr|A0A182TC06|A0A182TC06_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 65 79

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 412 417

total 2 peptides

tr|A0A182YNR5|A0A182YNR5_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 69 83

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 447 452

total 2 peptides

tr|A0A1B0C955|A0A1B0C955_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 86 100

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 464 469

total 2 peptides

tr|A0A151J3L9|A0A151J3L9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 83 97

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 461 466

total 2 peptides

tr|A0A151XGV4|A0A151XGV4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 84 98

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 462 467

total 2 peptides

tr|A0A195CV10|A0A195CV10_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 84 98

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 462 467

total 2 peptides

tr|B4LIV0|B4LIV0_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 86 100

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 464 469

total 2 peptides

tr|A0A0M4EW76|A0A0M4EW76_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 86 100

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 464 469

total 2 peptides

tr|A0A1L8E154|A0A1L8E154_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 86 100

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 464 469

total 2 peptides

tr|A0A182XJA6|A0A182XJA6_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A182FH95|A0A182FH95_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|W5J4R5|W5J4R5_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A1J1J483|A0A1J1J483_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A182N7Z7|A0A182N7Z7_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|Q7PHI8|Q7PHI8_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A069DZ92|A0A069DZ92_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A067QI29|A0A067QI29_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|S4VDE6|S4VDE6_LOCMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A182MRL5|A0A182MRL5_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A1A9TPM8|A0A1A9TPM8_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 87 101

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 465 470

total 2 peptides

tr|A0A0J9RIM8|A0A0J9RIM8_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 88 102

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 466 471

total 2 peptides

tr|A0A232FBT4|A0A232FBT4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 82 96

R.LTELLK.Q N 17.53 715.4480 -109.0 716.3773 1 29.89 2445 1 473 478

total 2 peptides

tr|A0A1B0D1L3|A0A1B0D1L3_PHLPP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 61.14 1666.7872 -81.2 834.3333 2 35.84 3137 1 85 99

total 1 peptides

tr|A0A1U9X0H4|A0A1U9X0H4_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 14 22

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 29 35

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 82 88

total 3 peptides

tr|A0A1L2C7D6|A0A1L2C7D6_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p2/protein.html 29/56

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 15 23

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 30 36

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 83 89

total 3 peptides

tr|A0A1L2C7C0|A0A1L2C7C0_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 15 23

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 30 36

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 83 89

total 3 peptides

tr|A0A076G3V3|A0A076G3V3_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 15 23

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 30 36

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 83 89

total 3 peptides

tr|T1IUL1|T1IUL1_STRMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|B4JZ46|B4JZ46_DROGR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|Q7PD33|Q7PD33_ANOGA back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|B4LVM8|B4LVM8_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|Q7Q2C6|Q7Q2C6_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|Q7Q2C4|Q7Q2C4_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A182XUN7|A0A182XUN7_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A1S3DA94|A0A1S3DA94_DIACI back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A132ACK3|A0A132ACK3_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|E2A0I8|E2A0I8_CAMFO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|B4K329|B4K329_DROGR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A1B0D249|A0A1B0D249_PHLPP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides
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tr|A0A182G0A8|A0A182G0A8_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|B7PSI5|B7PSI5_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A182KSY0|A0A182KSY0_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A1S3DIS4|A0A1S3DIS4_DIACI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95

total 3 peptides

tr|A0A1S4E9L2|A0A1S4E9L2_DIACI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 21 29

R.KGNYAER.V Y 29.28 836.4141 609.6 419.4692 2 12.13 864 2 36 42

R.NDEELNK.L Y 20.95 860.3876 -79.3 861.3267 1 23.01 1669 1 89 95



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p2/protein.html 33/56

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 3 peptides

tr|A0A182JIT9|A0A182JIT9_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 24 32

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 103 113

total 2 peptides

tr|A0A182F532|A0A182F532_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.M N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 24 32

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 103 113

total 2 peptides

tr|Q7QF50|Q7QF50_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 24 32

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 103 113

total 2 peptides

tr|A0A0A9YW58|A0A0A9YW58_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 24 32

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 103 113

total 2 peptides

tr|J3JTR0|J3JTR0_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 24 32

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 103 113

total 2 peptides

tr|A0A132A5C4|A0A132A5C4_SARSC back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AGLQFPVGR.I N 41.93 943.5239 -98.1 472.7230 2 32.83 2784 2 58 66

K.ATIAGGGVIPH.I Y 35.32 991.5450 437.5 496.9967 2 30.30 2492 1 137 147

total 2 peptides

tr|A0A0M9A898|A0A0M9A898_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 251 266

total 1 peptides

tr|A0A0P5W4V7|A0A0P5W4V7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 271 286

total 1 peptides

tr|A0A0N7ZKU6|A0A0N7ZKU6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 299 314

total 1 peptides

tr|A0A0P5D7F8|A0A0P5D7F8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 271 286

total 1 peptides

tr|A0A0P6FB91|A0A0P6FB91_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 286 301

total 1 peptides

tr|A0A0P5BRK4|A0A0P5BRK4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 283 298

total 1 peptides

tr|A0A0P4ZIP3|A0A0P4ZIP3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 271 286

total 1 peptides

tr|A0A151X2L9|A0A151X2L9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 304 319

total 1 peptides

tr|A0A0P5DL28|A0A0P5DL28_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.NDFMGSLSFGISEIIK.S Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 286 301

total 1 peptides

tr|A0A0A9X7J5|A0A0A9X7J5_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 279 294

total 1 peptides

tr|Q7Q042|Q7Q042_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 270 285

total 1 peptides

tr|V9I8Q4|V9I8Q4_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 260 275

total 1 peptides

tr|A0A146MGA7|A0A146MGA7_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 257 272

total 1 peptides

tr|A0A023GLQ5|A0A023GLQ5_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 255 270

total 1 peptides

tr|U5Q0I7|U5Q0I7_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 261 276

total 1 peptides

tr|A0A069DWB7|A0A069DWB7_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEIIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 248 263

total 1 peptides

tr|W5JP71|W5JP71_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 205 220

total 1 peptides

tr|A0A0A9WKY4|A0A0A9WKY4_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 132 147

total 1 peptides

tr|V9I8A6|V9I8A6_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 123 138

total 1 peptides

tr|A0A1W4WLP9|A0A1W4WLP9_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEIIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 123 138

total 1 peptides

tr|T1HII9|T1HII9_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEIIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 120 135

total 1 peptides

tr|A0A0J7P1D0|A0A0J7P1D0_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISELIK.A Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 67 82

total 1 peptides

tr|A0A1A9W2I3|A0A1A9W2I3_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEIIK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 66 81

total 1 peptides

tr|A0A182Y1W2|A0A182Y1W2_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 116 131

total 1 peptides

tr|A0A1B0CD14|A0A1B0CD14_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEIIK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 116 131

total 1 peptides

tr|A0A182SK05|A0A182SK05_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NDFMGSLSFGISEILK.N Y 53.03 1756.8705 468.2 879.8538 2 42.78 3931 1 67 82

total 1 peptides

tr|F4W666|F4W666_ACREC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.APAVGIDLGTTYSC(+57.02)VGVFQHGK.V Y 48.97 2276.1260 516.0 760.1074 3 35.85 3139 1 4 25 Carbamidomethylation

total 1 peptides

tr|A0A0P6CG63|A0A0P6CG63_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.QLVEQVEQIQK.E Y 30.54 1340.7300 49.1 671.4052 2 30.76 2545 1 149 159

K.DKLSELQLR.V Y 18.02 1100.6189 1026.6 551.8817 2 30.67 2534 1 138 146

K.SFFEAK.K Y 16.47 727.3541 -55.1 728.3213 1 29.79 2433 1 206 211

total 3 peptides

tr|A0A0P5ZY70|A0A0P5ZY70_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.QLVEQVEQIQK.E Y 30.54 1340.7300 49.1 671.4052 2 30.76 2545 1 149 159

K.DKLSELQLR.V Y 18.02 1100.6189 1026.6 551.8817 2 30.67 2534 1 138 146

total 2 peptides

tr|T1PG74|T1PG74_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 90 103 Oxidation (M)

total 1 peptides

tr|T1PDL5|T1PDL5_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 90 103 Oxidation (M)

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)
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tr|W8AQG8|W8AQG8_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 138 151 Oxidation (M)

total 1 peptides

tr|B4ML79|B4ML79_DROWI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B4QKE8|B4QKE8_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B4J295|B4J295_DROGR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A0K8VMJ4|A0A0K8VMJ4_BACLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B4LDX8|B4LDX8_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1A9WD10|A0A1A9WD10_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1I8Q976|A0A1I8Q976_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B4HV68|B4HV68_DROSE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A034W5H7|A0A034W5H7_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1W4WMW4|A0A1W4WMW4_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1L8EGW8|A0A1L8EGW8_HAEIR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B4KYQ8|B4KYQ8_DROMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1I8N4Z1|A0A1I8N4Z1_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A0L0CPU9|A0A0L0CPU9_LUCCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1W4U7J3|A0A1W4U7J3_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides
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tr|A0A1I8MG34|A0A1I8MG34_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A0M4EYM2|A0A0M4EYM2_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|D3TPE0|D3TPE0_GLOMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1A9VE20|A0A1A9VE20_GLOAU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1A9XE80|A0A1A9XE80_GLOFF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B3NFD1|B3NFD1_DROER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1B0BHT7|A0A1B0BHT7_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B5DQJ0|B5DQJ0_DROPS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|B3M5S1|B3M5S1_DROAN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A1L8EH01|A0A1L8EH01_HAEIR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|M9PBU2|M9PBU2_DROME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LTPITYPQGLAM(+15.99)AK.E Y 39.60 1518.8115 -46.6 760.3776 2 33.41 2851 1 134 147 Oxidation (M)

total 1 peptides

tr|A0A0P5VEM3|A0A0P5VEM3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IM(+15.99)NVIGEPIDER.G Y 35.37 1400.6969 9.0 701.3621 2 31.59 2639 1 29 40 Oxidation (M)

total 1 peptides

tr|A0A0P6D933|A0A0P6D933_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.QEM(+15.99)QEVQSSR.S Y 35.26 1236.5404 12.3 619.2851 2 22.98 1666 1 237 246 Oxidation (M)

total 1 peptides

tr|K0FA39|K0FA39_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.STELLIR.K Y 19.16 830.4861 -111.2 831.4011 1 30.72 2540 1 30 36

R.EIAQDFK.T Y 15.85 849.4232 -40.5 850.3961 1 27.56 2179 1 46 52

total 2 peptides

tr|D6NTM1|D6NTM1_MARJA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DLTDYLM(+15.99)K.I Y 25.86 1013.4739 -85.0 1014.3950 1 33.54 2866 2 185 192 Oxidation (M)

total 1 peptides

tr|A0A0P5IP74|A0A0P5IP74_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.DGFVVLK.A Y 23.82 776.4432 -8.3 777.4441 1 33.81 2896 1 21 27

total 1 peptides

tr|A0A0P5X9B5|A0A0P5X9B5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.DGFVVLK.A Y 23.82 776.4432 -8.3 777.4441 1 33.81 2896 1 316 322

total 1 peptides

tr|A0A0P5N7W8|A0A0P5N7W8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.DGFVVLK.A Y 23.82 776.4432 -8.3 777.4441 1 33.81 2896 1 331 337

total 1 peptides

tr|A0A182MJI2|A0A182MJI2_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.VIQALISLLVK.I Y 23.61 1195.7904 112.9 598.9700 2 33.71 2885 1 115 125

total 1 peptides
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tr|A0A0P5UVM6|A0A0P5UVM6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.LLGKLVSSVEVAQD.N Y 22.84 1456.8137 145.7 729.5203 2 41.19 3752 1 472 485

total 1 peptides

tr|W5JLB6|W5JLB6_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.IAALAAIASLTT.V Y 22.03 1114.6598 66.9 558.3745 2 28.85 2325 1 589 600

total 1 peptides

tr|A0A1E1X293|A0A1E1X293_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.QEYSYTVVYK.S Y 21.01 1278.6132 832.0 640.8458 2 30.34 2497 1 569 578

total 1 peptides

tr|Q17T64|Q17T64_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 148 158

total 1 peptides

tr|A0A0H3VAG6|A0A0H3VAG6_9ODON back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 133 143

total 1 peptides

tr|A0A221J585|A0A221J585_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 58 68

total 1 peptides

tr|D4P281|D4P281_HYPSO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 191 201

total 1 peptides

tr|D4P296|D4P296_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 197 207

total 1 peptides

tr|A0A0C5DAT0|A0A0C5DAT0_HELNM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 190 200

total 1 peptides

tr|D5GRK8|D5GRK8_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 138 148

total 1 peptides

tr|D7GJQ5|D7GJQ5_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 202 212

total 1 peptides

tr|A0A1S6JYA4|A0A1S6JYA4_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 198 208

total 1 peptides

tr|Q9U8J1|Q9U8J1_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 183 193

total 1 peptides

tr|A0A0G2T5E8|A0A0G2T5E8_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 171 181

total 1 peptides

tr|B3FBI9|B3FBI9_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 227 237

total 1 peptides

tr|A0A0S1NH65|A0A0S1NH65_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 220 230
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|E9JV44|E9JV44_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 184 194

total 1 peptides

tr|D5GR67|D5GR67_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 185 195

total 1 peptides

tr|D1GKQ7|D1GKQ7_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 210 220

total 1 peptides

tr|A0A068J3Y4|A0A068J3Y4_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 229 239

total 1 peptides

tr|Q2VKY2|Q2VKY2_TITHA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p2/protein.html 55/56

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 232 242

total 1 peptides

tr|Q2LB41|Q2LB41_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 237 247

total 1 peptides

tr|B5LXT8|B5LXT8_COETU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 237 247

total 1 peptides

tr|A0A0K0MVA6|A0A0K0MVA6_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 242 252

total 1 peptides

tr|A0A0K0MU56|A0A0K0MU56_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 242 252

total 1 peptides

tr|Q58GU4|Q58GU4_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 242 252

total 1 peptides

tr|B8Y157|B8Y157_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IGGIGTVPVGR.V Y 20.63 1024.6029 282.5 513.4534 2 30.78 2547 1 242 252

total 1 peptides


