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Summary

1. Notes
2. Result Statistics

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. @
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data. Table 4. PTM profile.
# of MS Scans 1541 Name AMass #PSM Position
# of MS/MS Scans 4028 .
Carbamidomethyl  57.02 8 C
Table 2. Result filtration parameters. Pyro-glu fromQ  -17.03 3 N-term
Peptide -101gP 215 Oxidation 15.99 3 M
Protein -101gP >20 ati )
Proteins unique peptides >0 Acetylation 42.01 1 Protein N-term
De novo ALC Score >50% Deamidation 98 1 Q

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 69
Peptide Sequences 69
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Protein Groups 20

Proteins 97

Proteins (#Unique Peptides) 10 (>2); 6 (=2); 81 (=1);
FDR (Peptide-Spectrum Matches) 47.8%

FDR (Peptide Sequences) 47.8%
FDR (Protein) 14.4%
De Novo Only Spectra 43

3. Experiment Control

proteins

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
LTQ 57 10 2 0
.
4. Other Information
Table 6. Search parameters. Table 7. Instrument parameters.
Query Type: Homology Match Fractions: IT douglas 3 20170921 _03.raw
Fixed Modifications: Ion Source:_ESI(nano-spray)
Carbamidomethylation: 57.02 Fragmentation Mode: CID/ECD
Variable Modifications: MS Scan Mode: Linear Ion Trap
Oxidation (M): 15.99 MS/MS Scan Mode: Linear Ion Trap
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 92
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true
Protein List
Protein Protein - _ Coverage . . Avg. -
Group D Accession 10igP (%) #Peptides | #Unique| PTM Mass Description
Sodium/potassium-transporting ATPase subunit alpha (Frag
4 78957 |tr|E2DV16|E2DV16 9HYME 117.80 16 5 3 Y 53582 | ) 0S=Townsendiella Sp. 19-2010 PEe3 SV-1
3 4599  (tr|AOA182]1K8|AO0A182]11K8 9DIPT 113.14 14 4 4 Y 49908 | Tubulin alpha chain OS=Anopheles atroparvus PE=3 SV=1
3 4601 |tr|Q7PUE2|Q7PUE2 ANOGA 113.14 14 4 4 v 49908 | Jubulin alpha chain OS=Anopheles gambiae GN=1281950 P
3 4595  |tr|A7UIK9|A7UIK9 MONAT 113.14 14 4 4 Y 49908 I“b“"” alpha chain OS=Monochamus alternatus PE=2 SV=
Sodium/potassium-transporting ATPase subunit alpha OS=D
5 36913 |tr|AOAOR1E113|AOAOR1E113 DROYA [101.27 5 3 1 Y 111160 | o hila yakuba GN-Dyak\GE25699 PE<3 SV=1
2 11772 |tr] AOAOP6CE35|AOAOP6CE35 9CRUS | 77.77 15 5 5 Y 32931 | ADP/ATP translocase OS=Daphnia magna PE=3 SV=1
prohibitin-2 isoform X2 OS=Agrilus planipennis GN=LOC108
1 36579 |tr|AOAIW4W573|AOAIW4WS73 AGRPL | 74.53 13 4 4 Y 32970 (D0 g PEes SVl
1 36584 |tr|AOALY1MOCS|AOALY1MOCS PHOPY | 74.53 13 4 4 Y 33089 | Uncharacterized protein 0S=Photinus pyralis PE=4 SV=1
1 36587 |tr|AOALSIX2A0|AOAISIX2A0 OHYME | 74.53 13 4 4 Y | 33532|propibin-2 OS=Trachymyrmex zeteki GN=ALC60_06697 P
prohibitin-2 isoform X1 OS=Agrilus planipennis GN=LOC108
1 36588 |tr|AOALW4W553|AOAIWAWS53 AGRPL | 74.53 13 4 4 Y 33255 |00 oG PE—4 Sve1
1 36591 |tr|ADAO67QGUS|AOAQ670GUS ZOONE | 74.53 12 4 4 v | 35088|prohibitin-2 OS=Zootermopsis nevadensis GN=1795_03226
total 97 proteins
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Protein Protein - _ Coverage . . Avg. T
Group D Accession 10igP (%) #Peptides | #Unique |PTM Mass Description
Mitochondrial-processing peptidase subunit beta OS=Apis c
18 36538 |tr|[VOIIDO|VOIIDO APICE 70.05 4 1 1 Y 53350 | grang ONCACCEL0 108 DE D Syy
18 78964 |tr|ADAOS8AB20|AOAOBBAB20 APIME | 70.05 4 1 1 v 53349 | ppcheracterized protein 0S=Apis mellifera GN=10C410022
Mitochondrial-processing peptidase subunit beta OS=Habro
18 36537 |tr|AOAOL7RBGO|AOAOL7RBGY OHYME | 70.05 4 1 1 Y 48763 | L0 laboriosa GNoWHA7 03430 PE=3 SV=1
ATP synthase subunit alpha OS=Trachymyrmex cornetzi GN
12 22030 |tr|AOA151J319|A0A15113L9 9HYME 67.30 3 1 1 N 59328 |2\ b 10733 PE3 SVel
12 22029 |tr|AOA1BOCO55|A0AIBOCYS5 LUTLO | 67.30 3 1 1 N 58520 ’;{,P:iy"thase subunit alpha OS=Lutzomyia longipalpis PE=3
12 22035 |tr|AOA1L8E154|A0A1L8E154 9DIPT 67.30 3 1 1 N 59331 |ATP Synthase subunit alpha OS=Nyssomya neivai PE=3 SV
12 22036 |tr|AOA182XIA6|AOAL82XIA6 ANOQN | 67.30 3 1 1 N 59401 ﬁgzgysn&r;alse subunit alpha OS=Anopheles quadriannulatus
ATP synthase subunit alpha OS=Clunio marinus GN=CLUMA
12 22039 |tr|AOA131J483|AOA111J483 9DIPT 67.30 3 1 1 N 59428 " CG050157 PE=3 SVt
12 22040 |tr|AOA182N7Z7|AOA182N7Z7 9DIPT 67.30 3 1 1 N 59387 ’;TP synthase subunit alpha OS=Anopheles dirus PE=3 SV=
ATP synthase subunit alpha OS=Anopheles gambiae GN=12
12 22041 |tr|Q7PHI8|Q7PHI8 ANOGA 67.30 3 1 1 N 59452 | s
ATP synthase subunit alpha OS=Locusta migratoria manilen
12 22044 |tr|SAVDE6|S4VDE6 LOCMI 67.30 3 1 1 N 59564 i GNeatpaal PES2 SVt
ATP synthase subunit alpha (Fragment) OS=Graphocephala
12 22050 |tr|AOA1B6KWMO|AOAIBEKWMY SHEMI | 67.30 3 1 1 N 61429 | o N ata GNg.30172 PE~3 SVl
12 22062 |tr|AOA1BODIL3|AOAIBODIL3 PHLPP | 67.30 5 1 1 N 34054 | Uncharacterized protein OS=Phlebotomus papatasi PE=4 SV
ATP synthase subunit alpha OS=Zootermopsis nevadensis G
12 22043 |tr|AOAO67QI29|A0A067QI29 ZOONE | 67.30 3 1 1 N 59515 \_ 758 03658 PE=3 Sv-1
12 22026 |tr|B4QHNO|B4QHNO DROSI 67.30 3 1 1 N 51137 5251:7104 0OS=Drosophila simulans GN=Dsim\GD11704 PE=
12 22027 |tr|AOA182TC06|AOA182TC06 9DIPT 67.30 3 1 1 N 53866 liq‘:har“te”zed protein OS=Anopheles maculatus PE=3 SV
12 22028 |tr|ADA182YNRS|AOAI82YNRS ANOST | 67.30 3 1 1 N 57574 | A1 Synthase subunit alpha OS=Anopheles stephensi PE=3
ATP synthase subunit alpha OS=Drosophila virilis GN=Dvir
12 22033 |tr|BALIVO|B4LIVO DROVI 67.30 3 1 1 N 59176 \G123050 PE=3 SV=1
ATP synthase subunit alpha OS=Drosophila busckii GN=Dbu
12 22034 |tr|AOAOM4EW76|AOAOM4EW76 DROBS | 67.30 3 1 1 N 59338 | (nroRg1866 PES3 SVo1
ATP synthase subunit alpha OS=Trachymyrmex zeteki GN=
12 22031 |tr|AOA151XGV4|AOALS1XGV4 OHYME | 67.30 3 1 1 N 59635 |l cog 01388 PES3 Svot
ATP synthase subunit alpha OS=Cyphomyrmex costatus GN
12 22032 |tr|AOA195CV10|AOAI95CVI0 9HYME | 67.30 3 1 1 N 59555 | ALcbo. 04768 PE<3 SV
12 21998 |tr|AOA087ZQI5|A0A087ZQI5 APIME 67.30 3 1 1 N 59512 'ET; Ssy\’,‘ihlase subunit alpha OS=Apis mellifera GN=Atp5al P
ATP synthase subunit alpha OS=Melipona quadrifasciata GN
12 21999 |tr|AOAONOBIY2|AOAONOBIY2 SHYME | 67.30 3 1 1 N 59519 | Z\Ne1 07748 PEZ3 o1
12 22000 |tr|VOIFD6|VOIFD6 APICE 67.30 3 1 1 N 59526 |5 1 2thase subunit alpha OS=Apis cerana GN=ACCB0472
ATP synthase subunit alpha OS=Drosophila simulans GN=D
12 22048 |tr|AOAOJ9RIMS|AQAQIORIME DROSI 67.30 3 1 1 N 59438 | i\ UD 11704 PEZ3 Syo1
12 22049 |tr|AOALIAOWYG7|AOALIASWYGZ 9MUSC | 67.30 3 1 1 N 59478 é\T,F’:iy”thase subunit alpha OS=Glossina brevipalpis PE=3
12 78965 |tr|AOA1BOBN74|AOA1BOBN74 9MUSC | 67.30 3 1 1 N 59476 ':L'Ei‘g"g{/ajf subunit alpha OS=Glossina palpalis gambiensi
12 22037 |tr|AOA182FHO5|AOAI82FHO5 ANOAL | 67.30 3 1 1 N 59383 | A, 5Y"thase subunit alpha OS=Anopheles albimanus PE=3
ATP synthase subunit alpha OS=Anopheles darlingi GN=AN
12 22038 |tr|W5J4R5|W5J4R5 ANODA 67.30 3 1 1 N 59383 |5 008021 PEZ3 SV=1
12 22042 |tr|AOA069DZ92|A0A06ODZ92 SHEMI | 67.30 3 1 1 N | 59539|ATF synthase subunit alpha OS=Panstrongylus megistus PE
12 22046 |tr|AOA182MRLS|AQA182MRLS ODIPT | 67.30 3 1 1 N 59343 |y 3Ythase subunit alpha OS=Anopheles culicifacies PE=3
12 22047 |tr|AOAIA9TPMB|AOAIA9TPMS ANOST | 67.30 3 1 1 N 59357 | A, 3 "thase subunit aipha OS=Anopheles stephensi PE=3
ATP synthase subunit alpha OS=Trichomalopsis sarcophaga
12 22051 |tr|AOA232FBT4|AOA232FBT4 OHYME | 67.30 3 1 1 N 61799 [ GNTSAR, 007587 PEZ3 SVl
12 22045 |tr|AOAOI7NO62|AOAOI7NO62 LASNI 67.30 3 1 1 N 59948 ’;gppéingh;\fif”b“”'t alpha OS=Lasius niger GN=RF55_150
6 36527 |tr|AOAOM4EGW1|AOAOM4EGW1 DROBS | 66.29 7 2 2 N 30414 £237Ce OS=Drosophila busckil GN=Dbus_chr3Lg30 PE=4
Uncharacterized protein, isoform A OS=Drosophila virilis GN
6 36528 |tr|B4M935|B4M935 DROVI 66.29 7 2 2 N 30412 | S od REad SVt
6 36529 |tr|B4Q9G9|B4QIGY DROSI 66.29 7 2 2 N 30384 | S0 L7/7 OS=Drosophila simulans GN=Dsim\Gb21777 PE=
6 36530 |tr|DOQWC7|DOQWC7 DROMI 66.29 7 2 2 N 30392 (13“0498 0OS=Drosophila miranda GN=GA10498 PE=4 SV=
6 36531 |tr|WSBWG2|WBBWG2 CERCA 66.29 7 2 P N 30323 Fl’rotem 1(2)37Cc OS=Ceratitis capitata GN=L2CC PE=2 SV=
Mitochondrial lactate dehydrogenase A chain OS=Eulimnoga
11 36524 |tr|AOA289ZEQ2|AOA289ZEQ2 EULVE | 61.65 4 1 1 Y 35925 | e casue PELy Svos
11 36539 |tr|AOAIYIKOI6|AOALYIKOI6 PHOPY | 61.65 5 1 1 Y 25783 | 1actate dehydrogenase (Fragment) OS=Photinus pyralis P
L-lactate dehydrogenase OS=Operophtera brumata GN=0B
11 36525 |tr|AOAOLZLHXO|AOAOL7LHXO ONEOP | 61.65 5 1 1 Y 26220 |07 08919 PEZ3 SY=1
11 36540 |tr|AOAOP6CBY2|AOAOP6CBY2 9CRUS | 61.65 4 1 1 Y 30079 | f1o7tale (ehydrogenase (Fragment) 0S=Daphnia magna P
Putative heteroproteinous nuclear ribonucleoprotein k (Frag
7 36606 |tr|AOAOKS8RPB2|AOAOKSRPB2 IXORI | 57.21 14 2 2 N 19878 |1 OGS Ixodes ricinus PES2 Sva1
19 36929 |tr|HBWUAO|HBWUAQ 9ARAC 42.76 19 1 1 N 6001 |Mistone H4 (Fragment) OS=zalmoxis pygmaeus GN=H4 PE
20 78968 |tr]AOA1BOCQKO|AOA1BOCQKO LUTLO 41.03 12 1 1 N 7440 |Histone H2B OS=Lutzomyia longipalpis PE=3 SV=1
total 97 proteins
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Pé:::i: Pr(;:)ein Accession -10igP Co\(l:/:?ge #Peptides | #Unique |PTM Ia;gs Description

21 36535 |tr|ADAQAYXM3|AOAQASYXM3 LYGHE | 38.71 3 1 1 Y | 41634|[0sePhosphate isomerase OS=Lygus hesperus GN=Tpi PE
14 36849 |tr|AOAO34WXLO|AOAO34WXLO RHIMP | 36.78 2 1 1 N 55598 Esatssg‘é’iﬁ protein 0 1 (Fragment) OS=Rhipicephalus micr
14 36666 |tr|ADAO23FKD7|AOAO23FKD7 9ACAR | 36.78 1 1 1 N | 85386 | e o P emmenbe pEp Gy o+ (Fragme
14 36855 |tr|BSTGR4|BSTGR4 TRIVP 36.78 2 1 1 N 83013 aiﬁgsgg?éjg%\if{“em OS=Trialeurodes vaporariorum G
14 36846 |tr|AOAOP6CIM3|AOAOP6CIM3 OCRUS | 36.78 9 1 1 N 14090 Ega;zgfak&izgg\;i'fha"ike protein (Fragment) OS=Daph
14 36847 |tr|AOALPSLG21]|AOAIPSLG21 9CUCU | 36.78 5 1 1 N 23631 gﬁfjgsgggrggg (S':\;iglme”t) 0OS=Dendroctonus armandi
14 36848 |tr|E2ILN7|E2ILN7 9CUCU 36.78 4 1 1 N 34142 ;'Egiflhgéing’ciq 90 (Fragment) OS=Cryptolaemus montr
14 36850 |tr|ADAOB7UNG7|AOAOB7UNG7 9ARAC | 36.78 2 1 1 N | 80063 | K e ay peo quay o coodyphus mimos
14 36851 |tr|ADAOB4LOJO|AOAOB4LOJ0 9CUCU | 36.78 2 1 1 N 82121 | Heal shock profein 90 0S=Lissorhoptrus oryzophilus GN=H
14 36852 |tr|AOAIWAX044|AOAIWAX044 AGRPL | 36.78 2 1 1 N 82659 | o3 Shock protein 33-ike OS=Agrilus planipennis GN=LOC
14 36853 |tr|AOA1Z2RU91|AOAIZ2RU91 HERIL | 36.78 2 1 1 N 82636 |Heat shock protein 90 OS=Hermetia illucens PE=2 SV=1
14 36854 |tr|HOBOBS|HOBOBS 9HYME 36.78 5 1 1 N 83332 \I—/iialt shock protein 90 OS=Quadrastichus erythrinae PE=2 S
14 36856 |tr|AOA1317059|A0A1317059 RHIAP | 36.78 2 1 1 N 83992 | Moecular chaperone HtpG OS=Rhipicephalus appendiculatu
14 36857 |tr|AOA224YTX2]|A0A224YTX2 9ACAR | 36.78 2 1 1 N 83964 '\P"é"fs,cus'flrzclhapem”e HtpG OS=Rhipicephalus zambeziensis
14 36858 |tr|AOAOKSRSNO|AOAOKSRENY IXORI | 36.78 2 1 1 N 84236 z;ga:ii;’ien::?,tEihzogflzrl"tEi” hsp 90-alpha isoform 1 0S=Ixo
14 36859 |tr|B7QI01|B7QI01 IXOSC 36.78 2 1 1 N 84279 Eéig%ﬂ’,rgtfi”' putative OS=Ixodes scapularis GN=8041558
14 36669 |tr|L7MEGO|L7MEGO 9ACAR 36.78 1 1 1 N 87541 Sfctﬁén’fshp‘?:tzshs‘ﬁlpmtei” (Fragment) OS=Rhipicephalus p
22 78998 |tr|ADA2AEHNO|AOA2ASEHNO APICC | 34.98 3 1 1 N 64484 Eaﬂ;a;é;sr‘::‘é'K‘j;xsp}cgéfgé‘é'ggepﬁz’ drogenase OS=Apis ce
22 78996 |tr|VOILO0|VOIL90 APICE 34.98 4 1 1 N 63561 gﬂ?’&g‘%‘égﬁ;&?;@"fz" 'gf/idlehydmge”ase 0S=Apis ce
22 78997 |tr|AOAOSSA1I8|AOAOSSALI8 APIME 34.98 4 1 1 N 63522 gg:ﬁagfi”md protein OS=Apis mellifera GN=LOC551113
8 40434 |tr|ADAOQOXTW1|AOAOQIXTW1 DROMO | 24.15 0 1 1 N | 197142 gizcg;fét;g\e&ﬂ%tgé”;,éﬁ"g\‘;:wl' 0S=Drosophila mojaven
8 39750 |tr|ADAOPSCIN7|AOAOPSCINZ 9CRUS | 24.15 0 1 1 N | 635902 ;“;;S‘a’epE"ffsf{jt;“l'e'ac”” cross-linking factor OS=Daphnia
8 80084 |tr|AOA1B6LCG7|AOAIB6LCG7 OHEMI | 24.15 2 1 1 N 34702 g:&:?{:ﬁ;eéﬁi%p{;’gf é;fgrgsr;? 0S=Graphocephala atr
8 82673 |tr|AOAOQSVMA2|AOAOQSVMA2 DROER | 24.15 0 1 1 N 618126 “’;%‘:rf\cé‘gizszegrg?ﬂ' iss\fi"lrm G OS=Drosophila erecta G
8 36559 |tr|AOA1IS8PMCO|AOALISPMCO STOCA | 24.15 0 1 1 N | 994180 g;g';grgétfzzse\f:p{"tei" 0S=Stomoxys calcitrans GN=1060
8 36533 |tr|AOAOP9COQ5|AOAOPICOQ5 DROAN | 24.15 0 1 1 N | 988224 ggcGhﬁf;gir;Z\ZdFf{i?;"g,éi";"g?:‘f 0S=Drosophila ananass
8 37166 |tr|AOAOQOWSB0|AOAOQIWSB0 DROWI | 24.15 0 1 1 N | 984479 gm‘g:ﬁf\téﬂzl%§£°,§E'24'§‘\’,fzrlm G OS=Drosophila willistoni
8 37169 |tr|AOAOR1DVI7|AOAORIDVI7 DROYA | 24.15 0 1 1 N | 1002729 gaﬂ‘g;ﬂfﬁégfgggﬁl fg\ff:’;" V 0S=Drosophila yakuba
8 37167 |tr|AOA1ISMXA4|AOA1IBMXA4 MUSDO | 24.15 0 1 1 N | 994016|ggnaracterized protein OS=Musca domestica GN=1018938
8 82516 |tr|AOA0J9U1A2]|AOA0I9U1A2 DROSI 24.15 0 1 1 N 982574 g'&i‘g:ﬁf&g;‘;;’;th,;z":fgs’;r{‘ G 0S=Drosophila simulans
8 36617 |tr|AOA1WA4VPU6|AOAIWAVPU6 DROFC | 24.15 0 1 1 N | 1003103 ?Jﬁﬁ?liuﬁ‘éﬁ,?ﬁﬁ? gN°=sngigl1‘B"§0;agstgrz 1PiE5:Z°g\?=X17 0S=bro
8 36616 |tr|AOA1WA4VBG9|AOAIWAVBGY DROFC | 24.15 0 1 1 N | 1003526 ?Jéﬁ?fa”??f;;ﬁﬁ? é:\f’:ssl_giglfg"gogagst‘z’rz lpli;:z"g\?:xf 0S=bro
36 39097 |tr|BALHDO|B4LHDO DROVI 22.67 0 2 1 N | 369336|Spcharacterized protein OS=Drosophila virilis GN=DvinGJ1
15 36906 |tr|AOA293N017|AOA293NO17 ORNER | 22.09 4 1 1 N 24546 ﬁf)sgzsfg’r::fﬁog'g’rf;”erzra(t‘fc“lf:‘;’,?:czeg\z/idlpmtei”) (Fragme
15 36907 |tr|AOA293N044|A0A293N044 ORNER | 22.09 4 1 1 N 28676 gf)sgasszea'n':Lfo‘ég’rfsi”erzra(gaf:f,?zczeg\z/idlprOtei”) (Fragme
10 36875 |tr|ADAOLOC4S2|AQAOLOCAS2 LUCCU | 21.66 0 1 1 N | 297672 Eﬁggfgg’s'gez'asgiﬁugffls”ppress” OS=Lucilia cuprina GN=
10 36876 |tr|AOAIAOWOE4|AOAIAOWOE4 9MUSC | 21.66 0 1 1 N | 300161 llJ”CharaCterized protein 0S=Glossina brevipalpis PE=4 SV=
10 36877 |tr|AOA1I8MA30|AOA1I8MA30 MUSDO 21.66 0 1 1 N 378500 |Uncharacterized protein OS=Musca domestica PE=4 SV=1
9 39345 |tr|B4N084|BANOS4 DROWI 21.61 0 1 1 N | 113507 |fPharmannosidase OS=Drosophila willstoni GN=Dwi\GK2
9 41033 |tr|AOA1ISNPGO|AOALISNPGO STOCA | 21.61 0 1 1 N 569745 g;gg?rsétfzzse\fzpftem 0S=Stomoxys calcitrans GN=1060

total 97 proteins

tr|E2DV16|E2DV16_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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proteins

1 AVLCFIAYSI QASTSEDPND DNLYLGIVLA AVVIVTGIFS YYQESKSSKI MESFENMVPQ FATVIREGEE LMLRAEELVL .CEFL’E
o Oxidz
f— 7] Mutal
21 GDVVEVKEGD RIPADIRIIE SEGFEVDNSS LTGESEPQSR SPEFTHENFL ETENLAFFST NAVEGTAKGV VICCGDQTVM
——
——
16l GRIAGLASGL DTGETPIAKE IHHFIHLITG VAVFLGVTFF IIAFILGYHW LDAVIFLIGI IVANVPEGLL ATVTVCLTLT
287
241 AKRMASENCL VENLEAVETL GSTSTICSDK TGTLTQNEMT VAHMWFDNQI IEADTTEDQS GLQYDRTSPG FRKALAKIATL
O o
321 CNRAEFFAGQ ENQPILEREV NGDASEAALL KCMELALGDV MGIRKRNKEV CEIPFNSTNE YQVSIHESDN PDDPRHLLVM
401 KGAPERILDE CSTIFIGGEE KVLDEEMEEA FNNAYLELGG LGERVLGFCD YTLPSDKFPI GFEFNCDDPN FPVDGLREVG
481 LMSMIDPP
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
K.NLAFFSTNAVEGTAK.G N 59.61 |1568.7834|523.3| 785.8094(2|35.82 (3064 1 134 (148
K.NLEAVETLGSTSTIC(+57.02)SDK.T N 55.70 |1923.9095|455.0| 963.3998(2|33.46 (2800 1 253 | 270 |Carbamidomethylation
R.AEELVLGDVVEVK.F Y 50.45 |1398.7605|742.1| 700.9066|2|36.12 (3098 1 75 87
R.M(+15.99)TVAHMWFDNQIIEADTTEDQSGLQYDR.T| Y | 38.71 [3329.4604| 68.6/1110.9036(3|37.27(3228| 1 279 | 306 |Oxidation (M)
K.LMLRAA(sub E)ELVLGDVVEVK.F Y 19.21 [1854.0648(465.5| 928.4712|2(37.91|3300 1 71 87 |Mutation
total 5 peptides
tr|AOA182]J1K8|A0A182J1K8_9DIPT back to list

Protein Coverage:

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGGGDDSFN TFFSETGAGK HVPRAVEVDL EPTVVDEVRT lCar‘dJE
o Oxidz
21 GTYRQLFHPE QLITGKEDARA NNYARGHYTI GEKEIVDVVLD RIREKLADQCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD
161 YGRKESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYTNLNRL IGQIVSSITA
—
zi@
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVKCDPRHG KYMACCMLYR
— e
221 GDVVPEDVNA AIATIKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VQRAVCMLSN TTAIAEAWAR LDHEFDLMYA
I —— =l
401 KRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSG EGEGEGAEEY
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
R.AVC(+57.02)MLSNTTAIAEAWAR.L Y | 63.18 |1863.8971|-21.0(932.9363|2|38.35(3349| 1 374 | 390 | Carbamidomethylation
R.LIGQIVSSITASLR.F Y | 58.69 |1456.8613|166.1(729.5589|2|41.05|3654 | 1 230 | 243
K.DVNAAIATIK.T Y | 42.67 [1014.5709|235.1|508.4120(2|31.46(2576| 1 327 [ 336
K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C| Y | 25.52 |2765.2788(448.0({923.1798(3|35.01(2973| 1 281 | 304 | Carbamidomethylation; Oxidation (M)
K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y | 24.31 |2749.2839(308.5(917.7180|3|36.13|3099 | 1 281 | 304 | Carbamidomethylation
total 5 peptides
tr|Q7PUE2|Q7PUE2_ANOGA back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGGGDDSFN TFEFSETGAGK HVPRAVEVDL EPTVVDEVRT lgafgf
0 Uxide
21 GTYRQLFHPE QLITGKEDAARA NNYARGHYTI GKEIVDVVLD RIRKLADQCT GLQGFLIFHS FGGGTGSGFT SLLMERLSVD
16l YGEKESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRENLDIE RPTYTNLNRL IGQIVSSITA
————————
a5
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVKCDPRHG KYMACCMLYR
— e
221 GDVVPEDVNA ATATIKTERT IQFVDWCPTG FEVGINYQPP TVVEPGGDLAK VQRAVCMLSN TTATAEAWAR LDHEFDLMYA
— el
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSG EGEGEGAEEY
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.AVC(+57.02)MLSNTTAIAEAWAR.L Y | 63.18 |1863.8971|-21.0(932.9363|2|38.35(3349| 1 374 | 390 | Carbamidomethylation
R.LIGQIVSSITASLR.F Y | 58.69 |1456.8613|166.1(729.5589|2|41.05|3654 | 1 230 | 243
K.DVNAAIATIK.T Y | 42.67 |1014.5709(235.1(508.4120(|2|31.46|2576| 1 327 |336
K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C| Y | 25.52 |2765.2788(448.0{923.1798(3|35.01(2973| 1 281 | 304 | Carbamidomethylation; Oxidation (M)
K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y | 24.31 |2749.2839(308.5(917.7180|3|36.13|3099 | 1 281 | 304 | Carbamidomethylation
total 5 peptides
tr|A7ZUIK9|AZUIK9_MONAT back to list
| Protein Coverage | Supporting Peptides |
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Protein Coverage:

proteins

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TVGGGDDSFN TFESETGAGK HVPRAVEVDL EPTVVDEVRT lgaﬂdﬂf
o Uxiaz
21 GTYRQLFHPE QLITGKEDAAR NNYARGHYTI GEKEIVDLVLD RIREKLADQCT GLQGFLIFHS FGGGTGSGFT SLLMERLSVD
161l YGRESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYTNLNRL IGQIVSSITA
——————
285
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVKCDPRHG KYMACCMLYR
— Q]
321 GDVVPEDVNA ATATIKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VQRAVCMLSN TTATAEAWAR LDHEFDLMYA
I —— el
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSG EGEGEGAEEY
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.AVC(+57.02)MLSNTTAIAEAWAR.L Y | 63.18 |1863.8971|-21.0{932.9363|2|38.35(3349| 1 374 |390 | Carbamidomethylation
R.LIGQIVSSITASLR.F Y | 58.69 |1456.8613|166.1|729.5589|2|41.05(3654| 1 230 [243
K.DVNAAIATIK.T Y | 42.67 |1014.5709(235.1(508.4120(|2|31.46|2576| 1 327 [336
K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C| Y | 25.52 |2765.2788(448.0(923.1798(3(35.01(2973| 1 281 |304 |Carbamidomethylation; Oxidation (M)
K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y | 24.31 |2749.2839|308.5|917.7180|3|36.13(3099| 1 281 |304 | Carbamidomethylation
total 5 peptides
tr| AOAOR1E113|AOAOR1E113_DROYA back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPARKVNKEEN LDDLEKQELDI DFHKISPEEL YQRFQTHPEN GLSHAKAKEN LERDGPNALT PPEQTPEWVE FCENLEGGFA [B Carb:
81 MLILWIGAILC FVAYSIQAST SEEPADDNLY LGIVLSAVVI VIGIFSYYQE SKSSKIMESF KNMVPQFATV IREGEKLTLR
161 AEDLVLGDVV EVEFGDRIPA DIRIIEAERNF KVDNSSLTGE SEPQSRGAEF THENPLETEN LAFFSTNAVE GTAKGVVISC
241 GDHTVMGRIA GLASGLDTGE TPIAEKEIHHF THLITGVAVFE LGVTFFVIAF ILGYHWLDAV IFLIGIIVAN VPEGLLATVT
353
321 VCLTLTAERM ASENCLVENL EAVETLGSTS TICSDKTGTL TQNEMTVAHM WEFDNQIIEAD TTEDQSGVQY DRTSPGFEAL
E—
401 SRIATLCNRA EFKGGQDGVP ILEKEVSGDA SEAALLKCME LALGDVMNIR ERNEKIAEVP FNSTNEYQVS IHETEDSNDP
481 RYLLVMEGAP ERILERCSTI FINGEEEVLD EEMEEAFNNA YMELGGLGER VLGFCDFMLP SDEYPNGFEKF NTDDINFPID
561 NLRFVGLMSM IDPPRAAVPD AVAKCRSAGI EVIMVTGDHFP ITAFKAIAKSV GIISEGNETV EDIAQRLNIFP ISEVNPREAEK
64 AAVVHGAELE DVSSDQLDEI LRYHTEIVFA RTSPQQELII VEGCQRMGAI VAVIGDGVND SPALKKADIG VAMGIAGSDV
721 SKQAADMILL DDNFASIVTG VEEGRLIFDN LEKSIAYTLT SNIPEISPFL AFILCDIPLP LGTVTILCID LGTDMIPAIS
—]
201 LAYEGPEADI MERRPRNPEI DNLVNERLIS MAYGQIGMIQ AAAGFFVYFV IMAENGFLPK KLFGIREMWD SKAVNDLTDS
281 YGQEWTYRDE KTLEYTCHTA FFISIVVVQW ADLIICKTRE NSIFQQGMEN WALNFGLVFE TVLAAFLSYC PGMEKGLRMY
961 PLELVWWEFPA IPFALAIFIY DETRRFYLRR NPFGGWLEQET YY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |[Scan|#Spec|Start|(End|PTM
K.NLAFFSTNAVEGTAK.G N | 59.61 |1568.7834|523.3|785.8094|2|35.82|3064| 1 220 | 234
K.NLEAVETLGSTSTIC(+57.02)SDK.T| N 55.70 |1923.9095|455.0|963.3998 |2(33.46| 2800 1 339 | 356 |Carbamidomethylation
K.KADIGVAMGIAGSDVSK.Q Y | 41.41 (1617.8396|-24.2|809.9075|2|31.86(2620| 1 706 | 722
total 3 peptides
tr| AOAOP6CE35|AOAOP6CE35_9CRUS back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
a
1 MTDAAVSFAK DFLAGGVAAA ISKTAVAPIE RVKLLLQVQH ASEQITADEQ YKGIIDCVVR IPKEQGVLSF WRGNLANVIR agc'?dtv
[ —— I—— 0 Oxidz
21 YFPTQALNFA FEDKYKQIFL GGVDERTQFW RYFAGNLASG GAAGATSLCF VYPLDFARTR LAADVGKAGA EREFKGLGDC
23540
oo
161 LVEIYKSDGI KGLYQGEFNVS VQGIIIYRAR YFGIYDTAKG MLPDPENTHI FISWMIAQSV TAVAGLTSYP FDTVRRRMMM
oo
241 RQSGREGTDIM YTGTLDCWRE IARDEGSKAF FEKGAWSNVLR GMGGAFVLVL YDEIRKKYT
—
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|End|PTM
M.T(+42.01)DAAVSFAK.D Y | 41.70 | 950.4709|-120.0(951.3641(1(31.91|2627| 1 2 | 10 [Acetylation (Protein N-term)
G.FNVSVQGIIIYR.A Y | 35.92 |1407.7874| 17.5(704.9133(2(37.95|3304| 1 177 |188
K.IYKSDGIK.G Y | 27.01 | 922.5123| -58.0|462.2367(2(24.26(1777| 1 164 | 171
K.TAVAPIER.V Y | 20.32 | 855.4814| -65.7(856.4325(1(26.64|2037| 1 24 |31
total 5 peptides
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Peptide Uniq |-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|End|PTM
R.MM(+15.99)M(+15.99)QSGR.K| Y 20.09 | 871.3351| 776.6(437.0132(2(22.28|1578 1 238 | 244 |Oxidation (M)
total 5 peptides

EN

tr|[AOA1W4W573|A0A1W4W573_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MAQSKLNDLA GEFGEGGPPG LGIGLELLGV GAVAAYGVSQ SLYTVEGGHR AIVFNRIGGI QNDIFTEGLH FRIPWEQYPI dDeam

B Pyro-
21 IYDIRSRPRE ISSPTGSKDL QMVNISLEVL SRPDASQLPT MYRNLGLDYD ERVLPSICNE VLESVVAEFN AAQLITQRSQ
161 VSLLVRRELV ERAEDFNIIL DDVSITELSF GEEYTAAVEA KOQVAQQOEAQR AAFFVERAKQD EFKQQKIVQAE GEAEAAKMIG
I
[P ]
=] o
241 EAMSENPGYL KLREIRAAQN IARTIANSQN EVYLSGNGLM LNISDPEFDE QSNELIEL
—
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
K.QVAQQEAQR.A Y 40.62 |1056.5312| 153.3| 529.3539(2|22.95| 1645 1 202 (210
K.Q(-17.03)VAQQEAQ(+.98)R.A| Y | 34.21 |1040.4886| 104.9| 521.3062|2|25.80(1943| 1 202 | 210 |Pyro-glu from Q; Deamidation (NQ)
Q.Q(-17.03)KIVQAEGEAEAAK.M | Y | 33.78 |1453.7412| -46.6| 727.8440(2(28.51(2245| 1 224 | 237 |Pyro-glu from Q
R.NPGYLK.L Y 32.94 | 690.3701|-166.1| 691.2626|1|25.29(1890 1 246 | 251
K.EYTAAVEAK.Q Y 24.15 | 980.4814| 323.4| 491.4066(|2|26.13(1981 1 193 | 201
K.Q(-17.03)VAQQEAQR.A Y | 20.21 |1039.5046| -46.3|1040.4637|1(25.23|1883 1 202 | 210 | Pyro-glu from Q
total 6 peptides
tr|AOA1Y1MOC5|AO0A1Y1MOC5_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MAQSKLNDLA SKFGEGGPPG LGLGLELLGV GAAAAYGVAQ SMYTVEGGHR AIIFSRIGGV QEEIYAEGLH FRIPWEQYPI dDeam

R Pyro-
81 IYDIRSRPRE ISSPTGSEDL QMVNISLREVL SRPEASATPV MYRQLGLDYD EEVLPSICNE VLESVVAEFN AAQLITQROQ
161l VSLLVRRELV ERAKDFNIIL DDVSITELSF GEKEYTAAVEA KQVAQQEAQR AAFVVERAKQ ERQQKIVQAE GEAEAAKMIG
Iz
[ —
Iz d
241 EAIGLNPGYL KLREIRAAQN TARTIANSQN RVYLNGNSLM LNIQDPEFDD QSNRLESEK
—
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
K.QVAQQEAQR.A Y 40.62 |1056.5312| 153.3| 529.3539(2(22.95| 1645 1 202 (210
K.Q(-17.03)VAQQEAQ(+.98)R.A| Y | 34.21 [1040.4886| 104.9| 521.3062|2(25.80(1943| 1 202 |210|Pyro-glu from Q; Deamidation (NQ)
Q.Q(-17.03)KIVQAEGEAEAAK.M | Y 33.78 |1453.7412| -46.6| 727.8440(2|28.51|2245 1 224 | 237 |Pyro-glu from Q
L.NPGYLK.L Y 32.94 | 690.3701(-166.1| 691.2626(1|25.29(1890 1 246 | 251
K.EYTAAVEAK.Q Y 24.15 | 980.4814| 323.4| 491.4066(2(26.13|1981 1 193 | 201
K.Q(-17.03)VAQQEAQR.A Y | 20.21 [1039.5046| -46.3|1040.4637(1|25.23(1883| 1 202 |210|Pyro-glu from Q
total 6 peptides
tr|AOA151X2A0|A0A151X2A0_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
1 MAQNKFSEMA SRFTKGTNGV PMSLEFLAAR GVAAYSVSKA MYTVEAGHRA IIFSRLGGIQ KDILTEGLHF RVPWEQYPITI ©Deam
[=]

Pyro-
21 YDIRSRPREL SSPTGSEDLQ MVNISLRVLS RPDASTLPSM YRQLGLDYDE EVLPSICNEV LESVVAEFNA SQLITQRQOV
161 SIMVRKELTE RARDFNIVLD DVSITELSFG KEYTAAVEAK QVAQQEAQRA AFVVERAKQE RQQKIVQAEG EAEAAKMMYL
I

[ —
P At

1 GLAVGQNPGY LKLEKIRAAQ NISRTIANSQ NRIFLSGNSL MLNIQDPTFD EGSDELESEER
—

%)
1=

Supporting Peptides:

Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
K.QVAQQEAQR.A Y | 40.62 [1056.5312| 153.3| 529.3539(2|22.95(1645| 1 201 | 209
K.Q(-17.03)VAQQEAQ(+.98)R.A| Y | 34.21 [1040.4886| 104.9| 521.3062|2(25.80(1943| 1 201 | 209 |Pyro-glu from Q; Deamidation (NQ)
Q.Q(-17.03)KIVQAEGEAEAAK.M | Y 33.78 | 1453.7412| -46.6| 727.8440(2|28.51|2245 1 223 | 236 |Pyro-glu from Q
Q.NPGYLK.L Y | 32.94 | 690.3701|-166.1| 691.2626(1|25.29|1890 1 247 | 252
K.EYTAAVEAK.Q Y 24.15 | 980.4814| 323.4| 491.4066(2(26.13|1981 1 192 | 200
K.Q(-17.03)VAQQEAQR.A Y 20.21 |1039.5046| -46.3(1040.4637|1|25.23|1883 1 201 |209 |Pyro-glu from Q
total 6 peptides
tr| AOA1W4W553|A0A1W4W553_AGRPL back to list

Protein Coverage:
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1 MAQSKLNDLA GKFGKGGPPG LGIGLEKLLGV GAVAAYGVSQ SLYTVEGGHR AIVFNRIGGI QNDIFTEGLH FRIPWEQYPI

proteins

d Deam

B Pyro-
21 IYDIRSRPRE ISSPTGSEDL QMVNISLEVL SRPDASQLPT MYRNLGLDYD EEVLPSICNE VLESVVAEKFN RAQLITQRSQ
161l VSLLVRRELV ERAEDFNIIL DDVSITELSF GEEYTAAVEA KOQVAQQEAQR AAFFVERAKD EFKQQKIVQAE GEAEAAKMI.G
P
[ ———
=] d=
241 EAMSENPGYL KLREIRAAQN IARTIANSQN KVYLSGNGLM LNISDPEFDE QSNELIEKREN
—
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
K.QVAQQEAQR.A Y 40.62 |1056.5312| 153.3| 529.3539|2|22.95|1645 1 202 [210
K.Q(-17.03)VAQQEAQ(+.98)R.A| Y | 34.21 [1040.4886| 104.9| 521.3062|2(25.80(1943| 1 202 |210|Pyro-glu from Q; Deamidation (NQ)
Q.Q(-17.03)KIVQAEGEAEAAK.M | Y 33.78 |1453.7412| -46.6| 727.8440(2|28.512245 1 224 | 237 |Pyro-glu from Q
R.NPGYLK.L Y 32.94 | 690.3701|-166.1| 691.2626|1|25.29|1890 1 246 | 251
K.EYTAAVEAK.Q Y 24.15 | 980.4814| 323.4| 491.4066(2|26.13(1981 1 193 | 201
K.Q(-17.03)VAQQEAQR.A Y 20.21 |1039.5046| -46.3(1040.4637|1|25.23|1883 1 202 | 210 |Pyro-glu from Q
total 6 peptides
tr| AOA067QGU8|A0A067QGUS8_ZOONE back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAQDSKLNDLA GRFGKGPEGV GTGLEILAVA GAALYGASQS MYTVEGGHRA IIFSRIGGVQ QEVFPEGLHF RIPWFQYPIT dgeam
P Pyro-
21 YDIRSEPREI SSPTGSKDLQ MVNISLEVLS RPDAISLPIM YRQLGLDYDE KVLPSICNEV LESVVAEFNA SQLITQRQQV
161 SLLVRRELTE RARDFNIILD DVSITELSFG KEYTAAVEAK QVAQQEAQRA AFVVERAKQE ROQKIVQAEG EAEAAKMI.GE
I
[ —
i) d—
241 AVSQNPGYLK LREIRAAQSI SRTIANSQNR VFLSGSSLML NISEPTEFDDL SEELKSEDSV SHTGGDGSRS LVFDSAVRSA
—
321 TLLFEH
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM
K.QVAQQEAQR.A Y | 40.62 [1056.5312| 153.3| 529.3539(2|22.95|1645| 1 201 | 209
K.Q(-17.03)VAQQEAQ(+.98)R.A| Y | 34.21 [1040.4886| 104.9| 521.3062|2(25.80(1943| 1 201 | 209 |Pyro-glu from Q; Deamidation (NQ)
Q.Q(-17.03)KIVQAEGEAEAAK.M | Y 33.78 |1453.7412| -46.6| 727.8440(2|28.512245 1 223 | 236 |Pyro-glu from Q
Q.NPGYLK.L Y 32.94 | 690.3701|-166.1| 691.2626|1|25.29|1890 1 245 | 250
K.EYTAAVEAK.Q Y 24.15 | 980.4814| 323.4| 491.4066|2|26.13(1981 1 192 | 200
K.Q(-17.03)VAQQEAQR.A Y 20.21 |1039.5046| -46.3(1040.4637|1|25.23|1883 1 201 |209 |Pyro-glu from Q
total 6 peptides
tr|V9IIDO|V9IIDO_APICE back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MATCLLEVSS ALRAYSNESS LVEIQEKQWRS TSASLEEILM NQPPTQVTTL DCGMRIATED SGAPTATVGL WIDAGSRFET & Carb:
21 DENNGVAHFM EHMAFKGTTK RSQTDLELEI ENMGAHLNAY TSREQTVEFYA KCLAEDVPKA VEILSDIIQN SKLGENEIER
161 ERGVILREMQ EVETNLQEVV FDHLHASAYQ GTPLGRTILG PTENIKSITR NDLLNYVESY YGPPRFILAG AGGVNHNALV
247 ELAQEHFGQOM KGPFYDEIPS ILEPCRYTGS EIRVRDDTIP LAHVATAVEG AGWTDPDNIP LMVANTLMGA WDRSQGGGVN
321 NISYLAEASA TDGLCHSYQS FNTCYQDTGL WGIYFVCDPM EIQDEVENVQ REWMRLCTTV TEEEVDRAEKN ILETNMLLQL
—
407
401 DGTTIAICEDI GRQMLCYNER IPLHELEARI DSVNASNIHD IGMEYIYDQC PVIAAVGPIE NLLDYNLIRA GMYRLEV
e e
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
K.TNMLLQLDGTTAIC(+57.02)EDIGR.Q| Y 70.05 |2120.0242|-78.4|1060.9363|2|38.04|3314 1 394 | 412 |Carbamidomethylation
total 1 peptides
tr| AOAOSS8A820|AOA088A820_APIME back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MATCLLEVSS ALRAYSNENS LVEIQEQWRS TSASLEEILM NQPPTQVTTL DCGMRIATED SGAPTATVGL WIDAGSRFET & Carb:
21 DENNGVAHFM EHMAFKGTTK RSQTDLELEI ENMGAHLNAY TSREQTVFYA KCLAEDVPKA VEILSDIIQN SKLGENEIER
161 ERGVILREMQ EVETNLQEVV FDHLHASAY(Q GTPLGRTILG PTENIKSITR NDLLNYVKSY YGPPRFILAG AGGVNHNALV
241 ELAQEHFGQM KGPFYDEIPS ILEPCRYTGS EIRVEDDTIP LAHVAIAVEG AGWTDPDNIP LMVANTLMGA WDRSQGGGVN
321 NISYLAEASA TDGLCHSYQS FNTCYQDTGL WGIYFVCDPM EIQDFVEFNVQ REWMRLCTTV TEKEVDRAKN ILKTNMLLQL
—
407
401 IPLHELEART DSVNASNIHD IGMEYIYDQC PVIAAVGPIE NLLDYNLIRA GMYRLEV
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Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K. TNMLLQLDGTTAIC(+57.02)EDIGR.Q| Y 70.05 |2120.0242|-78.4|1060.9363|2|38.04| 3314 1 394 | 412 |Carbamidomethylation
total 1 peptides
tr| AOAOL7RBG9|AOAOL7RBG9_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPATEVTTLD CGMRVATEDS GAPTATVGLW IDAGSRFETD ENNGVAHFME HMAFEGTTER SQTDLELEIE
21 SREQTVFYAK CLSEDVPEAV EILSDIIQNS ELGESEIERE RCVILREMQE IETNLQEVVE DHLHASAYQG
161 TQNIKSITRN DLVDYVEEHY GPPRFILAGA GGVNHNALVD LAQKHFGQME GPFYDEIPPL LEPCRYTGCE
241 AHTATAVEGA GWADADNIPL MVANTLMGAW DRSQGGGVNN ICFLAEAAAT DGLCHSYQSF NTCYQDTGLW
86
321 LEHFVYNIQR EWMRLCTTVT EREVERAKTA LETNMLLQLD GTTLIEEDIG ROMLCYNRRI PLHELETRIN
401 AMEYIYDQCP VVAAVGPIEN LPDYNLIRSG MYRLRV
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.TNMLLQLDGTTAIC(+57.02)EDIGR.Q| Y 70.05 |2120.0242|-78.4|1060.9363|2|38.04| 3314 1 353 | 371 |Carbamidomethylation
total 1 peptides
tr|AOA151J3L9|A0A15133L9_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MGLLSLRLAS ALIRHLPNAT QINWPATAIA SHEYHVSCSR RSAEISAILE ERILGSAPKA NLEETGRVLS
51 LENIQADEMV EFSSGLKGMA LNLEPDNVGV VVFGNDRHIK EGDIVERTGA IVDVPVGEQL LGRVVDALGN
161 EKLRFRIGTEA PGIIPRVSVR EPMQTGIKAV DSLVPIGRGQ RELIIGDRQT GKTALAIDTI INQERFNDGG
241 VAIGQERSTV AQIVERLTDS GAINYTIIVS ATASDAAPLY YLAPYSGCAM GEFFRDNGEH ALIIYDDLSEK
321 LLERPPGREA YPGDVFYLHS RLLERAAFMN ENLGGGSLTA LPVIETQAGD VSAYIPTNVI SITDGQIFLE
401 ATINVGLSVSR VGSAAQTEAM KQVAGSMELE LAQYREVAAF AQFGSDLDAA TQQLLNRGVR LTELLEQGQY
421 VIYCGVRGYL DEMDPTEITG FEKEFLAHIR STQQDLLATI AEENVISEAS DAKLEEVVTD FLSSFESG
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |[Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 83 | 97
total 1 peptides
tr|AOA1BOC955|A0A1B0C955_LUTLO
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSLLSARLAA SVARNLPRTS SQVAKILYPA TSLAARKFHV SSQRNAEISA ILEERILGAA PKADLDETGR
51 VYGLENIQAD EMVEFSSGLK GMALNLEPDN VGVVVEGNDK LIEKEGDIVER TGAIVDVPVG EELLGRVVDA
16l ITSKETRFREVG IKAPGIIPRI SVREPMQTGI KAVDSLVPIG RGQRELIIGD RQTGETSLAI DTIINQERFN
241 CIYVAIGQER STVAQIVERL TDTGAMNYSI IVSATASDAA PLQYLAPYSG CAMGEFFRDN GEHALIIYDD
321 MSLLLRRPPG REAYPGDVFEY LHSRLLERAR EMSPAMGGGS LTALPVIETQ AGDVSAYIPT NVISITDGQRI
401 IRPAINVGLS VSEVGSAAQT KAMEQVAGSM KLELAQYREV AAFAQFGSDL DAATQQLLNR GVELTELLEQ
481 RGHLDEMDPQ KITEFEKEFT EHVEKSNEKAL LQQIATDGKI TEQTDAKLEKE IVTEFLATFT G
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 86 |100

total 1 peptides

tr|AOA1L8E154|AOA1L8E154_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

NMGAHLNAYT
TPLGRTILGP
IREVEDDNIPL
GIYFVSDPMM

SVTASNIHDV

&8l Carbz

back to list

IGDGIARVYG
PIDGEGFLNS

EEKKKLYCIY
QAVAYRQMSL
TELFYKGIRP
VPMAIEEQVA

back to list

VLSIGDGIAR
LGNPIDGKGA

DGQDETRKLY
LSKQAVAYRQ
FLETELFYKG
GQLLSSIAVV
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16/03/2023, 15:19 proteins
1 MSLLSARLAA SVARNLPRTS SQVARKIIYPA TSLAARKFHL SSQRNAEISA
51 VYGLENIQAD EMVEFSSGLK GMALNLEPDN VGVVVEGNDK LIEKEGDIVER
161l ITSETRFRVG IEKAPGIIPRI SVREPMQTGI KAVDSLVPIG RGQRELIIGD
247 CIYVAIGQER STVAQIVERL TDSGAMGYSV IVSATASDAR PLQYLAPYSG
321 MSLLLRRPPG REAYPGDVFEY LHSRLLERAAR KMSPAMGGGS LTALPVIETQ
401 IRPAINVGLS VSEVGSAAQT KAMEQVAGSM KLELAQYREV AAFAQFGSDL
481 QVAVIYCGVR GHLDEMDPQE ITKFEKEFTE HVESSEEALL SQIAADGQIT
Supporting Peptides:
Peptide Uniq|-10igP| Mass ppm m/z |z| RT |[Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 86 |100
total 1 peptides
tr|AOA182XJA6|A0A182XIA6_ANOQN
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSMISARLAA SVARSLPRTA TQVAKIAVPA VSVAARNFHV STANRGAEIS
51 RVYGLENIQA DEMVEFSSGL KGMALNLEPD NVGVVVEFGND EKLIKEGDIVE
16l EIETEQRFRV GIEAPGIIPR VSVREPMQTG IKAVDSLVPI GRGQRELIIG
241 YCIYVAIGQKE RSTVAQIVER LTDSGAMNYT IIVSATASDA APLQYLAPYS
321 OQMSLLLRRPP GREAYPGDVFEF YLHSRLLERA AKMSPTLGGG SLTALPVIET
401 GIRPAINVGL SVSRVGSAAQ TEKAMEQVAGS MELELAQYRE VAAFAQFGSD
481 EQVAVIYCGV RGYLDEMDPS KITKFEREFL AHVETNEEKATL LQQIASEGKI
Supporting Peptides:
Peptide Uniq|-10igP| Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 87 |101
total 1 peptides
tr|AOA1J1J483|A0A13111483_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSMLSARLAA SVARNLPRSA QQVARAVIPA SQIVARKIHL STPAKGAEIS
21 RVYGLENIQA DEMVEFSSGL KGMALNLEPD NVGVVVEFGND RLIREGDIVE
161 EIETGQRFRV GIEAPGIIPR VSVREPMQTG IKAVDSLVPI GRGQRELIIG
241 YCIYVAIGQK RSTVAQIVER LTDAGAMDYT IIVSATASDA APLQYLAPYS
321 QMSLLLRERPP GREAYPGDVFEF YLHSRLLERA AKMSPALGGG SLTALPVIET
401 GIRPAINVGL SVSRVGSAAQ TKAMEQVAGS MELELAQYRE VAAFAQFGSD
481 EQVAVIYCGV RGHLDEMDPA KITSFEEEFL AHITTNEQGL LEQIATEGKI
Supporting Peptides:
Peptide Uniq|-10igP| Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 87 |101
total 1 peptides
tr|AOA182N727|A0A182N7Z7_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSMISARLAA SVARSLPRTA SQVAKIAVPA VSVAARNFHV STANRGAEIS
21 RVYGLENIQA DEMVEFSSGL KGMALNLEPD NVGVVVEGND ELIKEGDIVE
161 EIEKTKQRFRV GIEKAPGIIPR VSVREPMQTG IKAVDSLVPI GRGQRELIIG
247 YCIYVAIGQE RSTVAQIVER LTDAGAMNYT IIVSATASDA APLQYLAPYS
321 QMSLLLRERPP GREAYPGDVFEF YLHSRLLERA AKMSPTLGGG SLTALPVIET
401 GIRPAINVGL SVSRVGSAAQ TEKAMEQVAGS MELELAQYRE VAAFAQFGSD
481 EQVAVIYCGV RGYLDEMDPS KITKFEREFL AHVETNEEATL LOQIASEGKI
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 87 |101

total 1 peptides

tr|Q7PHI8 | Q7PHI8S_ANOGA

| Protein Coverage | Supporting Peptides |

ILEERILGARA
TGAIVDVEVG

RQTGKTSLAI
CAMGEFFRDN
AGDVSAYIPT
DAATQQLLNR
EQTDAKLKDV

ATLEERILGA
RETGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQLLN
SDDADAKLEKS

TILEERILGA
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQLLN
SDEVDAKLEKS

SILEERILGA
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQOLLN
SDDADAKLEKS

FEADLDETGR
EELLGEVVDA

DTITINQERFN
GEHALIIYDD
NVISITDGQI
GVRLTELLEQ
VAEKFLATFAG

AFPFKADLEETG
GDEILGEVVD

IDTIINQERF
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
VVITSFMSTFES

APEADLEETG
GDEILGREVVD

IDTIINQERF
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVTNFLSTET

APEADLEETG
GDEILGRVVD

IDTIINQERF
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
VVITSEFMSTES

VLSIGDGIAR
LGNPIDGEGA

DGQDESKELY
LSKQAVAYRQ
FLETELFYEKG
GQYVPMAIEE
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ATGNAIDGEG

NDGQDESKKL
DLSKQAVAYR
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QGQYVEMAIE
A
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RVLSIGDGIA
ALGNAIDGRG

NDGQDESKKL
DLSKQAVAYR
IFLETELEYK
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G

back to list
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ALGNAIDGEG
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DLSKQAVAYR
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A
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16/03/2023, 15:19 proteins
Protein Coverage:
1 MSMISVRLAA SVARSLPRTA TQVAKIAVPA VSVAARNFHV STAHRGAEIS
51 RVYGLENIQA DEMVEFSSGL KGMALNLEPD NVGVVVEFGND EKLIEKEGDIVE
16l EIETKEQRFRV GIFKAPGIIPR VSVREPMQTG IKAVDSLVPI GRGQRELIIG
24 YCIYVAIGQE RSTVAQIVER LTDSGAMNYT IIVSATASDA APLQYLAFPYS
321 OQMSLLLRERPP GREAYPGDVFEF YLHSRLLERA AEMSPTLGGG SLTALPVIET
401 GIRPAINVGL SVSRVGSAAQ TEAMEQVAGS MELELAQYRE VAAFAQFGSD
481 EQVAVIYCGV RGYLDEMDPS KITKFEREFL AHVETNEEKAL LOQIASEGEKI
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |[Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 87 |101
total 1 peptides
tr|S4VDEG6|S4VDE6_LOCMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MALLSFRLAS AVAKHLPAAT PQISGLTWPA AQITNRNIHV SCSQRAAEIS
51 RVYGLENIQA DEMVEFSSGL KGMALNLEPD NVGVVVEFGND RLIEKEGDIVE
161 PLEASKRFRV GIEAPGIIPR ISVREPMQTG IKAVDSLVPI GRGQRELIIG
241 YCIYVAIGQE RSTVAQIVER LTDSGAIGYS IIVSATASDA APLOYLAPYS
321 OQMSLLLRERPP GREAYPGDVFEF YLHSRLLERA AKMNDAHGGG SLTALPVIET
401 GIRPAINVGL SVSRVGSAAQ TRAMEQVAGS MELELAQYRE VAAFAQFGSD
481 EQVAVIYCGV RGHLDELDPS KITAFEEEFL QHIKTSEAAT LANIAKEGKI
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 87 |101
total 1 peptides
tr|AOA1B6KWM9|AOA1B6KWM9_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 PIRRLFSCSP SSSRFRAGGKE MAQLSVRLAS ALAKQLSVAV PQVVWPTAQV
51 ADLEETGRVL SIGDGIARVY GLENIQADEM VEFSSGLKGM ALNLEPDNVG
161 LLGRVVDALG NTIDGEGPLE NVTRARVGVE APGIIPRISV REPMQTGIEA
247 IINQQEFNNA EDEEEELYCI YVAIGQERST VAQIVERLTD SGSMEYTIIV
321 HALIIYDDLS KQAVAYRQMS LLLRRPPGRE AYPGDVFYLH SRLLERAAKM
401 ISITDGQIFL ETELFYEGIR PAINVGLSVS RVGSRAAQTRA MEQVAGSMEL
481 RLTELLEQGQ YVEMATEEQV AVIYCGVRGH LDELDPAKIT AFEKEFLAHV
56l SFLSSFTAS

Supporting Peptides:

Peptide

Uniq

-10IgP Mass

ppm

m/z z| RT |Scan|#Spec|St

tart PTM

K.NIQADEMVEFSSGLK.G| Y

67.30 (1666.7872

-24.7

834.3803|2|35.91| 3074 1

104

118

total 1 peptides

tr|AOA1BOD1L3|AOA1BOD1L3_PHLPP

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MAHLARVAAS VARSLPETSS QVTRILYPAT SLAARKFHVS SQENAEISAT
YGLENIQADE MVEFSSGLKG MALNLEPDNV GVVVEGNDKL IEKEGDIVERT

81
lel
1

o
&3

TSETRFRVGL EAPGIIPRIS VREEFPMQTGIE AVDSLVPIGR GQRELIIGDR
IYVATGQERS TVAQIVERLT DTGAMNYSII VSATASDAAP LOYLAPYSGC

Supporting Peptides:

Peptide

Uniq

-10IgP Mass

ppm

m/z z| RT |Scan|#Spec|St

tart PTM

K.NIQADEMVEFSSGLK.G| Y

67.30 (1666.7872

-24.7

834.3803|2|35.91| 3074 1

85 | 99

total 1 peptides

tr|[AOA067QI29|AOA067QI29_ZOONE

| Protein Coverage | Supporting Peptides |

AILEERILGA
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQLLN
SDDADAKLEKS

SILEERILGA
RTGAIVDVEV

DRQTGKTALA
GCAMGEFFRD
QAGDVSAYIP
LDAATQQLLN
TDEIDVKLEK

ASRELHVSCS
VVVEGNDELI

VDSLVPIGRG
SATASDAAPL
SEANGGGSLT
ELAQYREVAA
KASHEDVLAS

LEERILGAAFP
GAIVDVEVGE

QTGETALAID
AMGEYHSHLN

APFKADLEETG
GDEILGRVVD

IDTIINQERF
NGEKHALIIYD
TNVISITDGQ
RGVRLTELLK
VVISFMSTES

AFPFKADLEETG
GEELLGEVVD

IDTIINQERF
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVTDEVANEFQ

QRARETISSIL
EEGDIVERTG

QRELIIGDRQ
QYLAPYSGCA
ALPVIETQAG
FAQFGSDLDA
IAKEGKINEE

KEADLDETGREV
ELLGRVVDAL

TIINQERFND
TFFPFSYLFI

RVLSIGDGIA
ALGNAIDGEG

NDGQODESKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
A

back to list
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ATGNFIDGEG

NDGEDEKKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
G

back to list

EDRILGNAFPE
ATVDVEVGED

TGKTALAIDT
MGEFFRDNGK
DVSAYIPTNV
ATQQLLNRGV
TDAKMKGIVQ

back to list
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SDSLQEV
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16/03/2023, 15:19

Protein Coverage:

MALLSLRLAT SVARHFPSAA
RVYGLENIQA DEMVEFSSGL

PQVANLTWEA
KGMALNLEAD

PFESVTRARV GVEAPGIIPR
YCIYVAIGQE RSTVAQIVER
OMSLLLRRPFP GREAYPGDVE
GIRPAINVGL SVSREVGSARAQ
EQVAVIYCGV RGHLDELDFPA

Supporting Peptides:

ISVREPMQTG
LTDSGAIGYT
YLHSRLLERA
TRAMEQVAGS
KITAFEEEFL

AQVASRELHV
NVGVVVEGND

IFAVDSLVPI
IIVSATASDA
AFMNETNGGG
MELELAQYRE
QHIKTSHEKDL

proteins

SCSQRAAEIS
ELIEKEGDIVEK

GRGQRELIIG
APLQYLAPYS
SLTALPVIET
VAAFAQFGSD
LATITAKEGEKI

Peptide Uniq |-10IgP Mass

ppm

m/z |z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G| Y

67.30 (1666.7872

-24.7

834.3803|2

35.91

3074

1

87 | 101

total 1 peptides

tr|B4QHNO|B4QHNO_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

MSIFSARLAS SVAERNLFEARA
ARVYGLNNIQ ADEMVEFSSG

NQVACKAAYP
LKGMALNLEP

GAINTEDRFR VGIFAPGIIF
LYCIYVAIGQ KRSTVAQIVE
LETELEFYEGI RPAINVGLSV
QYVPMATIEDQ VAVIYCGVRG

Supporting Peptides:

RVSVREFMQT
RLTDSGAMGY
SEVGSAAQTEK
HLDEMDFAETI

AASTAARKLH
DNVGVVVEGN

GIEAVDSLVP
SVIVSATASD
AMEQVAGSME
TEFEEEFLQH

VASTQRSAET
DELIEQGDIV

IGRGQRELII
MSPAMGGGSL
LELAQYREVA
IETSEQALLD

Peptide Uniq |-10IgP Mass

ppm

m/z z

RT

Scan |#Spec

Start

End |PTM

N.NIQADEMVEFSSGLK.G| Y

67.30 |1666.7872

-24.7

834.3803(2

35.91

3074 1

88

102

total 1 peptides

tr|AOA182TCO06|A0A182TC06_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

g1
lel
321
401
81

(=

VAEKIAVFEAVS

MALNLEPDNV
VREPMQTGIK
MGEYFRDNGK
DVSAYIPTNV
ATQQLLNRGV
ADAKLKSVVT

Supporting Peptides:

VAARNFHVST

GVVVEGNDKL
AVDSLVPIGR
HALIIYDDLS
ISITDGQIFL
RLTELLKQGQ
SFLSTFSA

ANRGAEISAT

IKEGDIVKRT
GQRELIIGDR
KQAVAYROMS
ETELFYKGIR
YVEMAIEEQV

LEERILGSAF

GAIVDVEVGD
QTGETALAID
LLLRRPFGRE
PAINVGLSVS
AVIYCGVRGY

FADLEETGRV

EILGRVVDAL
TITINQERFND
AYPGDVFYLH
RVGSARAQTEA
LDEMDPGKIT

Peptide

Uniq

-10igP Mass

ppm

m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G| Y

67.30 |1666.7872

-24.7

834.3803 2

35.91

3074 1

65

79

total 1 peptides

tr|AOA182YNR5|AOA182YNR5_ANOST

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

MNWTVAKIAV
GLKGMALNLE
e

PRVSVREPMQ
KRLTDAGAMN
VEFYLHSRLLE
AQTRAMKQVA
PGKITKFEKE

Supporting Peptides:

PAVSVAALARNFE
PDNVGVVVEG

TGIFKAVDSLV
YTIIVSATAS
RAAFMSFTLG
GSMELELAQY
FLAHVETNEK

HVSTANEGAE

NDELIEKEGDI

PIGRGQRELI
DAAPLQYLAP
GGSLTALPVI
REVAAFAQFG
ALLQQIASEG

ISAILEERIL
VERTGAIVDV

IGDRQTGKTA
YSGCAMGEYF
ETQAGDVSAY
SDLDAATQQOL
KISDDADAKL

GSAPEKADLEE

PVGDEILGEV

LATDTIINQEK
RDNGEHALTI
IPTNVISITD
LNRGVRLTEL
ESVVTSFMST

Peptide

Uniq

-10IgP Mass

ppm

m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G| Y

67.30 |1666.7872

-24.7

834.3803 2

35.

91| 3074 1

69

83

total 1 peptides

tr|B4LIVO|B4LIVO_DROVI

SILEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEFFRD
QAGDVSAYIP
LDAATQQLLN
NEDADAKLEK

SNILEERILG
ERTGAIVDVE

GDRQTGETAL
TALPVIETQA
AFAQFGSDLD
TIAFDGAISE

LSIGDGIARV

GNAIDGEGEI
GQDESEELYC
SELLERAAEM
MEQVAGSMEL
KFEEEFLAHV

TGRVLSIGDG

VDALGNAIDG

RENDGQDESK
YDDLSKQAVA
GQIFLETELF
LEQGQYVEMA
FSA

APFKADLEETG
GADLLGRVVD

IDTIINQERF
NGEKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVSEFLISFT

VAPEADLEET
VGDELLGREVV

AIDTIINQER
GDVSAYIPTN
AATQQLLNRG
SSDAKLKDIV

YGLENIQADE

RVLSIGDGIA
ALGNFIDGEG

NEGDDERKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
S

back to list

GEVLSIGDGI
DALGNAIDGE

FNEAQDESEK
VISITDGQIF
VELTELLEQG
AFFMSTEQG

back to list

MVEFSSGLKG

KTKQRFRVGI
IYVAIGQKRS
SPTLGGGSLT
ELAQYREVAA
KTNEKALLQQ

IARVYGLENI

EAPGIIFRVS
TYLAFPYSGCA
ALPVIETQAG
FAQFGSDLDA
IASEGKISDE

back to list

QADEMVEFSS

——

KGEIKTEQRF

ELYCIYVAIG
YROQMSLLLER
YEGIRPAINV
IEEQVAVIYC

RVGIFKAFPGII

QKRSTVAQIV
PPEREAYPGD
GLSVSRVGSA
GVRGYLDKMD

back to list
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16/03/2023, 15:19

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MISARLASSV ARNLPEAAAQ
VYCLNNIQAD EMVEFSSGLK

VACEKAAYPAT
GMALNLEADN

Supporting Peptides:

INTEDRFRVG IKAPGIIPRV
CIYVAIGQER STVAQILERL
MSLLLRRFPPG REAYPGDVFEY
IRPAINVGLS VSRVGSAAQT
QVAVIYCGVE GHLDEMDPSE

SVREPMQTGI
TDSGAMGYTI
LHSRLLERAA
EAMKQVAGSM
ITEKFEEREFLQ

SLAARKLHVA
VGVVVEGNDE

EAVDSLVPIG
IVSATASDARA
FEMSPAMGGGS
ELELAQYREV
HIEKTSEQGLL

proteins

STQRSAEISS
LIEQGDIVER

RGQRELIIGD
PLOQYLAFPYSG
LTALFVIETQ
ARFAQFGSDL
DGIARKDGQIS

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan |#Spec

Start

End |PTM

N.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803|2

35.91

3074 1

86

100

total 1 peptides

tr| AOAOM4EW76 | AOAOM4EW76_DROBS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MISARLASSV ARNLPEAASQ
VYGLNNIQAD EMVEFSSGLK

81

=
[s)

[x%)
1=

[

w
[AS] W
B PR R e

=

VACFAAYPAA
GMALNLEPDN

Supporting Peptides:

INTEDRFRVG IKAPGIIPRV
CIYVAIGQER STVAQIVEERL
MSLLLRRFPG REAYPGDVFEY
IRPAINVGLS VSRVGSAAQT
QVAVIYCGVE GHLDEMDPAE

SVRDFMQTGI
TDSGAMDYSV
LHSRLLERAA
KAMKQVAGSM
ITEKFEEREFLQ

TLAARKFHVA
VGVVVFGNDE

EAVDSLVPIG
IVSATASDAA
FMSPAMGGGS
ELELAQYREV
HIEKTTEQGLL

STQRSAEISN
LIEKQGDIVER

RGQRELIIGD
PLOYLAFPYSG
LTALFVIETQ
ARFAQFGSDL
DTIAREGQIS

Peptide

Uniq

-10IgP

ppm m/z z

RT

Scan |#Spec

Start

End |[PTM

N.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803|2

35.91

3074 1

86

100

total 1 peptides

tr|AOA151XGV4|AO0A151XGV4_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALLSLRLAS FLTRHLPNTT
GLENIQADEM VEFSSGLKGM

Supporting Peptides:

NELRFRIGTE APGIIPRVSV
YVAIGQERST VAQIVERLTD
LLLREPPGRE AYPGDVFYLH
PATINVGLSVS RVGSAAQTEKA
AVIYCGVRGY LDEMDPTEIT

AQINWPVTATI
ALNLEPDNVG

REPMQTGIFA
SSAINYTIIV
SELLERAAFM
MEQVAGSMKEL
GFEEKEFLAHI

ASREYHVSCS
VVVEGNDRHI

VDSLVPIGRG
SATASDAAPL
NENLGGGSLT
ELAQYREVAA
RSTQQDLLAT

RHSAEISAIL
FKEGDIVERTG

QRELIIGDRQ
QYLAPYSGCA
ALPVIETQAG
FAQFGSDLDA
IAKENVISEA

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7 |834.3803|2

35.91

3074 1

84

98

total 1 peptides

tr|AOA195CV10|AOA195CV10_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALLSLRLAS SLARHLPNTT
GLENIQADEM VEFSSGLKGM

Supporting Peptides:

NELRFRIGTE APGIIPRVSV
IVAIGQERST VAQIVERLTD
LLLREFPPGRE AYPGDVFYLH
PATNVGLSVS RVGSAAQTEA
AVIYCGVRGY LDEMDPSKIT

GQINWSVTTI
ALNLEPDNVG

REPMQTGIFA
SGAINYTIIV
SELLERAAFM
MEQVAGSMEL
SFEEKEFLAHI

ASREYHVSCN
VVVEGNDRHI

VDSLVPIGRG
SATASDAAPL
NENLGGGSLT
ELAQYREVAA
RATQQDLLAT

RESAEISAIL
FKEGDIVERTG

QRELIIGDRQ
QYLAPYSGCA
ALPVIETQAG
FAQFGSDLDA
IAKENVISEA

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7 |834.3803|2

35.

91(3074 1

84

98

total 1 peptides

VLEERILGVA
TGAIVDVPVG

RQTGKTALAT
CAMGEFFRDK
AGDVSAYIPT
DASTQQLLNR
EAADAKLEDI

ILEERILGVA
TGAIVDVPVG

RQTGKTALAT
CAMGEYFRDK
AGDVSAYIPT
DAATQQLLNR
QASDAKLKDV

EERILGSAFK
ATIVDVEVGEQ

TGKTALAIDT
MGEFFRDNGK
DVSAYIPTNV
ATQQLLNRGV
SDTRLEKVVI

EERILGSAFK
ATIVDVEVGEQ

TGKTALAIDT
MGEFFRDNGK
DVSAYIPTNV
ATQQLLNRGV
SDAKLEKVVT

PEADLEETGR
NELLGRVVDA

DTIINQKREN
GKHALIIYDD
NVISITDGQI
GVRLTELLKQ
VQREMSTFQG

PEADLEETGR
DELLGRVVDA

DTIINQERFN
GEHALIIYDD
NVISITDGQI
GVRLTELLEQ
VITEFMATFQG

ANLEETGRVL
LLGRVVDALG

IINQRRENDG
HALIIYDDLS
ISITDGQIFL
RLTELLRQGQ
DFLSSFSG

ANLEETGRVL
LLGRVVDALG

IINQRRENDG
HALIIYDDLS
ISITDGQIFL
RLTELLEQGQ
DFLSSFESS

VLSIGDGIAR
LGNAIDGEGA

DGQDESKKLY
LSKQAVAYRQ
FLETELFYKG
GQYVPMAIED

back to list

VLSIGDGIAR
LGNAIDGRGA

DGQDDTRELY
LSKQAVAYRQ
FLETELFYKG
GQYVPMSIED

back to list

SIGDGIARVY
NFIDGEGFPLN

GEEKKELYCT
KQAVAYRQOMS
ETELFYKGIR
YVPMAIEEQV

back to list

SIGDGIARVY
NFIDGEGFPLN

GEEKRKRLYCI
KQAVAYRQMS
ETELFYKGIR
YVPMAIEEQV
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tr|AOA087ZQI5|A0A087ZQI5_APIME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALLSLRLVS SIARQLPNTT
LENIQADEMV EFSSGLKGMA

81

=
[s)

[x%)
1=

[

[#%]
[A%] W
B PR R e

=

Supporting Peptides:

KLRFRIGTEA PGIIPRVSVR
VAIGQERSTV AQIVERLTDS
LLRRFPPGREA YPGDVEFYLHS
AINVGLSVSE VGSAAQTEAM
VIYCGVRGYL DEMEPTEITA

IQVEWPLSIS
LNLEFPDNVGV

EPMQTGIKAV
GAMDYTIIVS
RLLERAAKMN
KQVAGSMKLE
FEREFLAHIR

SCEKYHVSCSR
VVEFGNDEHIEK

DSLVFPIGRGQ
ATASDAAPLQ
ESLGGGSLTA
LAQYREVAAF
TSQRDLLNTI

proteins

RSAEISSILE
EGDIVERTGA

RELIIGDRQT
YLAPYSGCAM
LEVIETQAGD
AQFGSDLDAA
AFDNTISEAS

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803|2

35.91

3074 1

83

97

total 1 peptides

tr| AOAONOBIY2|AOAONOBIY2_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALLSLRLAS SIARQLPNNS
LENIQADEMV EFSSGLKGMA

Supporting Peptides:

KLRFRIGTEA PGIIPRVSVR
VAIGQERSTV AQIVERLTDS
LLRRFPGREA YPGDVFYLHS
ATINVGLSVSE VGSAAQTEAM
VIYCGVRGYL DEMEPTEITA

IQIEWPLCIA
LNLEFPDNVGV

EPMQTGIKAV
GAINYTIIVS
RLLERAAKMN
KQVAGSMKLE
FEKEFLAHIR

SCEYHVSCSR
VVEFGNDEHIR

DSLVFIGRGQ
ATASDAAPLQ
ESLGGGSLTA
LAQYREVAAF
TNQRDLLNTI

RSAEISSILE
EGDIVERTGA

RELIIGDRQT
YLAPYSGCAM
LEVIETQAGD
AQFGSDLDAA
AFDNTISEAS

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803|2

35.91

3074 1

83

97

total 1 peptides

tr|VOIFD6|V9IFD6_APICE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALLSLRLVS SIARQLPNTT
LENIQADEMV EFSSGLKGMA

Supporting Peptides:

KLRFRIGTEA PGIIPRVSVR
VAIGQERSTV AQIVERLTDS
LLRRFPGRERA YFPGDVFYLHS
AINVGLSVSE VGSAAQTEAM
VIYCGVRGYL DEMEPTEITA

IQVEWPLSIS
LNLEFDNVGV

EPMQTGIKAV
GAMDYTIIVS
RLLERAAKMN
KQVAGSMKLE
FEKEFLAHIR

SCKYHVSCSR
VVEFGNDEHIEK

DSLVFIGRGQ
ATASDAAPLQ
ESLGGGSLTA
LAQYREVAAF
TSQRDLLNTI

RSAEISSILE
EGDIVERTGA

RELIIGDRQT
YLAPYSGCAM
LEVIETQAGD
AQFGSDLDAA
AFDNTISEAS

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7 |834.3803|2

35.91

3074 1

83

97

total 1 peptides

tr| AOAOJ9RIM8|AOAO0IJ9RIMS8_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSIFSARLAS SVARNLFPEAA
ARVYGLNNIQ ADEMVEFSSG

NQVACKAAYP
LKGMALNLEP

Supporting Peptides:

GAINTEDRFR VGIFAPGIIF
LYCIYVAIGQ ERSTVAQIVE
ROMSLLLRERRF PGREAYPGDV
KGIRPAINVG LSVSRVGSAA
EDQVAVIYCG VRGHLDEMDFE

RVSVREPMQT
RLTDSGAMGY
FYLHSRLLER
QTKAMEQVAG
ARITKFEKEF

AARSLAAFKLH
DNVGVVVEGN

GIKAVDSLVP
SVIVSATASD
BARKMSPAMGG
SMELELAQYR
LOHIKTSEQA

VASTQRSAEI
DELIEQGDIV

IGRGQRELII
ARPLQYLAPY
GSLTALFVIE
EVAAFAQFGS
LLDTIAEDGA

ERILGASPFA
IVDVPVGEEL

GKTALAIDTI
GEFFRDNGKH
VSAYIPTNVI
TQQLLNRGVR
DAKLEQVVTD

ERILGSAPFA
IVDVPVGEEL

GKTALAIDTI
GEFFRDNGKH
VSAYIPTNVI
TQQLLNRGVR
DAKLEQVVTD

ERILGATPEA
IVDVFVGEEL

GRTALAIDTI
GEFFRDNGKH
VSAYIPTNVI
TQQLLNRGVR
DAKLKQVVTD

SNILEERILG
KERTGAIVDVP

GDRQTGKTAL
SGCAMGEYFR
TQAGDVSAYI
DLDAATQQLL
ISESSDAKLK

NLEETGRVLS
LGRVVDALGN

INQKRFNDAG
ALITIYDDLSK
SITDGQIFLE
LTELLKQGQY
FLASFSG

NLEETGRVLS
LGRVVDALGN

INQKRFNDAG
ALITIYDDLSK
SITDGQIFLE
LTELLKQGQY
FLASFSG

NLEETGRVLS
LGRVVDALGN

INQRRENDAG
ALIIYDDLSK
SITDGQIFLE
LTELLEQGQY
FLASFSG

VAFFADLEET
VGDELLGRVV

AIDTIINQER
DEGEHALIIY
PTNVISITDG
NEGVRLTELL
DIVAEFMSTF

back to list

IGDGIARVYG
PIDGEGFLNS

EEKKKLYCIY
QAVAYRQMSL
TELFYKGIRP
VPMAIEEQVA

back to list

IGDGIARVYG
PIDGEGFLNS

DEKKKLYCIY
QAVAYRQMSL
TELFYKGIRP
VPMAIEEQVA

back to list

IGDGIARVYG
PIDGEGFLNS

EEKKKLYCIY
QAVAYRQMSL
TELFYKGIRP
VPMAIEEQVA

back to list

GEVLSIGDGI
DALGNAIDGEK

FNEAQDESEK
DDLSKQAVAY
QIFLETELFY
KQGQYVEMAT
G

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html

14/53



16/03/2023, 15:19

proteins

Peptide

Uniq

-10igP

Mass

ppm m/z z

RT |Scan |#Spec

Start

End |PTM

N.NIQADEMVEFSSGLK.G

67.30

1666.7872

-24.7|834.3803 2

35.91

3074 1

88

102

total 1 peptides

tr|AOA1A9SWYG7 |AOA1A9WYG7_9MUSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAT SVARSLPEAA
ARVYGLNNIQ ADEMVEFSSG

81

lel
241
321
401

e

s

(=

QQVAAKAAYP
LKGMALNLEP

Supporting Peptides:

GAINTEDRFR VGIFAPGIIF
LYCIYVAIGQ KERSTVAQIVE
ROMSLLLRRF PGREAYPGDV
KGIRPAINVG LSVSRVGSAA
EDQVAVIYCG VRGHLDEMDF

RVSVREPMQT
RLSDAGAMDY
FYLHSRLLER
QTKAMEQVAG
AKITKFEKEF

VATLAARELH
DNVGVVVEGN

GIKAVDSLVP
TIIVSATASD
AARMSPAMGG
SMKLELAQYR
LQHIKTSEQS

VS55QRGAET
DELIEQGDIV

IGRGQRELII
AAPLQYLAPY
GSLTALPVIE
EVAAFAQFGS
LLSQIAQEGK

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan |#Spec

Start

End |PTM

N.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803 2

35.91

3074 1

88

102

total 1 peptides

tr|AOA1BOBN74|A0OA1BOBN74_9MUSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAT SVARSLPEAA
ARVYGLNNIQ ADEMVEFSSG

QQIGVKAAYP
LKGMALNLEP

Supporting Peptides:

GAINTEDRFER VGIFAPGIIF
247 LYCIYVAIGQ ERSTVAQIVE
ROMSLLLRRFP PGREAYPGDV
KGIRPAINVG LSVSRVGSAA
EDQVAVIYCG VRGHLDEMDF

RVSVREPMQT
RLSDAGAMDY
FYLHSRLLER
QTKAMEQVAG
AKITKFEKEF

VATLAARELH
DNVGVVVEGN

GIKAVDSLVP
TIIVSATASD
AARMSPAMGG
SMKLELAQYR
LQHIKTSEQS

VSSAQRGAET
DELIEQGDIV

IGRGQRELII
AAPLOYLAPY
GSLTALPVIE
EVAAFAQFGS
LLSQIAQEGK

Peptide

Uniq

-10IgP

Mass

ppm m/z |z

RT

Scan |#Spec

Start

End |PTM

N.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7|834.3803 2

35.91

3074 1

88

102

total 1 peptides

tr|AOA182FH95|AO0A182FH95_ANOAL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAA SVARSLPERTA
RVYGLENIQA DEMVEFSSGL

81

lel
321
401

o

iy

(=

GQVAEKIAVFEA
KGMALNLEPD

Supporting Peptides:

EIKTEQRFRV GIEKAPGIIFR
YCIYVAIGQE RSTVAQIVER
OMSLLLRRPP GREAYPGDVEF
GIRPAINVGL SVSEVGSAAQ
EQVAVIYCGV RGYLDEMDFES

VSVREPMQTG
LTDSGAMNYT
YLHSRLLERA
TFAMEQVAGS
KITEKFEREFL

VSVAARNFHV
NVGVVVEGND

IFAVDSLVPI
IIVSATASDA
AFMSPALGAG
MELELAQYRE
AHVETNEEAL

ATPNRGAEIS
ELIKEGDIVEK

GRGORELIIG
APLQYLAPYS
SLTALPVIET
VAAFAQFGSD
LOQIASEGKI

Peptide

Uniq

-10IgP

Mass

ppm m/z |z

RT

Scan | #Spec

Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7(834.3803 |2

35.91

3074 1

87

101

total 1 peptides

tr|W5J4R5|W534R5_ANODA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAA SVARSLFRTA
RVYGLENIQA DEMVEFSSGL

81

lel

247
321
401

o

n

—

(=

GQVAEKIAVFA
KGMALNLEPD

EIRKTEQRFRV GIKAPGIIFR
YCIYVAIGQE RSTVAQIVER
OMSLLLRRPP GREAYPGDVE
GIRPAINVGL SVSRVGSAAQ
EQVAVIYCGV RGYLDEMDPES

VSVREPMQTG
LTDSGAMNYT
YLHSRLLERA
TFAMEQVAGS
KITEFEREFL

VSVAARNFHV
NVGVVVEGND

IFAVDSLVPI
IIVSATASDA
AFMSPALGAG
MELELAQYRE
AHVETNEEAL

ATFNRGAEIS
ELIKEGDIVEK

GRGQRELIIG
APLQOYLAPYS
SLTALPVIET
VAAFAQFGSD
LOQIASEGKI

SSILEERIMG
ERTGAIVDVE

GDRQTGKTAL
SGCAMGEYFR
TQAGDVSAYI
DLDAATQQLL
ISEGADAKLK

SSILEERIMG
KRTGAIVDVP

GDRQTGKTAL
SGCAMGEYFR
TQAGDVSAYI
DLDAATQQLL
ISEGADAKLK

SILEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQOLLN
SDDADAKLKS

SILEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQLLN
SDDADAKLKS

VAPEADLEET
VGSEILGRVV

ATIDTIINQER
DEGEHALITIY
PTNVISITDG
NEGVRLTELL
EVVTEFLSTF

VAPFADLEET
VGSEILGRVV

ATIDTIINQER
DEGEHALITIY
PTNVISITDG
NEGVRLTELL
EVVTEFLSTF

APEKADLEETG
GDEILGRVVD

IDTIINQERFE
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVTSFMSTFES

AFPFADLEETG
GDEILGRVVD

IDTIINQERF
NGKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVTSFMSTFES

back to list

GEVLSIGDGI
DALGNAIDGE

FNDGQDETEK
DDLSEQAVAY
QIFLETELFEY
KQGQYVEFMST
QG

back to list

GEVLSIGDGI
DALGNAIDGEK

FNDGQDESKK
DDLSKQAVAY
QIFLETELFY
KQGQYVEMSI
QG

back to list

RVLSIGDGIA
ALGNAIDGEG

NDGQDESKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
G

back to list

RVLSIGDGIA
ALGNAIDGEG

NDGQDESKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
G
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Supporting Peptides:

proteins

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan

#Spec |Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7(834.3803 |2

35.91

3074 1

87 |101

total 1 peptides

tr|AOA069DZ92|A0A069DZ92_ 9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MALISARVLS SVARQFTSSV
REVYGLENIQA DEMVEFSSGL

PQVGNLSWAG
KGMALNLEFPD

Supporting Peptides:

PLATENEMRV GIKAPGIIFR
YCIYVAIGQE RSTVAQIVER
OMSLLLRRPP GREAYPGDVE
GIRPAINVGL SVSREVGSARAQ
EQVAVIYCGV RGHLDELDPS

ISVREPMQTG
LTDTGSMQYT
YLHSRLLERA
TFAMEQVAGS
KITAFEEEFL

SONTFRALHV
NVGVVVEGND

IFAVDSLVFPI
IIVSATASDA
AFMNDANGGG
MELELAQYRE
QHIKSSHRDL

SCSHRAAETS
ELISEGDIVE

GRGQRELIIG
APLQYLAPYS
SLTALPVIET
VAAFAQFGSD
LASTAKEGEI

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec | S

tart PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7(834.3803 |2

35.91

3074 1

87 |101

total 1 peptides

tr|[AOA182MRL5|A0A182MRL5_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAA SVARSLPRTA
RVYGLENIQA DEMVEFSSGL

TQVAEIAVFEA
KGMALNLEPD

Supporting Peptides:

EIKTEQRFRV GIKAPGIIFR
247 YCIYVAIGQE RSTVAQIVER
OMSLLLRRPP GREAYPGDVE
GIRPAINVGL SVSEVGSAAQ
EQVAVIYCGV RGYLDEMDPG

VSVREPMQTG
LTDAGAMNYT
YLHSRLLERA
TEAMEQVAGS
KITEFEEEFL

VSVAARNFHV
NVGVVVEGND

IFAVDSLVPI
IIVSATASDA
AFMSPTLGGG
MELELAQYRE
AHVETNEEAL

STANRGAETIS
ELIEEGDIVE

GRGORELIIG
APLQYLAPYS
SLTALPVIET
VAAFAQFGSD
LOQIASEGKI

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan | #Spec | S

tart PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7(834.3803 |2

35.91

3074 1

87 |101

total 1 peptides

tr|AOA1ASTPM8|AOA1A9TPM8_ANOST

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSMISARLAA SVARSLPRTA
RVYGLENIQA DEMVEFSSGL

81

lel
321
401

e

fury

(=

TQVAEIAVFEA
KGMALNLEPD

Supporting Peptides:

EIKTEQRFRV GIEKAPGIIFR
YCIYVAIGQE RSTVAQIVER
OMSLLLRRPP GREAYPGDVE
GIRPAINVGL SVSEVGSAAQ
EQVAVIYCGV RGYLDEMDPG

VSVREPMQTG
LTDAGAMNYT
YLHSRLLERA
TFAMEQVAGS
KITKFEEEFL

VSVAARNFHV
NVGVVVEGND

IFAVDSLVPI
IIVSATASDA
AFMSPTLGGG
MELELAQYRE
AHVETNEEAL

STANRGAEIS
ELIKEGDIVEK

GRGORELIIG
APLOYLAPYS
SLTALPVIET
VAAFAQFGSD
LOQIASEGKI

Peptide

Uniq

-10IgP

Mass

ppm m/z z

RT

Scan

#Spec |Start

PTM

K.NIQADEMVEFSSGLK.G

Y

67.30

1666.7872

-24.7(834.3803 |2

35.91

3074 1

87 |101

total 1 peptides

tr|AOA232FBT4|AO0OA232FBT4_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

SILEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEHFRD
QAGDVSAYIP
LDAATQQOLLA
TDDVDGKLKE

ATLEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQLLN
SDDADAKLKS

ATILEERILGS
RTGAIVDVEV

DRQTGKTALA
GCAMGEYFRD
QAGDVSAYIP
LDAATQQOLLN
SDDADAKLKS

APETDLEETG
GEDLLGEVVD

IDTIINQERF
NGEKHALIIYD
TNVISITDGQ
RGVRLTELLK
IVTSFIAGFQ

APEADLEETG
GDEILGEVVD

IDTIINQERF
NGEKHALIIYD
TNVISITDGQ
RGVRLTELLK
VVTSEFMSTES

APEADLEETG
GDEILGRVVD

IDTIINQERFE
NGEHALIIYD
TNVISITDGQ
RGVRLTELLK
IVITSFMSTFES

back to list

EVLSIGDGIA
ATGNFIDGEG

NEGDEEKKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
G

back to list

EVLSIGDGIA
ATGNAIDGEG

NDGQDESKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
A

back to list

RVLSIGDGIA
ALGNAIDGEG

NDGQDESKKL
DLSKQAVAYR
IFLETELEYK
QGQYVEMAIE
A

back to list
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16/03/2023, 15:19 proteins
1 MALLTVRLAA SVARQLPSTQ VSWPAAVVAS REYHVSCSRE SAEISSILEE
51 ENIQADEMVE FSSGLKGMAL NLEPDNVGIV VEGNDRHIEKE GDIVERTGATI
161 LRFRIGTEAP GIIPRESVRE PMQTGIKAVD SLVPIGRGQR ELIIGDRQTG
241 AVGQERSTVA QIVERLTDAG AINYSIIVSA TASDAAPLQY LAPYSGCAMG
321 SEQAVAYRQM SLLLRRPPGR EAYPGDVEFYL HSRLLERAAK MNESLGGGSL
401 LETELFYEGI RPAINVGLSV SRVGSRAAQTK AMEQVAGSMEK LELAQYREVA
4181 QYERSISNGF VLSVPMAIEE QVAVIYCGVR GYLDEMDPAK ITAFEKEFLA
561 VTDFLSSFEFGA
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z |z| RT |[Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 82 | 96
total 1 peptides
tr|AOA0J7N062|AOAO0I7NO062_LASNI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MALLSLRLAS SLVREHLPNAT AQITWPATAV ASCKYHVSCS RRSVEISSIL
21 GLENIQADEM VEFSSGLKGM ALNLEPDNVG VVVFGNDRHI KEGDIVERTG
161 NELRFRIGTEK APGIIPRESV REPMQTGIEA VDSLVPIGRG QRELIIGDRQ
241 YVAIGQERST VAQIVERLTD SGAINYTIIV SATASDAAPL QYLAPYSGCA
321 LLLRRPPGRE AYPGDVFYLH SELLERAAFM NETLGGGSLT ALPVIETQAG
401 PAINVGLSVS RVGSAAQTEA MEKQVSYVAGS MEKLELAQYRE VAAFAQFGSD
421 EQVAVIYCGV RGYLDEMDPT KITAFEKEFL AHIRSTQQDL LATIAKENII
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.NIQADEMVEFSSGLK.G| Y 67.30 (1666.7872(-24.7|834.3803|2|35.91| 3074 1 84 | 98

total 1 peptides

tr| AOAOM4EGW1|AOAOM4EGW1_DROBS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RILGASSETN
VDVEVGNELL

KTALAIDTII
EFFRYDIAEF
TALPVIETQA
AFAQFGSDLD
HIKATQQDLL

EERILGSAFQ
ATIVDVPVGEE

TGKTALAIDT
MGEFFRDNGR
DVSAYIPTNV
LDAATQQLLN
NEASDAKLKK

LEETGRVLSI
GEVVDALGNP

NQKRENEAGD
NDLKSIVDNG
GDVSAYIPTN
AATQQLLNRG
ATIAKENIIS

TNLEETGRVI
LLGRVVDALG

IINQKRFNDA
HALIIYDDLS
ISITDGQIFL
RGVRLTELLK
IVTDFLSSFEFS

GDGIARVYGL
IDGEGELNNE

ENEELYCIYV
EKHALIIYDDL
VISITDGQIF
VELTELLEQG
EASDAKLKEV

back to list

SIGDGIARVY
NPIDGEKGPLN

GEEKKELYCT
KQAVAYRQMS
ETELFYKGIR
QGQYVEMAIE
A

back to list

1 MAAQFFNRIG QMGLGVALLG GVVNSALYNV EGGHRAVIFD RETGIKENVV GEGTHFFIPW VQRPIIFDIR SQPRNVEVIT

—

241

Supporting Peptides:

—]

IEAAEDIAYQ LSRSRGVAYL PSGQSTLLNL PSTIAQ

Peptide Uniq|-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
R.NVPVITGSK.D Y 49.00 | 913.5233|-60.4|914.4753(1|27.90(2178 1 75 83
R.FVVEKAEQQK.L| Y 34.57 [1204.6451|148.3(603.4192(2(25.62|1924 1 198 | 207

total 2 peptides

tr|B4M935|B4M935_DROVI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

—

GSKDLQNVNI TLRILYRPIP DELPKIYTIL GQDYDERVLP SIAPEVLEAV VAQFDAGELI TQREMVSQRV SQELTVRAKQ

FGFILDDISL THLTFGREFT QAVEMEQVAQ QEAEKARFVV EKAEQQKLAS IISAEGDAAA ADLLAKSFGE AGDGLVELRR

back to list

1 MAAQFFNRIG QMGLGVALLG GVVNSALYNV EGGHRAVIFD REFTGIKEHVV GEGTHFFIPW VQRPIIFDIER SQPENVEPVIT
—

—

241

Supporting Peptides:

—]

IEAAEDIAYQ LSRSRGVAYL PSGQSTLLSL PSNMGQ

Peptide Uniq|-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
R.NVPVITGSK.D Y 49.00 | 913.5233|-60.4|914.4753(1|27.90(2178 1 75 83
R.FVVEKAEQQK.L| Y 34.57 |1204.6451|148.3|603.41922(25.62|1924 1 198 | 207

total 2 peptides

tr|B4Q9G9|B4Q9G9_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GSKDLOQNVNI TLRILYRPIP DELPKIYTIL GQDYDERVLP SIAPEVLEAV VAQFDAGELI TQREMVSQRV SQELTVRAKQ

FGFILDDISL THLTFGREFT LAVEMEQVAQ QEAEKARFVV EKAEQQKIAS IISAEGDAEA AGLLAKSFGE AGDGLVELRR

back to list
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16/03/2023, 15:

19

proteins

1 MAAQFFNRIG QMGLGVAVLG GVVNSALYNV EGGHRAVIFD REFTGIKENVV GEGTHFFIPW VQRPIIFDIR SQPENVEPVIT

—

21 GSKDLONVNI TLRILYRFPIP DQLPEIYTIL GQDYDERVLF SIAFEVLEAV VAQFDAGELI TQREMVSQRV SQELTVRAEQ
—

161 FGFILDDISL THLTFGREFT LAVEMKQVAQ QEAEKARFVV EKAEQQKIAS IISAECDAFA ACLLAKSFGE ACGDGLVELRR

———
241 IEAAEDIAYQ LSESEGVAYL PSGQSTLLNL PSTIAQ
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
R.NVPVITGSK.D Y 49.00 | 913.5233|-60.4|914.4753(1|27.90(2178 75 83
R.FVVEKAEQQK.L| Y 34.57 |1204.6451|148.3|603.4192|2(25.62|1924 198 | 207
total 2 peptides

tr|DOQWC7 | DOQWC7_DROMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MASQFFNRIG QMGLGVAVLG GVVNSALYNV EGGHRAVIFD RFTGIKEHVV GEGTHFFIPW VQRPIIFDIR SQPRNVEVIT

—

21 GSKDLONVNI TLRILYRPIP DQLPEIYTIL GQDYDERVLP SIAPEVLEAV VAQFDAGELI TQREMVSQRV SQELTLRANQ

—

16l FGFILDDISL THLTFGREFT LAVEMEQVAQ QEAEKARFVV EKAEQQKILAS IISAEGDAAZA AGLLAKSFGE AGDGLVELRR
—]

241 IEAAEDIAYQ LSRSRGVAYL PSGQNTLLNL PSTIAQ

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
R.NVPVITGSK.D Y 49.00 | 913.5233|-60.4|914.4753(1|27.90(2178 1 75 83
R.FVVEKAEQQK.L| Y 34.57 [1204.6451|148.3(603.4192(2(25.62|1924 1 198 | 207

total 2 peptides

tr| W8BWG2|WSBWG2_CERCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MAAQFFNRIG QLGLGVAVLG GVVNSALYNV DGGHRAVIFD RFTGVQQEVV GEGTHFFIPW VQRPIIYDIR SQPRNVEVIT

—

21 GSKDLONVNI TLRILYRPIP DQLPEIYTIL GQDYDERVLP SIAPEVLEAV VAQFDAGELI TQREMVSQRV SEELTERAKQ

—

16l FGFILDDISL THLTFGREFT QAVEMEKQVAQ QEAEKARFVV EKAEQQKIAS IISAEGDASA AGLLAFKAFGE AGDGLVELRR

———
241 IEAAEDIAYQ LSRSRGVAYL PGGOQNTLLNL PASLAQ
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
R.NVPVITGSK.D Y 49.00 | 913.5233|-60.4|914.4753(1|27.90(2178 1 75 83
R.FVVEKAEQQK.L| Y 34.57 |1204.6451|148.3|603.4192|2(25.62|1924 1 198 | 207
total 2 peptides

tr|AOA289ZEQ2|AOA289ZEQ2_EULVE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MADSIARQIM EEIVPALDKS GGRVTVVGVG QVGMACAFSIL LTQSICSELA LVDVDANKLR GEMLDLQHGL TFLRNIKIDA [ Carb:
51 SPDFAVTAGS RVCIVTAGAR QKEGESRLSL VQRNTDIFEG IIPELVEYSP DTILLIVSNP VDILTYVAQK LSGLPENRVI

184

[r—

161 GSGCNLDSAR FRFHLSQRLN VAPNSAHGWI VGEHGDSSVP VWSGVNVAGV RLEDLNPDIG TPSDPFDEYNE LHEEVVNSAY
e

&%)
1=

1
321

)

[s%]

i

Supporting Peptides:

Peptide

Uniq [-10IgP

Mass

ppm

m/z z| RT

Scan

#Spec

Start

PTM

R.VIGSGC(+57.02)NLDSAR.F| Y 61.65

1247.5928

173.8

624.9121|2(27.64

2149

1

159

170

Carbamidomethylation

total 1 peptides

tr|AOA1Y1K9I6|AOA1Y1K916_PHOPY

| Protein Coverage | Supporting Peptides |

Protein Covera

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html

ge:

EITELEGYTS WAIGLSVASL VSSIMENQRR CYAISVNVQG HHGIEEDVFL SLPSVLGENG VTHVIEQTLT AEEVAQLQES
AFRTLWDVQAG LEF

back to list
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16/03/2023, 15:19 proteins
BT

-]
1 GVRPREGVTR IDIASDNVEL LRSIIPNVVE HSPNSIILII SNPVDVLTWA TAQLTGLPKH QVIGSGCNLD SARI.RYLMSE [ Carb:
[ —

51 IYGVACSSCQ GWILGEHGNS SAPMYSTWTV GGAYVSDLNT SMGSANDVDN WQGIYERMRE GGATVNSFEG YTNWAVALSA
161 TDIINTIIHD TREVHAVTVC ANGYYGLKTD VYLSLPSVLC ENGILDIVQM DVPQSEWEKL NASAEYLYSI QEKISL

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
Q.VIGSGC(+57.02)NLDSAR.L| Y 61.65 |1247.5928|173.8(624.9121(2|27.64| 2149 1 62 73 |Carbamidomethylation
total 1 peptides

tr| AOAOL7LHXO0|AOAOL7ZLHX0_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MADKLKGELM DLQHGSAFLR HAKITASSDY SVSAGSAICV VTAGVRQKEG DPDTILLIAS NPVDILTYVA WKISGLPKHR [ Carb:
88

=]
21 WIGSGCNLDS ARFEYLLSEK LGIATTSVHG YIIGEHGDTS VRLADLNPEM GADNDPENWE ETHVQVVQSA YQVIKMEGYT
[ —— — ]

=

6 SWAIGLSIAE LCGAILSNAN SVHPVSTFLEK GEHGIAEEVE LSLPCVLGRC GVTDVIRQFL TDSELAQLSK SAELMAKVQE

1
1 GIEF

]

(=

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.VIGSGC(+57.02)NLDSAR.F| Y | 61.65 |1247.5928|173.8(624.9121|2(27.64|2149 1 81 | 92 |Carbamidomethylation
total 1 peptides

tr| AOAOP6CBY2|AOAOP6CBY2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MATLEDQLIV NLLKEEQAPQ NKITVVGVGA VGMACAISIL MKDLADELAL VDVMEDKLKG EMMDLQHGSL FLKTPKIVSS [ Carb:

21 EKDYCVTANSK LVIITAGARQ QEGESRLNLV QRNVNIFKFI IPNIVEYSPH CELLIVSNPV DILTYVAWEI SGFPENEVIG
—

163
-]
161 SGCNLDSARF RYLMGERLGV HALSCHGWVL GEHGDSSVPV WSGVNVAGVS LESLNPELGT DADKEQWEEV HEQVVDSAYE
e ——

241 VIKLEGYTSW AIGLSVADLA ESIMENLRRV HPIS

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
R.VIGSGC(+57.02)NLDSAR.F| Y 61.65 [1247.5928|173.8|624.9121(2|27.64| 2149 1 158 | 169 | Carbamidomethylation
total 1 peptides

tr| AOAOKSRPB2|AOAOKS8RPB2_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 QWYHARALRS VLRGVLGSLE CCGTPLSSVS SAAPTSTSCL RSVSLTDLLV FPYESEEKMET EQPEETSPTL KPNGEFGEKRP
21 AEDMEEEQAF KRSRNTDEMV ELRILLQSEN AGAVIGKGGE NIKALRTDYN ASVSVPDSSG PERILSISAD IETIGEILEK

—
1€l IIPTLGRGPA VAITHCNQPA PARI
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.TDYNASVSVPDSSGPER.I| Y 40.60 |1779.7911|-141.7(890.7767(2(29.41| 2346 1 127 (143
K.NAGAVIGK.G Y 33.20 | 728.4181| -24.1|729.4078|1|24.61|1815 1 110 (117
total 2 peptides
tr|[HSWUAO|H8WUAO_9ARAC back to list

| Protein Coverage | Supporting Peptides

Protein Coverage:

1 EKPAIRRLARR GGVERISGLI YEETRGVLEV FLENVIERDAV TYTEHAEXEKT VTA
—

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.ISGLIYEETR.G| Y 42.76 |1179.6135|160.1|590.9084(2|32.09| 2647 1 16 25

total 1 peptides

tr|AOA1BOCQKO|AOA1BOCQKO_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:19

proteins

1 MSIMNSEVND IFERIAAEAS RLAHYNERST ITSREIQTAV RLLLPGELAK HAVSEGTKAV TEYTSSK

Supporting Peptides:

Peptide Uniq|-10IgP| Mass m/z RT |Scan End

N

ppm #Spec| Start

PTM

K.HAVSEGTK.A| Y 41.03 |827.4137|818.6(415.0528(2(2.23| 160 1 51 | 58

total 1 peptides

tr| AOAOA9YXM3|AOAOA9YXM3_LYGHE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

—

back to list

DAHGKFEALD VQMLATDGAD [ Carb:

SPFAVYMEHT EELLPENIAL

EVVACIGESL EERESGQAEE

SDVVEIIYGG SVIKDNCEREL
e —— ]

K

1 MNTAYYSIGI GVERVLERGA WRGEPRVVEM LSYSYRCEEL RPWTMMGFGI PFLGGLGGGG

51 KSEKESGVGNLE TPTMGTEPIE KDREFVTGGN FEMNGSKEEL ETIIGHLSEA KLDPNVEVEV

16l AAQNCYMEEEK GPFTGEISPG MIEKDVGGTWV ILGHSEREVL FGESDNLIGE KICRALHDGL

Z41 VILDQLDTIA SSCCGSWANI VIAYEPVWAI GTGEVATPEQ AQEMHCVIRS WIKDNLSECA

321 AERMPDIDGFL VGGASIKEEF VDIINVLEDY NDQVESKESA AAKAAKKDDE KPEEEDEEAK
Supporting Peptides:

Peptide Uniq|-10igP| Mass |(ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
R.IIYGGSVTKDNC(+57.02).R| Y 38.71 |1325.6285| 42.5(663.8497|2(29.18|2321 1 306 | 317 |Carbamidomethylation
total 1 peptides
tr| AOA0O34WXLO|AOA034WXLO_RHIMP
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 EKIEDVEDDDE SADEDEKKEEEK KIKEKYSEDE ELNETKPIWM RNFDDISQEE YGEFYKESLTN
21 ALLFVPERAP FDLFENREQK NNIKLYVERV FIMDNCEDLI PEYLNFIEGV VDSEDLPLNI
1€l KCLELFDSIA EDRDMYEKFY EQFSENIKELG IHEDSQNRKE LAEFLRYYTS ASGDEMCSLK
247 FDQVANSAFV ERVRERGLEV IYMIEPIDEY CVQQLKEYDG KTLVSVTEEG LELPEDEAEEK
321 LDEEVEEVIV SNELVESPCC IVTSQYGWTA NMERIMEAQA LEDSSTMGYM AAKEHLEVNPE
4ac VEDLVMLLFE TALLCSGFAL EDPQLHADRI YEMIELGLGI DEDEVAGAGD NTSTGPTADE
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 242 (252
total 1 peptides
tr|AOA023FKD7|AOA023FKD7_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 GTVLLVPVSC AGSKCHVEMP EEARMEESGE VETFAFQAEI AQLMSLIINT FYSNEKEIFLR
51 PSELDAQEEL FIKIIPNEDD RTLTIIDTGI GMTEADLINN LGTIAKSGTK AFMEALQAGA
16l EKVTVTSEHND DEQYTWESSA GGSFTIRTDN TEPLGRGTKEI VLHLEEDQTE YLEERRVEDV
24 EEEVSDDEEE EEEEFAEEEE PDEEGEFEIE DVEDDDESEN EDEEEEEEIE EEYSEDEELN
321 FYESLTNDWE DHLAVEHFSV EGQLEFRALL FVPERAPFDL FENREQENNI KLYVRRVEFIM
401 EDLPLNISRE MLQONEILKV IRENLVEKCL ELFDSIAEDR DMYKKFYEQF SENIELGIHE
48] DETCSLEDYA SRMKENQKHI YFITGESKDQ VANSAFVERV RERGLEVIYM IEPIDEYCVQ
561 PEDEAEEERQ EENKAKFENL CEVMEDILDK KVEEVIVSNR LVESPCCIVT SQYGWTANME
£41 KHLEVNPDHP VMETLRQEAD ADRNDEAVED LVMLLFETAL LCSGFALEDP QLHADRIYRM
721 APAADEMPPL EGDDEDASRM EEVD
Supporting Peptides:
Peptide Uniq (-10IgP Mass ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 509 (519

total 1 peptides

tr|B5TGR4|B5TGR4_TRIVP

| Protein Coverage | Supporting Peptides |

Protein Coverage:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html

DWEDHLAVKH
SREMLQONKI
DYASRMKENQ
KROEENKTKF

DHPIMENLEV
MPPLEGDDED

ELISNSSDAL
DISMIGQFEGV
VEEHSQFIGY
KTKPIWMRNP
DNCEDLIPEY
DSQNREELAE
QLEKEYDGKTL

RIMEAQALRD
IELGLGIDDD

back to list

FSVEGQLEFR
LEVIRENLVE
EHIYFITGES
ENLCEVMEKDI

EADADRNDEFA
ASRMEEVD

back to list

DEIRYESLTD
GFYSAYLVAD
PIRLLVQKEER
DDISQEEYGE
LNFIEGVVDS
FLRYYTSASG
VSVTEEGLEL

SSTMGYMAAK
EVAGAGDTSA

back to list
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16/03/2023, 15:19 proteins
1 MPEDVAMEQA ETFVFQAEIA QLMSLIVNTF YSNEEIFLRE LISNSSDALD
51 TLTIIDSGIG MTEADLVNNL GTIAKSGTEA FMEALSAGAD ISMIGQFGVG
161l GSFTVEVDVG GEPLGRGTKEI VMHMEEDMTE FLEERKIEEI VEEHSQFIGY
24 DEEEDEDTFE IEDVEDDEEG EEEEEEEKTV EEEYTEDEEL NETEPIWTEN
321 VEGQLEFEAL LFAPRRAPFD LFENEKKEENN IKLYVRREVFI MDNCEDLIPE
401 VIRENLVEEC LDLFEELAED KENYEKFYEQ FSENLKLGIH EDSQNREELS
481 IYYITGESED QVANSAFVER VEKRGFEVLY VTEPIDEYVV QOMEDYDGEN
561 LCEVMEDILD KEVEEVVDSN RLVESPCCIV TSQYGWTANM ERIMEAQALR
£41 EAEENDEKAVE DLVMSLFETA LLSSGFALED PQVRAARIYR MIKLGLGIDE
721 VD
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 490 | 500

total 1 peptides

tr| AOAOP6CIM3 | AOAOP6CIM3_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81

KIRYESLTDP
FYSAFLVADT
PIKLLVEEKER
PEDITTEEYG
YLNEMEGVVD
DLLRYQTSAS
LVSVTEEGLE

DSSTMDYMAA
DEPLLVEEEK

SELESGEELF
VIVVSEHNDD
DEELSDDEAE
EFYESLTNDW
SEDLPLNISR
GDEVCSLEDY
LPFEDEEEKEK

KFEHLEINPDH
PDSAMPRAADG

IKIVPNKNDR
EQYLWESSAG
EEEEKKEDKE
EDHLAVKHES
EMLQQNKILK
VARMKENQKH
REEDRKAKFET

PVMDALEVEA
DTEDASEMEE

back to list

FNIKLGIHED SQNREKLSEL LRYYTSASGD EMVSLEDYCT RMEENQEKHIY FITGETKDQV ANSAFVERLR KHGLEVIYMI
———

EPIDEYCVQQ LEEFEGKTLV SVTEKEGLELFP EDEEEKEEQE

Supporting Peptides:

Peptide

Uniq|-10IgP Mass ppm

m/z z| RT

Scan

#Spec|Start

PTM

K.DQVANSAFVER.L| Y

36.78 |1234.5942| 12.3

618.3120(2(29.14

2316 1 58

68

total 1 peptides

tr|[AOA1PSLG21|AOA1PSLG21_9CUCU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

back to list

DHLAVEHFSV EGQLEFEALL FVPRRMPFDL FENEKERENNI FKLYVRREVFIM DNCEEIIPEY LNFIKGVVDS EDLPLNISEE
21 MLQONKILEV IRKNLVEECL ELFEELSEDK DGYKKFYEQF SENLELGIHE DSQNRTKIAD LLRFTTSASG DEACALEKEYV

161 SEMEENQESI YYITGESEDQ VANSAFVERV KKRGFEVESS T
—————
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 (1234.5942( 12.3|618.3120|2(29.14| 2316 1 179 | 189

total 1 peptides

tr|E2ILN7 |E2ILN7_9CUCU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

241

WEDHFAVEHF SVEGQLEFERA
REMLQOONEIL EVIRENLVEERK
YVSRMEQNQE NIYYIAGESEK

KREEDFARKFE GLCEVMESIL

Supporting Peptides:

back to list

LLFVPFREMPF DLFENEEREN NIELYVEEVF IMDNCEELIP EYLNFIEGVV DSEDLFPLNIS
CLELFEELTE CEDSFEEFYE QFSENIELGI HEDSANESEL ADFLRYHTSA SGDEVCSLED

DQVANSAFVE RVKKRGFEVV YMTEPIDEYV VQQLEEYDGE TLVSVTEEGL ELPEDEDEEK
————

DNEVEEVVVS NRLVESPCCI VTSQYGWTAN M

Peptide

Uniq [-10IgP Mass ppm

m/z z| RT

Scan

#Spec |Start

PTM

K.DQVANSAFVER.V| Y

36.78 [1234.5942| 12.3

618.3120|2|29.14

2316 1

181

191

total 1 peptides

tr| AOAO87UN67 | AOAO87UN67_9ARAC

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:19

1
81
lel
321
401
81

MOQEDYDDAET
TIIDTGIGMT
FIVRPDHGEP
KFKIEDVGED
EFRALLEFVPE
LVKECLELFD

GESKDQVANS

FAFQAETAQL
KADLVNNLGT
LGRGTKIVLY
EDEDKEKDKK
RAPFDLFENR
EIAEDKDMYK
AFVERVRERG

——

MSLIINTFYS
IAKSGTKAFM
LKDDQQEYVE
KKKKIKEKYT
KQKNNIKLYV
KFYEQFSKNL
FEVIYMTEPI

6

wn

1
1

(=

6

Supporting Peptides:

EDILDERVEE VVVSNRLVTS
DESVEDLVML LFETSLLCSG

PCCIVTSQYG
FALENPQTHA

NKEIFLRELI
EALQAGADIS
ERRIKEVIKK
EDEELNEKTKP
RRVFIMDNCE
KLGIHEDSTN
DEYCVQQLKE

WSANMEEIMEK
SEIYRMIKLG

proteins

SNSSDALDEI
MIGQFGVGEY
HSQFIGYPIEK
IWMENPDDIS
DLIFPDYLNFI
REKLAEFLRY
YDGETLVSVT

AQALEDSSTM
LGIDEEEIA

Peptide

Uniq

-10IgP

Mass

ppm

m/z z| RT

Scan

#Spec |Start

PTM

K.DQVANSAFVER.V

Y

36.78

1234.5942

12.3

618.3120(2|29.14

2316 1

485

495

total 1 peptides

tr|AOAOB4L0JO|AOAOB4L0]0_9CUCU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
247
321
401
81

w
[a)]

1
1

o
=

MPEETQGDVE
LTIIDTGIGM
SFTIRPDHGE
KFKIEDVGED
LEFRALLEVP
NLVEERCLELF

TGESKDQVAN

TFAFQRAEIAQ
TKADLVNNLG
PLGRGTKIVL
EDEDKKKEDK
RRVPFDLFEN
EELSEDKDGY
SAFVERVEKKR

——

MESILDNEVE
NDEAVEDLVI

Supporting Peptides:

EVVVSNELVE
LLFETALLSS

LMSLIINTFEY
TIAKSGTKAF
HIEKEDQTEFL
KEEETIEKEEY
EFRENNIKLY
EEFYEQFSEN
GFEVVYMTEP

SPCCIVTSQY
GFTLEEFQVH

SNKEIFLREL
MEALQAGADI
EEHKVEEVVK
TEDEELNKTK
VRRVFIMDNC
LKLGIHEDSQ
IDEYVVQQOMK

GWTANMERIM
ASRIYRMIFEL

ISNSSDALDK
SMIGQFGVGFEF
FHSQFIGYFPI
PIWTENFDDI
EELIPEYLNF
NESELADLLR
EYDGEALVSV

FAQALRDTST
GLGIDEEEAM

Peptide

Uniq

-10IgP

Mass

ppm

m/z z| RT

Scan

#Spec |Start

PTM

K.DQVANSAFVER.V

Y

36.78

1234.5942

12.3

618.3120|2|29.14

2316 1

486

496

total 1 peptides

tr| AOA1W4X044|A0A1W4X044_AGRPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81
161
321
401
81

wn
[s]

1
1

o
(=

MPEEQDVETE
IIDTGIGMTEK
TIRPDHGEPL
PEVEDVGEDE
EFRALLEVPR
LVEECLELFE

GESKDQVANS

AFQAEIAQLM
ADLVNNLGTI
GRGTKLVLHI
EEDTDREKKK
RAPFDLFENR
ELAEDKDNYK
AFVERVKERG

———

KESILDNEVEK
DFEAVEDLVIL

Supporting Peptides:

VVVSNRLVDS
LFETALLSSG

SLIINTEYSN
AFKSGTFKAFME
EKEDQTEFLEE
EEKKTIKEKYT
EEENNIELYV
EYYEQFSEKENL
FEVVYMTEPI

PCCIVTSQYG
FTLDEPQVHA

KEIFLRELIS
ALQAGADISM
HEIKEIVEEKH
EDEELNKTKP
RRVFIMDNCE
KLGIHEDTQN
DEYVVQQLKE

WTANMERIME
SEIYRMIKLG

NSSDALDKIR
IGQFGVGFEYS
SQFIGYPIEL
IWTENPDDIS
ELIPEYLNEV
RAFKLADLLRY
YDGEQLVSVT

AQALRDTSTM
LGIDEEEPMS

Mass

RT

Scan

Peptide

Uniq

-10IgP

ppm

m/z z

#Spec |Start

PTM

K.DQVANSAFVER.V

Y

36.78

1234.5942

12.3

618.3120(2|29.14

2316 1

485

495

total 1 peptides

tr|AOA1Z2RU91|AOA1Z2RU91_HERIL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RYESLTDPSK
SAYLVADEVT
LVVQEEREEE
QEEYGEFYEKS
EGVVDSEDLFP
YTSLSGDEYC
KEGLELFEDE

GYMAAKFKHLE

IRYESLTNPS
YSAYLVADEV
EMVVEEEREK
SQEEYGEFYEK
IEGVVDSEDL
YHTSASGDEA
TEEGLELPED

MGYMAAFEHL
LTEEAPAADA

YESLTDFSEL
AYLVADEVTV
QVEEEREKEL
QEEYGEFYEKS
RGVVDSEDLFP
HTSASGDEAC
KEGLELFEDE

GYMAAFKFHLE
TEETAEGADV

LDSCKDLYIK
VTSKHNDDEQ
VSDDEAEEEK
LTNDWEDHLA
LNISREMLQQ
SLEDYVSRMK
EEKKKREEDK

INPDHPIIEN

KLESGEDLFI
TVVSEHNDDE
ELSEDEAEEE
SLTNDWEDHL
PLNISREMLQ
CSLEDYVSEM
EEEEKEREED

EINPDHFIVE
PVEGGDAEDA

NSGKELYIKI
VSKHNDDEQY
SDDEMEEEEKK
LTNDWEDHLA
LNISREMLQQ
SLKEYVSRMK
EEKKKREERK

INPDHPIIEN
PVPTEGESED

IIPNKEDRTL
YTWESSAGGS
DEEFEEEEDE
VEHFSVEGQL
NEILEVIREN
ENQESIYFIT
AFKFENLCKII

LEQFAEVDEN

back to list

KIVPNESEGT
QYIWESSAGG
KFEGEEEDEE
AVEHFSVEGQ
QNEILEVIREK
EKENQESIYET
FKARKFEGLCEV

NLRQEAEADE
SEMEEVD

back to list

IPNKSEGTLT
IWESSAGGSF
EEEEKKEEDK
VKHESVEGQOL
NKILKVIREN
PNQKQIYYIT
AKFEGLCKVM

LEQFAEADEN
ASRMEEVD

back to list
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16/03/2023, 15:19 proteins
1 MPEETQEVET FAFQAETIAQL MSLIINTFYS NEEIFLRELI SNSSDALDKI
51 TIIDTGIGMT KADLVNNLGT IAKSGTKAFM EALQAGADIS MIGQFGVGEY
161 FTVSNDHSEP LGRGTKIVLH IKEDQMEYLE EAKINSIVTK YSQFIRYPIK
241 GDEPKLEDVG EDEDADSADK KKEEKTVEVK YTEDEELNKT KPIWTRNADE
321 QLEFRALLFV PREVPFDLFE NNEERNNIEL YVRERVFIMDN CQDLIPDHLE
401 ENLVEKKCLEL FERLAEDEAL YEEFYDQFSK NLELGVHEDS RNRAKLADFL
481 ITGESKDQVA NSAFVERVEE RGFEVVYMTE PIDEYVIQHL EDYQGESLVS
561 VMESILDNEV EEVVVSNERELV DSPCCIVTSQ YDWFANMERI MEAQALRDSS
£41 EKNDESVEDLV ILLFETSLLS SGFSLDDPQV HASRIYEMIK LGLGIDEDEP
721 D
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 487 | 497
total 1 peptides
tr|HOBOBS|H9BOBS_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPEDVAMEQG DVETFAFQAE TAQLMSLIIN TFYPNKEIFI RELISNSSDA
21 DRTLTFIDSG IGMTKADLVN NLGTIAKSGT KAFMEALQAG ADISMIGQFG
161 AGGSFTIRSD KGEPLGRGTK IILHIKEDQA EYLEESKIKE IVEEHSQFIG
241 EDEDKPEIED VGEDEDEGEP KEEEEKKEKETV KEEYTDEEEL NETKEPIWTRN
321 VEGQLEFRAL LFIPRRAPFD LFENEKKRENN IKLYVRRVFI MDNCEDLIPE
401 VIRENLVEEC LELFEELAED KENYEKCYEQ FSENLKLGIH EDSTNREKIS
481 IYYITGESRD QVANSAFVER VEERGYEVIY MTEPIDEYVV QQLEEYDGEQ
561 LCEIMEDILD KRVEEVTVSN RLVDSPCCIV TSQYGWTANM ERIMEAQALR
©41 EADKHDEKSVE DLVMLLFETA LLSSGFSLED PGVHASRIHR MIKLGLGLDD
721 D
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 490 | 500
total 1 peptides
tr|AOA131Z059|A0A131Z059_RHIAP
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPEETRMDDS GEVETFAFQA ETAQLMSLII NTFYSNEKEIF LRELISNSSD
21 DDRTLTIIDT GIGMTKADLI NNLGTIAKSG TEKAFMEALQA GADISMIGQF
161 SAGGSFTIRT DNTEPLGRGT KIVLHLEEDQ AEYLEERRIK DVVEEHSQFI
241 EEEEPDEEGK PEKIEDVEDDD ESADEDEEEK KKIEEKYSED EELNEKTKPIW
321 HFSVEGQLEF RALLFVPERA PFDLFENREQ KNNIKLYVRR VEFIMDNCEDL
401 ILEVIRENLV KECLELFDSI AEDRDMYEEF YEQFSKNIKL GIHEDSQNRE
481 QEHIYFITGE SKDQVANSAF VEEVRERGLE VIYMIEPIDE YCVQQLEEYD
561 FENLCEKVMED ILDEKVEEVI VSNRLVESPC CIVTSQYGWT ANMERIMEAQ
©41 VEADADENDE AVEDLVMLLF ETALLCSGFA LEDPQLHADR IYEMIKLGLG
721 DASRMEEVD
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM

K.DQVANSAFVER.V

Y

36.78 [1234.5942| 12.3

618.3120(2|29.14

2316 1

493

503

total 1 peptides

tr|AOA224YTX2|A0A224YTX2_9ACAR

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RYESLTDPSK
SAYLVADEVT
LLVEEEREEE
ITKEEYGEFY
FIEKDVVDYED
REFHTSASGDE
VTEEGLELPE

TMGYMASKEH
MATEEAFPAST

LDKIRYESLT
VGEYSAYLVA
YPIEKLLLEEE
PDDITQEEYG
YLNEIRDVVD
DLLRYHTSAS
LVSVTEEGLE

DTSTMGYMAA
DEMEVEEEEV

ALDEIRYESL
GVGEFYSAYLV
GYPIRLLVQK
MENPDDISQE
IPEYLNFIEG
ELAEFLERYYT
GETLVSVTEE

ALRDSSTMGY
IDEDEVAGAG

LDSGEKELYIK
VTSKHNDDEQ
VSDDEAEGED
KSLTNDWEDH
LSLNLSLEML
YCSLNDYVSR
DEAEEKKEREE

LEINFDHPII
NSEMPPLVDD

DFSELDSCED
DEVTVVSEHN
RDKELSEDED
EFYESLTNDW
SEDLPLNISR
GDEQCSLEEY
LEVDEDEEKEK

EFHLEINPDH
DNDVFPQLEGD

TDPSELDAQE
ADRVTVTSEH
EREEEVSDDE
EYGEFYESLT
VVDSEDLPLN
SASGDEVCSL
GLELPEDEAE

MARAEKHLEVN
DNTSAGETAD

IIPNKAAGTL
YTWESRAGGS
KEKEEKKEGE
LAVKHESVEG
QONKFLEVIR
MKENQKHIYF
DKAKFEGLCK

ENLERQETEAD
SEDASHMEEV

back to list

LHIKIIPNEN
DDEQYIWESS
EDEKKDEEKE
EDHLAVRHFS
EMLQQNKILK
VGRMKENQKH
MEEDKTKYEN

SIMENLRLEA
AEEASRMEEV

back to list

ELFIKIIPNE
NDDEQYTWES
EEEKEKEEKT
NDWEDHLAVE
ISREMLQQNK
KDYTSRMEEN
KKRQEENKAK

PDHPIMENLE
EMFFLEGDDE

back to list
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16/03/2023, 15:19 proteins
1 MPEETRMDDS GEVETFAFQA EIAQLMSLII NTFYSNEKEIF LRELISNSSD
51 DDRTLTIIDT GIGMTEADLI NNLGTIAKSG TKAFMEALQA GADISMIGQF
161 SAGGSFTIRT DNTEPLGRGT KIVLHLEEDQ AEYLEERRIK DVVEEHSQFI
241 EEEEPDEEGK PEIEDVEDDD ESADEKDEEEK KKIEKEEKYSED EELNKTKPIW
321 HFSVEGQLEF RALLFVPERA PFDLFENREQ ENNIKLYVRR VEFIMDNCEDL
401 ILEVIRENLV KECLELFDSI AEDRDMYEEF YEQFSKNIKL GIHEDSQNRE
481 QEHIYFITGE SKEDQVANSAF VERVRERGLE VIYMIEPIDE YCVQQLKEYD
561 FENLCEVMED ILDEEVEEVI VSNRLVESPC CIVTSQYGWT ANMERIMEAQ
£41 VEADADENDE AVEDLVMLLF ETALLCSGFA LEDPQLHADR IYEMIKLGLG
721 DASRMEEVD
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 493 | 503
total 1 peptides
tr| AOAOKSR8N9|AOAOK8S8R8N9_IXORI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPEEVRMEDA AGEAETFAFQ AETAQIMSLI INTFYSNKEI FLRELISNSS
&1 RDDRTLTLID TGIGMTEADL INNLGTIAKS GTKAFMEALQ AGADISMIGQ
161 SSAGGSFTIR TDNCEPLGRG TEIVLHLEED QTEYLEERRI KDVVEEKHSQF
241 DEEEEDEAVD EEGKPKIEDV DDEEEDEDEK KEEEIKEEYS EDEELNETEP
321 VEHFSVEGQL EFRFRALLEVPE RAPFDLFENR KQENNIELYV REVEIMDNCE
401 NEILKVIREN LVEKCLELFD SVSEDKEMYK KFYEQFSENI KLGIHEDSQN
481 ENQEHIYFIT GESKDQVANS AFVERVEERG LEVIYMIEPI DEYCVQQLEE
561 NEFENLCELM KDILDEEVEEK VIVSNRLVES PCCIVTSQYG WTANMERIME
©41 LRQEKADADRN DKAVEDLVML LFETALLCSG FALEDPQLHA DRIYRMIELG
721 EEDASRMEEV D
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 495 | 505
total 1 peptides
tr|B7QI01|B7QI01_IXOSC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPEEVRMEDA AGEAETFAFQ AETAQIMSLI INTFYSNEEI FLRELISNSS
21 RDDRTLTLID TGIGMTEADL INNLGTIAKS GTKAFMEALQ AGADISMIGQ
161 SSAGGSFTIR TDNCEPLGRG TEKIVLHLEED QTEYLEERRI EKDVVEEKHSQF
241 DEEEEDEAVD EEGKPKIEDV DEEEEEKDEK KEKEEIKEEYS EDEELNETEP
321 VEHFSVEGQL EFRALLFVPK RAPFDLFENR KQENNIELYV REVEIMDNCE
401 NEILEVIREN LVEKCLELFD SVSEDKEMYK KFYEQFSENI KLGIHEDSQN
481 ENQEHIYFIT GESKDQVANS AFVERVEERG LEVIYMIEPI DEYCVQQLEE
561 NEFENLCELM KDILDEKVEK VIVSNRLVES PCCIVTSQYG WTANMERIME
£41 LRQEADADRN DKAVEDLVML LFETALLCSG FALEDPQLHA DRIYRMIELG
721 EEDASRMEEV D
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM

K.DQVANSAFVER.V

Y

36.78 [1234.5942| 12.3

618.3120(2|29.14

2316 1

495

505

total 1 peptides

tr|L7MEGO|L7MEGO_9ACAR

| Protein Coverage | Supporting Peptides |

Protein Coverage:

ALDEIRYESL
GVGEYSAYLV
GYPIRLLVQE
MENPDDISQE
IPEYLNFIEG
KLAEFLERYYT
GETLVSVTEE

ALRDSSTMGY
IDEDEVAGAG

DALDEIRYES
FGVGFYSAYL
IGYPIELLVQ
IWMRNPDDIS
DLIPEYLNEV
REKLAEFLRY
YDGETLVSVT

AQALERDSSTM
LGIDEDEVAG

DALDEIRYES
FGVGFYSAYL
IGYPIELLVQ
IWMRNPDDIS
DLIPEYLNEV
RERKLAEFLRY
YDGETLVSVT

AQATRDSSTM
LGIDEDEVAG

TDPSELDAQK
ADEVITVTSEH
EREEEVSDDE
EYGEFYESLT
VVDSEDLPLN
SASGDEVCSL
GLELPEDEAE

MAAFRKHLEVN
DNTSAGFTAD

LTDPTELDAQ
VADEVTVTSE
KERERKEVSDD
QEEYGEFYES
KGVVDSEDLP
YTSASGDETC
KEGLELFPEDE

GYMAAFFEHLE
AGDNTAAAFA

LTDPTELDAQ
VADEVTVTSK
KEREREVSDD
QEEYGEFYES
KGVVDSEDLP
YTSASGDETC
KEGLELFEDE

GYMAAFKFEHLE
AGDNTAAAFA

ELFIKIIPNK
NDDEQYTWES
EEEKEKEEKT
NDWEDHLAVK
ISREMLQQONK
KDYTSRMKEN
KKRQEENKAK

PDHPIMENLR
EMPPLEGDDE

back to list

KELFIKIIPN
HNDDEQYTWE
EEEEEKEKKE
LTNDWEDHLA
LNISREMLQQ
SLEDYVSRMEK
AEKKRQEENK

VNFPDHPVMET
GEDMFPLEGD

back to list

KELFIKIIPN
HNDDEQYTWE
EEEEEKEKEE
LTNDWEDHLA
LNISREMLQQ
SLEDYVSRMK
AEKKRQELNK

VNPDHPVMET
SEDMFEFLEGD

back to list
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16/03/2023, 15:19 proteins
1 KPAPAACTAD SSIRCSLSLV PVLSSGCEKRR SLFEMPEETR MDDSGEVETF AFQAETAQLM
51 NSSDALDEIR YESLTDPSKL DAQKELFIKI IPNEDDRTLT IIDTGIGMTEK ADLINNLGTI
161l IGQFGVGFYS AYLVADEVTV TSEHNDDEQY TWESSAGGSF TIRTDNTEPL GRGTEIVLHL
241 SQFIGYPIRL LVQKEREKEV SDDEEEEKEK EEFKAEEEKPD EEGKPKIEDV EDDDESADED
321 EKPIWMRNPDD ISQEEYGEFY KSLTNDWEDH LAVEHFSVEG QLEFRALLFV PERAPFDLFE
401 CEDLIPEYLN FIEGVVDSED LPLNISREML QONEILEVIR ENLVEKCLEL FDSIAEDRDM
481 OQNREKLAEFL RYYTSASGDE MCSLEDYTSR MEENQKHIYF ITGESKDQVA NSAFVERVRE
561 EKEYDGKTLVS VTEEGLELPE DEAEEKKRQEE NKAKFENLCEK VMEDILDEEV ERKVIVSNELV
641 MEAQALRDSS TMGYMAAKKH LEVNPDHPIM ENLEQKADAD RNDEAVEDLV MLLFETALLC
721 LGLGIDEDEV AGAGDNTSAG PTAEEMPPLE GDDEDASRME EVD
Supporting Peptides:
Peptide Uniq [-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.DQVANSAFVER.V| Y 36.78 [1234.5942| 12.3|618.3120(2|29.14| 2316 1 527 (537
total 1 peptides
tr| AOA2A3EHNO|AOA2A3EHNO_APICC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLNLCRQALT VNNQEVSTRC LGTIIPVSNT IEFPLENEPI LSYEKGSPER AELEKVLDEM
21 CERYQVMPHNH KVEIAKYYWA TADLVEKAID VSVEAQREWE KYPFEKRLEI WLRAADLMAT
161 AEIDSAAELI DFFRMHGYFA KEAMEKYQPIS PNEETLNSMR YRGMDGEVAA VSPFNFTAIG
241 TALLSNWWIF KICKEAGVPS GVVNFIPCEG PVFGDTITSS PYLSGINFTG SVPTFNRLWI
321 GENYHEVHAS ADVESVVNGT IKSAFEFNGQ KCSACSREMYV PESLWPQIEKE GLLSIRDTLK
401 EKRISSYIEHA KEKSSNLEIIG GGEYDDSIGY FINPTIVVTK NPEDKIMTEE IFGPVLTIYV
481 LTGSIFSQDE KWARRALEEF KYTAGNFYVN DESTGSVVGY QPFGGSEMSG TNDEAGGPHY
561 TLQTERYREF WVVQ
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
K.NYHFVHASADVESVVNGTIK.S| Y | 34.98 (2186.0757|485.7|730.0531|3(33.96 | 2856 323 (342
total 1 peptides
tr|V9IL90|V9IL90_APICE
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLNLCRQALI VNNQEVSTRC LGTIIPVSNT IEFPLENEPI LSYKKGSPER AELEKVLDEM
51 CERYQVMPHNH KVEIRAKYYWA TADLVEEKAID VSVEAQREWE KYPFEKRLEI WLRAADLMAT
161 AEIDSAAELI DFFRMHGYFA KEAMEYQPIS PNEETLNSMR YRGMDGFVAA VSPFNFTAIG
247 TATLLSNWWIF EICEEAGVPS GVVNFIFPCEG PVFGDTITSS PYLSGINFTG SVPTFNERLWI
321 GENYHFVHAS ADVESVVNGT IKSAFEFNGQ KCSACSREMYV PESLWPQIKE GLLSIRDTLK
401 EKRISSYIEHA KESSNLEIIG GGEYDDSIGY FINPTIVVTE NPEDEIMTEE IFGPVLTIYV
481 LTGSIFSQDE KEWARRALEEF KYTAGNEFYVN DESTGSVVGY QPFGGSEMSG TNDEAGGPHY
561 DYAYMRS
Supporting Peptides:
Peptide Uniq|-10IigP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
K.NYHFVHASADVESVVNGTIK.S| Y 34.98 |2186.0757(485.7|730.0531|3(33.96| 2856 323 | 342
total 1 peptides
tr| AOAOSSA1I8|AOAO88A1I8_APIME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLNLCRQALI VNNQEVSTRC LGTIIPVSNT IEFPLENEPV LSYKEGSPER AELEKVLNEM
21 CERYQVMPHNH KVEIAKYYWA TADLVEEKAID VSVEAQREWE KCPFEKRLEI WLRAADLMAT
161l AEIDSAAELI DFFRMHGYFA KEAMEYQPIS PNEETLNSMR YRGMDGFVAA VSPFNFTAIG
241 TALLSNWWIF KICKEAGVPP GVVNFIPCEG PVFGDTITAS PYLSGINFTG SVPTFNRLWI
321 GENYHFVHAS ADVESVVNGT IKSAFEFNGQ KCSACSRMYV PESLWPQIKE GLLSIRETLK
401 EKRITSYIEHA KESSNLEIIG GGEYDNSIGY FINPTIVITK NPEDKIMTEE IFGPVLTIYV
481 LTGSIFSQDE KWARRALEEF KYTAGNFYVN DESTGSVVGY QPFGGSEMSG TNDEAGGPHY
561 DYAYMRS

SLIINTFYSN
AFSGTKAFME
KEDQAEYLEE
KEKEEKIKEK
NEEQENNIEL
YEKFYEQFSK
RGLEVIYMIE

KESPCCIVTSQ
SGFALEDPQL

SNECEEVPLV
KYRQQLNAAT
GNLSYTPALM
QVGKNLGEYK
IGDVRDETVE

YEDSNLDETM
ALRWASFQNT

SNECEEVPLV
KYRQQLNAAT
GNLSYTPALM
QVGKNLGEYK
IGDVRDETVE

YEDSNLDETM
ATLEWASPQSI

SNECEEVPLV
KYRQQLNAAT
GNLSYTPALM
QVGKNLGKYK
IGDVRDFTVE

YEDSNLDETM
ATLEWASPQST

KEIFLRELIS
ALQAGADISM
RRIKDVVKKH
YSEDEELNKT
YVRRVEIMDN
NIKLGIHEDS
PIDEYCVQQL

YGWTANMERT
HADRIYEMIEK

back to list

IGNEEIKTDL
MLGQSKTVIQ
GNAVLWKESD
NYPKLIGECG
TGAVIDAIAF

ELVESSTPYA
YSDVITSLYY

back to list

IGNEEIKTDL
MLGQSKTVIQ
GNAVLWKPSD
NYPKLIGECG
TGAVIDAIAF

ELVESSTEFYA
EETFVPLEEH

back to list
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NYPKLIGECG
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Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM

K.NYHFVHASADVESVVNGTIK.S| Y 34.98 |2186.0757|485.7(730.0531|3|33.96| 2856 323 | 342

total 1 peptides

tr| AOAOQ9XTW1|AOAOQ9XTW1_DROMO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MQEFARDNWV ARAAHENIET QHQEQCDGFL GNFLSKEGLES NQLIVNTDEK TLEPIARLEE

21 RWPVECQVIG ERIIHIPYVP VQPEPLNVPT GNELEPRPVG EENGIVVESY CPISAVNYGS
161 SENEFISVNR RMTLQSGETH LNEVSKLFNR LDDHSTSNSQ DDDDDYNVSV DGEETREEPV
241 TDGEIKGTSK VDDIWENNSS EYKPASPHYV LSQFGKEVSK AITIKKIIDYD EEPSTGTSSL
321 IPRLEVAFQG NSQQSFEKVS HSRECNMIGD RDEDINSSDD CSIEMNDIVN DDVISGCDGK
401 VSDSETLVGE ESMCRIASAP DEMPEDLPLI PAPLCTRAVT MAAAVAAVAR GRERRGFESIP
481 ANDRHNPELN NVTDRTTFQS QHISYDIPQM QFSRSSVGGA KYVSNCHPMN AEEYESLEFE
561 LYLRPDLYTS RSEQWFYFRV RHTRRNMLYR FSIVNLVESD SLYNDGMRPV MYSTLGAKEK
£41 NNNTNEEDED NSSYTLTFTI EFEHDNDTVE FAHSYPYTYS DLQDYLMEIQ RHPVESKFCEK
721 PSNNDDTMRR KESIVVSARV HPSETPSSWM MEGLMDFITG DSTVAKRLRH KFIFELVFEML
201 RQYRTVIRET YPSIWYTKAM IRRLIEECGV AMYCDMHAHS REHNIFIYGC ENERNPEERL
281 SCEFKIQRSK EGTGRIVVWM LGITNSYTIE ASFGGSSLGS REGTHFNIQD YEHMGRAFCE
96l EKQIFKEIRKRE KREQEALELQ KMADQERLRS KIIERLMEEG SSADEPLNIP LSDYSSDEGN

1041 PCCAPIRAFPP SSPEIMHEIR EFEVEEMHEV MHVLDQIYFS PVLQREFEAL ARLERRRHEL

1121 NGNASERLIS SESPQITVKT ARQSPDSESS ESNGSQSSDL LTDASNEINQ TGEQSTRERN

1201 ERIDRNLRLWL ANRRIFIFRE EEKNREQRIEN KPLEKRGEVI RTALDLPTTD PGSDLHFSTD

1281 TLLQSELQRR YIEEIGDLVV QEPEPAHMPP ELIVTAPSKEN CGPGGVEELE VYELIPSTAP

1261 WHNLNQDSGR AKPSFFMNES KPDPKIQESP PRRIPNNFIP LNLQRHGHSN HAEDLHVELS

—

1447 YEGQSQAHAH MATVMATAARA TAATRSAEGS QARSMYTAAS NEEPLISAAER SETGSATLEFE

1521 CSEKLLLWQQ SHEKAQPSNT RLLGGTTTEL ENPQIFIRGR KPEKIIRTTG GNDAHSNVSG

1601 VTRFSRTHTS TGGSATGNLQ QHQITQOMORL ILETQSGSGS ESIQNASVSG IQNPGGRITS

1681 GGVNVSERFP HTGGLPIENS SNSLASDTQN MFQCRIENEKR VAGISLDTVN LVREVETELK

Supporting Peptides:

Peptide [Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End [PTM

K.SPPRR.I| Y 24.15 |611.3503 26.1|612.3736(1|50.03|4673 1 1389 (1393

total 1 peptides

tr| AOAOP5C1N7|AOAOP5C1N7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

PRDLFALPED
THTKIKTEEK
IQSIIDAKKK
TSEKVQNKYA
VSVGRLVGGA
GSNIGVEPHMS
SRFESGNLAK
NEGWRRCGNN
LRLLCRTLAG
NPDGVIVGNT
TEQVEFPLMLH
TLLDYCDENP
CSSSSDNEGK
GCKAVGSKRA
KKKKHMPTEK
DEELFPTGNV
EQQAQMOAQT
IKKKIWAGAH

AYVGAPRRSR
VITGEGEREKETS
KFKTGGIVVT
ERKSRTLAND

back to list

KDNDCSQQAP
SSEDSDDSSD
RFETTTLQHS
VTPFKLPKTN
DKCPRTSSSS
TSINTSTYDQ
AVQITPTYYE
ISYYRNDDES
NNVYYLTVTA
RNSLTGKDLN
KNSADRESFE
NKVKRHAKLF
HSITASDLEG
TGGGGGPSSP
CKTKATNREM
TFGAVAPLRH
SGTGARRTYS
GDSDVRPLGW

KLEQVDLENA
IIKLADTTQF
AVQQSLGSHA
ASTSAK

back to list
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MTTQSYYKDR
LLEVLSGDHL
AREALLRWAQ
DVDTPEPDEK
SNRERTDEVP
VHREAKQSDA
HORWQSIRAV
SHLKEHKSVD
EIEISRDWSS
HLRHAAVYHN
RTSLRQPIAV
EALWLKKQMR
FERRAAMGNR
ACPRKTPSMQ
MOSNIQMQQG
YSAMSQVNHT
EEFQPSWDGI
NELHVCSNNS

ROSQSIVSSS
STVASALTRP
RLLVWISNIE
KKRYDTGTDQ
REITMAAQKF
VTKARAWLKE
PADIQDRYRK
HRAGFESINE
LDASDQEEAE
TDQLHTYEKL
RKPSIVSPSK
SVVQKQIADI
EDMYDKQPQL
MMSVLGPISS
REQNLDAASG
ASSKAEVAQK
EPAYKDVMDR
PWLDQAEAKL
AAVLERSQSL
LVADAASHDS
LNNQLDQTHH
DLHSNIMQHI
KMNDRWNNLE
SMSSLLDMGQ
EIVPTDEEKI
AKTGLRHLVL
QLKEKLDSVQ
LESELSEVRP
RETEQQLRES
LSADRLSILE
LAKLCIEEEG
EQMQENQSVV
ELQAVMRALK
SAWDNITALY
TLNRQAADLA
FGDPSVIEVE
REAQQFTAET
QHNLRTLEQR
AAQREVMLSL

CEFNNATT.OT.2

LGFDFNDPRE
PRERGQMRFH
RTTAEYFGVR
SLITYISSLY
PELREEQHIG
RLDEVEARID
FQTRLVEVLP
EFQSNVEEKCI
ESLNVTEIER
FFSEVEECEQ
TSICIYEQVE
MSQNMIFATI
PELSQRAIGD
TELDTCITEW
VIDQLAEEAG
WIDATSETVS
VQTRRTSRGS
DNDESHDDAD

MSSATSTTSS
SLELRNPRTG
AQLANQDTVR
TDKLLRKVSV
VDESMEYLAV
VEPRATKIVS
LLNALTDKCQ
AAAATVANPD
QLSSRIEDIS
RDQVLEWLTK
RSSITTLRRS
YDRYGQLGSK
DGLKTQVTEL
DPRLVHHQLQ
TSRQFYANLG
LSQIDKMHAQ
EHEVIMMLDK
NQMQPVAFKK
EDIAQRLAEF
NASHIQDQAE
FLAKLEARQT
DEASNEERAF
EKLNDRERRL
DIANHAHPEE
QQRIEEHDLL
SYEDLLAWME
RRYTDLTGRA
FLDMVNQSGP
EPPSSDPEVI
QALPLAEHFY
VEVHDILESD
EDLEKRESAF
ELQETLVTQE
AKREENLIDA
DRSSPDQAAR
LAKLKVLIND
QDLLLWLNDI
WDNVMNRAND
DKKGTHLEYF

KNPREETEMNT.T.

MSSLDPTLHG
MLONVQTSLD
VEDFTSSWKD
DVFPNPPALH
RLYKDIEKFL
EEAKRLDRLH
SLTSPDAGRS
SNKIKFQSEE
YYEALMSELE
WCILQDQLLN
VAIGKDEVCK
KVVKSWDLSQ
QLTTLLVQLE
NNIWQNSNLY
TVRQLVVRSR
KMPPVENGVQ
ATAMEYVARD
MPSIPYSPKT

SMTQSLSNTP
QGISLMQAIQ
EDVAELENQI
ALDELHKFRT
LNDFRDELPQ
EPLGAEPKAV
FLDNALVQSQ
NARVARKIEA
QQKDQRRENF
NEGRVDALEP
SQDSRRPSQD
LHDREAELEL
LRRKSGVEGA
QVQVLREEFK
QLODALQKIS
LQKKLDNRRA
GQELANQSEN
SDLDAQVKDL
IELLRDSQHA
DLARRYSELR
EVEAIATDGQ
KPIVGDVELV
DVAFLQOSGKF
QAEIEEQLQE
HDDILSKKPA
SMESKLFKYR
DDLLKHAQET
QLCQRCPGEG
RVQLKEHKVI
EAHSDLSNWL
NARYAALRSG
EAVKRAADEV
PPAVEPAKIH
MEKAMEYHDT
LKEPLAKVNR
IQAHQTSVDT
DGALSMSKEV
KKIKLEIALK
SQRQDVILIK

AWHERFOARTT.

YEENLSKFKD
YLRYRKIKLV
GLAFSAIIHR
PLYDPETQRK
EETEEKLEPE
PRDAMKNCEV
SRSSLEARLF
SAIYVHHVTI
KREIQVSAVQ
STYSQSEFTL
LVSNSSKTEW
FMAMGKDQRD
ESERTLISRI
IERLKGTEIV
TSYNATIRKH
AKAQLDSTAK
LDDLNGRYEE

SMSSSPPRRS
—

HFANRKTGQQ
LGLYDASRGG
NVIRGVRDDM
EISNFRKTWIV
RMRHIEPSEL
EDQLGRAKAL
GVQEALDSLA
KMKDMNSRYE
DNMLQIGRTL
VAVDADILKR
LRRQSQDLRT
MTEEAKKHTD
DALQDQLVTV
AHEPQVQHLE
DNLEELAVEN
ELENLLKDNR
KNEAKAFNKL
QSFRNDISRH
MQRCEDRLSS
AHLEDRCNML
NLVSEGHAPD
RQQQEEFRSF
QEALQGLSEW
LVARFDALTN
FDSLTDIATN
ILSVHVEKLQ
LPLVEQFHVS
SAYIESLITR
GDEISTQKGR
GEIEEALSNL
LRERQQALEE
IVKNPSDPAV
QQQATLODIK
LNSLAEFLEK
RWEDLLRGVV
LNDAGRQLVE
GGLPETASDQ
EATEFHDALQ
NLLISVQHRW

CEAWNPRTYTWIT

proteins

ERDAIQKKTF
NIRAEDIVDS
NRPDLVDWRS
YSDYRELSSS
LRPDVLERNW
LNAELASIEE
ETNEHFRFLR
LQKSYTELTV
DRGEALVLQH
DEGEKLLKEM
KVVTNNGVEC
AIRKALNEDA
TAPLPRDLDQ
LNGLDESTKF
PDVDRLEAEV
LYNGVAAKKP
LVDALQRRLQ
SITTVYIDSE

LTLTEAIQTG
FVHPQTREPV
ESHSRPVNAC
KSNKLAEEKE
LVKAEVVEVT
NNDVMANERL
NWLSQAENQL
KLQDKVYKRG
VVKKDIADAT
QTDELRPIMK
PSPNKVGMGA
ALKTLAAFLD
SGRWKDLQDR
RLADLILEIA
VYPEEILKHL
EFEDQCGQLQ
LEKIRGDWNK
SATFETNRSL
HDALGPAARD
ETASVAVLQF
AQGLRDQLDS
KQDLIIPLGQ
LSDTEEMVAN
GADDRMEALE
LMSLVGEEEA
EQMEELMYLT
HNRLANWLLD
DNRREDAICE
VRDILSAAQK
DDPAIRPEQI
ALQETSQFSD
KDIEGKLEKKL
TDIEHTKPEV
AEKKFHDMRP
DRQRELEHAL
TDKGSDDSNK
LQRFMEVYHE
AFIDWLTNAE
ERVLSRAAER

TRT.AETAENR

TRWVNEKHLRK
NPKLTLGLIW
LEKNRGIRDRL
LHVWIRESTL
NQLLLLHQER
TIKIMFTDVQ
ECSEWVRSKL
TSKKRLSDLE
HPASKCVEAY
QDLREDLSHY
QVPSVCLLIP
EKLLQQGDEN
LEQLVVEHKH
VSRLEIQLAS
KTVITRWSNI
SMDEANILGA
LLCDMAQQEL
QQMSTRVSTT

LLDVERGAFI
TAEEALLMGI
LDQVRQIVSQ
RQLANLSRVQ
EDYQTLMKRA
VNHTVQAATS
KNMTKPTSLN
YVLEEIYKSL
PVREKIKTLE
EYRDYETTIS
LPVNQLLSSV
KVERQLPRDS
CKARSKFLED
EPNSNDGRKV
EDLQDQLESQ
EWLGDCASLL
VRQETVSRHR
GESFLSACDV
SRLLDRIRTL
NEHVKAVLGD
LRKQTTRLED
NVEEANRSGQ
QRPPSADYRV
KAMAVAKEFQ
SVLADRLTEL
EEVAGHQPQV
AEDRLQALDS
QIQRKAERLH
VLRESPQTED
VRQQEGTKLL
KLDGMLAALA
SKLWDTVVSA
EHCRQVGQEL
LGTDIETVKE
LRLGQFQHAL
TQQRLVLLNK
LEKNRPLVES
KTLGGLKPAS
TRALDHAYKE

AP TNEDETT.®

IGRRVDDLFE
TIILHFQISD
DSAFNVVERE
LMQDRNEPNT
DAATHKEMER
ALKDGRYNQT
TOMEKAAYGES
MLQDEIQSAT
MTALSTQWKW
SSVVEALYER
PPDPEAAEAA
DPQLRRLORE
FETELQLLQP
CENMPSEPES
CTQVVERLQS
RLIREAKIYD
DEFEFDVGCL
TLIQRRDSGS

DPLTGNALTL
LLREKQAMEE
GGEYLSADEI
ANAETTREEV
NRLSDEMTDI
LLTALDGDVS
KDRLDEQLRE
DTFTTSVTQF
MOWKDLSTII
RVADLGTAYE
ASSGFSGRRS
AVPQTRDDAE
VKDFHDTHDQ
NDEVVSISAK
RPLIAGLETV
VEALQVSADR
RLOTCMELCR
NEKEGVENELT
LDEAVQLEKG
LSTLETELDS
RGKNRLDELE
GLVQSAANGV
VKAQLQEQKF
DKFSPIADWL
TDRYGALVEN
ESVVDTGLEL
SSAASGGSAG
LSKQRSMEVV
SAFIREKMED
MAEVAEHKPL
TAFEQVKSAE
TGERGKSLEE
INLCGEPDKP
QIEQLKAFKA
NELLVWIQRT
KWGDLVEEKAS
CLORGAEYLK
RVMETVLSQI
AKEYHDSWHE

WM ST R DT

DLRDGHNLVS
IMVGQDESLT
YGVTRLLDFE
LIEVEKLALE
LERLQRIAERK
ADLHERVQRI
DLPSVQIELE
TELIWLNEEE
LLQLTLCLET
SEEVVPLEQR
ERLERQYDRC
IDEVNQLFEDE
ELESAKENVE
LEEVHDDLVD
CETTFEHLER
IRLESYRTAL
AERPVVHTYL
NGRMSAESSR

SEAASQGLVD
RYKLCDDGMA
NTMESKGQEL
SDVIAHQADL
NSKNKDYQEI
EVERSNLESV
HRVLVADIDS
DDWYQQVWEI
EQSLEDGKAR
NMSRPAGDTS
SQDFYGMEDS
KQLRSVENVL
LSAWLTAKDR
WSDLIGRLEE
GEQLCAVLSD
DVLRRQLQHN
KYDGSQEMFL
ITKERWDQIN
VDRVQQYAAG
MSPAGRDLDT
KTLVRVESFY
STTALESDLE
LKKLLLDRQQ
EKMERKIKDM
SEALGRLLSD
MRHITNEEAL
LDVQESIIAR
GDLDELLDWF
LKETRDRVSE
FDKLNKTGTT
PVAAHPDKIQ
ALAVAERFWE
EVKKHIEELD
DVDPQMVKVE
DSTLDELKPV
SROKELEDAL
RSTDGRAVSL
EEHKSFQRDI
LYSWLDEAEK

MSITTNE QTN
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PP PUPE AP S AR PR S N S

SuppartingReptides: 1 = scoFRDATOA

EALLALIIL WAl Al EALLREL 4 kit

proteins

LVDWLCKTNP AQMMEGPVHG DLDTVMALRE

Peptide |unig:

AR

fem

DMARE

7R 2

Sc.
Lvi vl

| #Spes pStarkn Endy ETLHEAVNML

S.SPPRR.S| Y

24.15

rcfessy

611.3503

26.1

612.3736

1/50.03

4673

PR

1 13951399

t%'t:alr'f'pepﬁglefs\r LEE

vIn AL

TURDUT LA

LAQD]

[TGRAH

PDAVSVIRHW ITIIQARWEE

Ao

NWT ATMAETETMT

TTTEAEDTDON

MTDTTRAT TE

tr|AOA1B6LCG7 |AOA1B6LCG7_9HEMI

TuL

1
81
lel

L9

5521

Supporting Peptides:

L oo LD L1 DAt e L T Dot 4L L
|-Brotein Coverage ) SupportingReplides MvawDRORRT,
Protein CQUeFAgSt1EGT MRTKFPTSRM EMNAVANMED
MHCSRIEDGV EVFVQLGTLI VEGRLPAEGT
PMCVEVLLCP VCHCGSERAQ SPEIANIPSS
RPINVCYRVT LPEQAFASQF SRPPQHHSFP
ESLLDPPGPS SSSRAHAGLC KWHTGSPPSP

THATFMETWMR WTDADEITTNhDITT

AP L LIV LN L e Lhafadl ALnIIIn L L

HDELNYLQEL EEVENFSWDD

RNNEGYIDWE EFLAALRPDW
DRGYEEGPHC PQTSTATTHS

SDLLLEQWTV SVIHMSGEPC
FAAVGENTQL EVSVNTLFRG

PRRRPSEQVM ARRCDEHTVA
—

TTPSQRGRTA SGSSGAGTPG TPGMMREEGT SDSMTGIARK TTSTGIRKFES

Peptide |Uniq

-10IgP

Mass

pPpm

m/z

RT

Scan

#Spec |Start| End | PTM

P.SPPRR.R| Y

24.15

611.3503

26.1

612.3736

1{50.03

4673

1 269 (273

total 1 peptides

tr| AOAOQ5VMA2|AOAOQ5VMA2_DROER

| Protein Coverage | Supporting Peptides |

Protein Coverage:

QHENFEEELN
LEWLSDAEMEK
VMAWANQREH

WM DD MR

L LN L WYL L1l L

WERRFMEYMN
EERPTTEDEI
RAHQCDFSGF
NMSVRGLFQA
EGLPEVECAA
SLQILPGPVD

GTPLSRFESFK

SRLAQTEQVR
LRFAGALPDE
RLNEHLENLR

TDRETMEDEDOD

LOoLoav il viag

NEKSRVTDLF

IHDEVEERAVN
LCMRGERLEEK

VRSQLHFSQL
CTPETNLRKR
DRMQTDCNQH

KMAVDVMANA
EPETKQQLAD
EMASMLEELL

KN oMo oITonD

back to list

INaf LWL e F LWt WV

REMDENNEGE

QCTCRNRFEV
HMSLLCNNAV

SAWLSSSKGT
STGLEQFPLLG
GFHDCRC

back to list
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1
81
lel
321
401
481
s6l

— -

721
801

MMDRESLSEW
NRRVVDLEED
IILHFQISDI
TAFHIVEKEY
LQERSFEPTL
EVILQQEIER
VLNEGRYPHV
ONKLKQLLAA
SDLDSLQHFL
IEAHLTALQQ
LNAFGETVAT
CLLLEPEDQE
EGDPNDPQLR
EIHSDYERRL
NELARHQDLP
LGERMRSCET
SKCLREFVDWL

LKTFRVDESA
KRAQQLGGHS
GRELSLLEVI
KDEIESQQRP
DWLOVARRTL
PLSSAESPIR
MNEAKALHNE
DALDSLVGWV
DVTVKFEKLY
DCVRSGKDLI
AIDLDRIKQQ
LSPLSTGSSG
QLPKESISNK
FSEKLRDFLD
QAVENKLKDI
GORPLLADVE
NLTDRLLVSA
QTCMEHCKKY
EPIKAELQDI
ELTNLSKPLQ
DLETEIEKLS
RDHEDNLQAT
VRSAGSGVST
AQLOEQKFLK
ISPLELWLDN
RYTGLVDASD
TVESGAELMK
ADVLRLEGEL
LLEWFREMDT
DTVAQLCSER
KTGEALGALV
PQKIREQIED
VAEPFWKQLN
KHIEDLDNAW
PHMVEVEALN
LDQLKPIPGD
HELEEALREA
QMEVSSSNLQ
EHKVLQEDVS
MQYLQETEQV

WTRUWISK TN

ARDKPLSILQ
LRDGHNLLSL
VVGKEDNVSA
GVTRLLDPED
IEMKRLLSDL
LERLORLADK
SELHKKVNKL
DYGSDLESVK
GQASAELQWL
QWAWLLQLTL
LORRAQTVVE
AIDAAERLKR
RLRREMDEVN
HLLEPELKHL
STAEGLQQVE
AIGLMKNLOS
VEARPSFSPP

LDPADRAVLR
LEVLSGEHLP
REALLRWARR
VDTNEPDEKS
QRFRSEEVSA
VQREIKHVDQ
HQRWAQLRTN
EELDRQQHEH
NEKEQVEITR
CLEVHLKHAT
LNKRRQPVNR
LFDRSVALWQ
RLFDEFEKRA
QETFRTIALK
KQLNHMQDII
SVQVEESWVD
RRDLRPADSD

—

GSVPTGDGYA
VLDIAGIRDP
QREISEAESG
VATCLEQIRQ
EDKERSLSDL
QEVSLVSAQY
MLSSGRLVDN
NQAEDKFKLN
EKANKRGEFL
SLRDVTDTGV
HDELKPICKD
FGSRRSSQDG
DEAERCIKQA
THGNLESWLD
LGKWDDLVGK
HSATTLCNIL
HKPTLQHQID
SQTSETFLAW
RDRWERLNND
SLKALAKDIS
PPGREIKIVQ
LKALREFYDN
TAIERDLEKL
KMLLDRQNSM
TERSVKAMEL
NIGALLAESR
HISNDEAIQL
ADMRPILDSI
TLREADLPAM
LGILEQALPL
ADDDSAKINE
NDALMDDLDK
SVMKTLKDLE
DNITALYAKR
RQAVELTERT
PQLLEVELAK
HGYIAEVQDI
HTLRTLKQRW
THREAMLLLD
LDQIIEEATA

DARKET.FREAT.T.

ARPEDLYTTT
STGRVLTIGE
YETAERKRIKQ
IVLTGGDVLS
TRLPSQADSV
KDLLNRVNAL
AQQALDNLLR
LRPASLIKER
DDVYNRLSRY
LRDRIKALES
YRDYAPTIDK
FQLSELSPVQ
RKILEDMYEK
SKERMLTVLG
LDDRANSLGG
GDPASRADVN
THEPIYREVM
LRTAEDKLAD
LIARAHEIEN
AEARAAGGDA
VQIDDVGKIQ
QSQTLDDIQD
NDRWNDLKER
GSLANLGKEV
IPTDEEKIQQ
QGLRHLVLSY
KDKLDSLQRR
NQVGPQLCOL
EPKLVRAQLQ
SEHFADSHQG
ILDTDNARYA
RQDAFSAVOR
ETLSCQEPPA
EENLIDAMEK
SPEQRASIRE
LKVLANDIQA
LGWLGDVDAV
DAVVSRASDK
KKGTHLEYFS
SKEPQKIKKY

T.SENFaESNAT.

IADERDAIQK
REKGKMRFHM
STARYPGVRV
LITYISSLYD
REKREKSKLIQ
KLSDLETRIG
FHTNLVQKLS
KIIDQFHTKI
DWADKQLDLP
EYHQFFGEIK
QGPVQAICAY
KEKHLRLRQNM
RAEEESKQAS
TPVLKKSLDN
TQQQPQMDEM
GTTEGLSAMP
PGATQYYSQR

YSTTQISSTK
AIQLRILDVR
AVFEKFNMCE
APEVTTLENS
REFVSDVIGH
QDRVSGLGEGR
SLGGQLSPME
LQEQIREHKV
LDEISTVEQR
QWRNINISID
INDIGAQYDA
QQLSEINNRY
QSLLDTTKAQ
PISSDPRMVQ
AADSSKEFDA
SRVAALERQY
AREHEVIMLI
LTPGVLSKAK
CSRRLGDEND
DHLTSEVDGL
NKLDRLVGRL
VSDEFKRMKP
MNERDRRLDV
ANHCEPAERA
RIREHDRLHD
QDLVAWMESM
YGDLTNRGGD
SPGEGAATIE
EHRSINDDIS
LTAWLDDMEQ
ALRLELRERQ
AANDVIAKAG
AQPQODIKKQQ
AMEFHETLQON
PLSVVNRRWE
HQNSVDTLND
IGASKPVGGL
KIKLEIALKE
QKQDVILIKN
IGKLKETHRQ

FT.TRWIT.KELK

proteins

ETFTKWVNKH
LONAQMALDF
NDFTSSWRDG
VFPEPPSIHP
IYKELERYFE
EEGRRIERLH
GLEYPVHETT
LNDERQQTKF
SVHTYYENLM
DAEQWLAKRD
KQQGQLOIEK
IFATIRVVEG
RIFTEECIAI
LMELWKELNT
NDAADQLGRM
TATSAYELDK
LDNLNTKYDR

TTKSSTKSVY
TGEMLVGDRR
ENVNDLLEWV
GRELRSRVDR
QADLRFITMA
QREYQDALDK
INQLELPIAD
LLADLQSHQA
MANLQEALDS
ERAKLSKQKA
LIRPESPARK
GLIGVRLNDR
VEDILRRKSD
SQVQQVQVLR
AVNRLREALQ
LALOKEKLDTK
NKGKDLTDRQ
LETRLRDLQT
ELRNLDHSLG
ADRMSELQGR
EDAERAADVL
VGSELDQIRR
ALLQSGKFQE
SIEKQLNDLM
EILGKKPDFS
EAELKRFRSV
LLKSAQNALP
SIVTRDNRRF
SQRGRVRDVT
QISRLSMPAL
QALESALQES
NEKADPAVRDI
VALQEIRHEI
LLKFLTKAED
ALLRGMVDRQ
AGRQLIETEK
PETATEQLER
ATEFHDTLQA
LLVSVQHRWE
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Supparting:Reptdes: 1 = oTEPMSTVVSK PREMSLEEAI KYNIIDPKTA
Peptide | Yniq APighn Massy 1 pRM A A T K | 11 RIT FoeamvT SpeqiStaptyind A REY
F.SPER_R.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03|4673 1 1365|1369
Gl T pepiites VRLPBAT RAGLMDANKA NVLNTRTSKL CTLNEAYESG
Ao TEETTTARATA O2AT TMHDMOMIT IZTDRNDOSMZERTT DTMARNT ST
tr| AOAOP9COQ5|AOAOP9C0Q5_DROAN
L e
|Frotein Goverage d Suppoeting Repldes hyRI,LRRLEV GRDELTKLRS
Protein CoMStAGSHOADL, RFTTMAAQKF VDESKEFLAT LNEFRTSLEE
5201 SGLGGRQREY QDALDKANEW LRSTQPRVSR LIAEPIAGDP
5281 QLSPMEINQL EVPISDLKDK YQKLLDTLGE HCKTLDKTLV
5361 IREHKSLLAD MQSHQASIDS VESSAKHLMS TASNARIAKK
5441 SGIEQDIVTL QDALDSRDTN LLSAEELARR MQELSRHKES
5521 INISLDEKAK LSKQKAEHQV AYESLKDQVL SWLASTETRI
5601 GSQYDALIRP ESPGRKRSTF SPIKRVSPLR RMSGDARSPS
5681 EINNRYSLIG VRINDRQNEL DNMSEEVRKQ FENLENLATE
5761 DTTKTQIKDI LRRKSDVPGA EQLRVENDNI VEKWKQLSDI
5841 DPRMVQSQVQ QVQVLREEFR TQQPQLKHFQ EIGHDVLEHL
5521 SSKEFDAAVN RLREALQQIS DNLDSLPSDG DHQENLRKIE
6001 AALEKQYQAL QKKLDTKKAE TEATLRDGRH FAENCSKTLG
6081 HEIIMLINKG KDLSDRQQDR TVKRDLERIQ QQOWEKLRREA
6161 GVLSKSKLDT RLKDLQTFRS EVWKHSGEFE NTKGLGETFL
6241 RLGDFNDELR NLDHAVGRCE DRLAAHDALG GAAKDPKLLD
6321 TDDVDGISDR IGELQSRLDD RLGELQSAAT AVSQFNEQIK
6401 ERLVERIEDG ERAADALVDA GFSPDTAQTR DQISTLRKTL
6481 EFRRMKPVGS ELEQIRRQQE DFCNFRENKI EPLAQNVEKYV
6561 RDRRLDVALL QSGKFQEALA GLSKWLSDTE EMVANQKAPS
6641 CEPSERTAIE KQLHDLMKRF DALTDGAEKR EQDLEEAMEV
6721 EHGRLHDEIL GKKPDFSDLT DVASQLMHLV SDEEAVNLSE
6801 VAWMERMENE LKRFRSVEPVY AEKLLEQMDV LVELNENIAN
6881 LTNRGGDLLK SAQNALPLVK QFHEAHNRLI EWMQVAEAAL
6961 EGASTIETIV TRDNRRFDAI VEQIQRKAER LHLSNQRAKE
SVNDDISSQK GRVRDVTAAS KKVLRESPQS ENTTTLREKL
7121 WLDDMEQQIS RLSMPALRPD QITQQQDENE RLLQSIVEHK
LELRERQQAL DNALQESSQF SDKLEGMLRA LANTVDQVNQ
DVIAKAGNKS DPAVRDIKSK LEKLNNLWND VQKATKKRGS
QEIQKQQVAL QEIRHEIDQT KPEVEQVRRH GSNLMNLCGE
FHETLONLLK FLTKAEDKFV HLGPVGSDID AVKKQIEQLK
IVNRRWESLL RGMVERQKQL EHATLLHLGQF QHALNELLVW
SVDTLNDAGR QLIESEKGSV EASTTQEKLR KLNQEWKMLL
SKPVGGLPET ATEQLERFME VYNELEENRV KVETIQAQGQ
LETIALKEATE FHDTLQAFVE WLNQAEKQLA NAQPVSRVLE
DVILIKNLLV SVQHRWERIV SKAAERTRAL DHGYKEAREF
LEDTHRQLTG KQSLYDSIMR NGKNLMERAP KSDEAVIGEM
EWLKKAKQRL NEDGPVHGDL ETVQGLCDHH KHIEQDLQKR
TAKRGERLOY ALKDAEQING SIQALFDWLD HAEHKLRYAK
IGKAYPDAIP IIKNWLSIIE ERWEEVKQWA INREAKLEQH
8241 EKLIEDHEEF MENTARRQTE VDRACKPKQL PPGARKMSRT
8321 SRMTPNRDTP DRDRLPHYGP RFSPSSVGPE LEFRSTRAKL
5401 RKRFLKHMNH KKSRLTDLFR KMDKDNNGLV PRGEFIDGIL
8481 ERKPQTDSDK IHDEVKRLVM LCTCRQKFRV FQVGEGKYRF
8561 GRTNIELREQ FILADGVSQS MASFTPKRPP TNAAQNGNNS
8641 LSDNEGSHGN VSGRYTPRKV TYTSTRTGLT PGGSRAGSKP
8721 ASTVSGTGTT PRPSRLSVTS TTTRTNGTTT ITRKTASGSA
8801 GTTPVEKREP FRL
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LKRLHSNVER
PRIENVNVAG

KTAIEVNGSD
QQDNTALPTH
EQGLIDAQLA
ISAGSVDTRT
LIDASVREVV
MRREKLSIMQ
DIDGFKDLRS
VYHNLIDPKT
EAVRQGFIDE
EKSVEIPITT
IDKQIINNLS
NNMPDVLEVS
PSTRQTISVT
RGIVSRDQLQ
IDGRRGKVID
VLDPQSKLOK
PTKRVVLHET
LSQFVVTQKP
SPEQVATAIT
ARLGALGVIA
ANEQQQOVEPQ
PQDEITQVTE
YTAPLAPFEE
IPKVEDKKPV

proteins

VIHMSRGPAI
ASSVGESSSYQ
YRRGLPAIES
ARNDRPRERL
FIYWCREKTA
WYRMNTALQD
EPIQDMNQDC
FRDLQEHIEW
AELLSTSTKR
LLNQQHPAAK
LLRGMQDLRE
SKGQEGSIPG
ALNDDADKLL
PRDLDSLEHV
DDNEHVISEL
LNTRWSAVCN
GRLIREAKIY

GLQYAESLQK
QSQIQFNEIR
RQLLQPGAGR
GLYRVKSGQT
DAKRDVKITL
AIEAGVLDGN
NDFVSENVAL
GYLLDPKTGE
ERQLFKDPKT
ELVKPQRVVS
VAVIEPNTGD
TPLKDSPPKF
EATARSIYDP
RGRSEDDNKS
PQSNRVLNLR
PSKCTIEEAI
NEKKQLPIKQA
IPKTEIMETV
STLETTSDQT
APVLAGGAIV
EKPVKEQPQP
TVTTVTERQV
TTVTKTTTEI
EPTAQTEEPS

TTQIDDTNLR
QVTRNKRIST
SSMQRKEISD
ETAFHIVEKE
YLQERSFPPT
REVILQQEIE
HVLNEGRYPH
CONKLKQLLA
LSDLDSLQHF
CIEAHLTALQ
ELNAFGETVS
ACLLLPPPDQ
SEGDPNDPQL
LEIHSDYERR
ENELSKHQDL
QLGERMRSCE
DSKCLREVDW

PLKTFRVDES
TLKRSQQLGG
DASGRELSLL
ISLAEAYERG
QEALQSGVLN
QLKCITKRKG
SRDLLRRKST
TVPLDTAIER
GNVYSVQQAL
DFINMEKSSY
KISVKSAFER
LEVVTCQREL
RTGTILNAEN
VVEEKVVVLQ
QAVEQKIIDP
ERGIINADDS
IEKNFIMSIP
RAVHTVTTKT
VIVEERTQTV
SGVKSLINSA
STELATSTLT
EPILDTQKEP
KEVPVSSSET
KIIEKTETVE

YRHETKRERH
EVLGSSVEST
IVIGKEDNVS
YGVTRLLDPE
LIEMKRLLSD
RLERLQRLAD
ASELHEKVNK
ADYGSDLESV
LTQASAELOW
QOWAWLLQLT
TLQRTAQTIV
EAIEAAERLK
RRLRREMDEV
LHLLEPELKH
PSTAEGLQQV
TAIGLMENLQ
LLEVRPSFSP

VEAVITDYPA
KTSQRAPNGH
AREALLRWAR
DVDTNEPDEK
LQRFRSDEVS
KVQREIKHVD
LHQRWAQLRT
KDELDRQQHE
LNEKEQVEIT
LCLEVHLKHA
PLNKRRQPVN
RLFDRSVALW
NRLFDEFEKR
LQETFRTIAL
FRQLTHMQDI
SSVQVEESWV
PRRDLRPADS

—

AGSVPTGDGN
PNSVLDIAGI
EVIQREITEA
YLIRHESVTI
AKTGRYVNEV
ELITLQEAIA
GFALETGRDS
KFITTEGALL
NYGLLVPDSN
IEQNVTERQI
DILYSYGNYT
ASPEPLQIAP
QPVDLITATK
EMREIILKPK
EQTNHILMPL
TFEYKDETLN
YAPKPDAIEV
IELMQGYVLI
VVSSDTHEQE
KTTSSEKSET
STTTVTTITT
TSKLALQKEP
VTTTITTTVT
TPGGNTIVTE

TVTETIKKVE
SSNILQNVED
STTETTPTDD
IIDDKLIILY
AALERPLLDR
IQSISVRDEV
DSESQNQVDV
SLPEVLQREF
EAFVEGYLIS
IGGEVINEYA
GQVIPFSIAT
LNTNLLDEHS
KTGKLSDPKT
DIENAGFGLY
LGKEQIDLQT
TEATENGNID

DVNTTNPETRA

QPEEVKEEPI
AARLGALAVV
EARDTVEEPA
QVTYVVDADT
HTGHMVDPKT
SGEVIPLRMA
QKSIEIGLVD
YEPQTGKVLN
TRKPWSLVDC
STKLSLPEAL
ETGIVDSQQG
VQIRDFKTGL
GREITLLESM
ELLAMGEYDE
ARSRGLIVSN
VSKGRVFDPK

TIURMFNISFEEF

ETTEVTETIT
GAPILAGKAL
IIQETIGERE
ELTPEELSEL
GEEKIPFFECI
IELGVVDMQA
PEISLIVDTV
PVTGEEILLQ
LLRGLYDSAT
ENRILIFPER
TVRDADDKFI
YEQLNLTHAK
RSEVINFHLFP
ATREVLHEVT
RELLSLELVL
SESAYNYDVA

T.PVaWamFTR =

TETTVTEEEP
VDALSTDKVT
VPKTLPIGDA
NIYDVDHQYF
DROWIIRANP
GTVIDIQTLK
TRKEVELDCA
QAIEMGEVEL
AKFTIDGKQL
KRSLPDAVYR
DFKEAFDRGV
DEGIIDAQNS
CYFDEQTEQM
NRKLNLNEAC
ROQLYRPETG
LSRGILVTVV

TAMTESERTTAT

AARQEDLYTT
RDPRSGRILT
ETGYETAERR
KSNALCLSDA
TKEKLSFAEA
DGIVLPAECK
LVPLEVAVGE
LSSLLNITLT
QTVPEPTNRK
MELPPGGWRL
NNRQQVLGMR
GAIYDPSTAL
LGLLTVVGAP
DALRKGIIDE
AKSLSVPKLG
LTEAIEARLF
VPAMERGLID
SNNEVQNVNT
LQVVSTTQST
KQPEKPQDSK
SKTTQEVQGE
TPEPTPPQKT
TATPDEPTKE
ERVVTVEEPT
QQPGDLEQIG
KPGQVVVTET
ISQKLISPDE
IDPSTGQKIS
EVQRPAAIEN
EIPMELAFQL
IEDDLVLPAT
DSTLVEDVDH
DLKSAISQKL
GLYDPRTGQF
LVEAKKPLRL
KLLYNNQTMT
YTLSETCRNG
VEDVVSLSSS
KFCDPTTGEY
RPLTDRGEVV

MPEAT.¥VFLFEFT
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SuppartingPeptdefapp 1SFDOAAESK CLDLQTGMLT YVEPTTVSTA
Peptide | Yniq riOlgR i Massy o PRTH A MR G | 2 IvTA jBeRnESper  Bladt sEnd pAFM
F.SPER_R.D Y 24.15 |611.3503| 26.1(612.3736|1|50.03|4673 1 1349|1353
Gl T pepidd [ IERRRY TLARATTAGL VDPSSTVVRD PSTGVIHPLA
Ao ADAMTTERETRR MOTRERIIAIMTT FLWAWTTMITERAT T SO DDRFET
tr| AOAOR1DV]7|AOAOR1DV]I7_DROYA
I-Brotein Coverage.|-SUppoLting Replides by p oK FVYDE SKEFLAVLND
Protein CoMer3d8h vSGL GGRQREYQDA LDKANDWLRS VQPRVSRVIS
5201 LLRSLGGQLS PMEINQLELP IADLKNNYQQ LLDTLGEHCK
5281 KERLQEQIRE HKVLLADLQS HQASIDSMQI SAKHLLASAS
5361 SKYLDDISTV EQRMASLQEA LDSRETSLLS TEELARRMQD
5441 LESQWRNINI SIDERAKLSK QKAEQQLAYE GLKDQVLSWL
5521 IDKINDIGSQ YDALIRPESP ARKRSTYSPI KRTSPLRRMS
5601 PVQQQLSEIN NRYGLIGVRL NDRQNELDNL SEELRKQYEN
5681 YEKQSLLDTT KAQIKEILRR KSDVPGAEQL RLENENIQEK
5761 VLGPISSDPR MVQSQVQQVQ VLREEFRTQQ PQLKHFQELG
5841 LGGAADSSKE FDAAVNRLRE ALQNISDNLD TLPLDGDHQE
5521 DVNSRVAALE KQYLALQKKL DTKKAETEAS LRDGRHFAEN
6001 EVMAREHEII MLINKGKDLS DRQQDRGVKR DLDRIQQQWD
6081 LADLTPGVLS KSKLETRLRD LQTFRSEVWK HSGEFENTKG
6161 IENCSRRLGD FNDELRNLDH SLGRCEDRLA AHDALGGAAK
6241 GDADHLTNEV DGLADRMSEL QGRLDDRCGE LQSAATAVSQ
6321 KLONKLDRLV GRLEDAERAA DVLVDAGFAA DTTQTREQIS
6401 IQDVSDEFER LKPVGSELDQ IRRQQEDFRN FRERKVEPLA
6481 KERMNERDRR LDVATLLOSGK FQEALAGLSK WLSDTEEMVA
6561 KEVANHCEPA ERASIEKQLN DLMKRFDALT DGAEQREQDL
6641 IQQRIREHDN LHDEILGKKP DFTDLADVAA QLMHLVSDEE
6721 LSYQDLVAWM ESIENEMKRF KSVPVYTEKL LEQLDDLLEL
QRRYGDLTNR GIELINSLHK AQPLVQQFHE AHNRLVEWMQ
CQLSPGEGAA TIESIVTRDN RRFDAIVEQI QRKAERLHLS
QLOEHRSIND DISSQKGRVR DVTAASKKVL RESPQSENTA
HQGLTTWLDD MEQQISRLSM PALRPDQITL QQDKNERLLQ
RYAALRLELR ERQQALESAL QESSQFSDKL EGMLRALANT
VQRAANDVIA KAGNKSDPAV RDIKAKLEKL NNLWNDVQKA
PPAAQPODIK KQQVALQEIR HEIDQTKPEV EQVRRHGSNL
7361 MEKAMEFHET LQNLLKFLTK AEDKFAHLGP VGSDIDAVER
IREPLSVVNR RWDSLLRGMV DRQKQLEHAL LHLGQFQHAL
IQAHONSVDT LNDAGRQLIE TEKGSLEAST TQEKLRKLNN
DAVIGASKPV GGLPETATEQ LERFMEVYNE LEENRPKVET
SDKKIKLEIA LKEATEFHET LQAFVEWLTQ AEKQLSNAEP
YFSQKQDVIL IKNLLVSVQH RWERVVSKAA ERTRALDHGY
KKYIGKLKET HRQLGAKQSV YDGTMRTGKN LMERAPKGDR
7521 ALGELFDWLK KAKGRLNENG PVHGDLETV(Q GLCEHHKHIE
EEVKSAVAKR GDRLQVALVD AEKLNARVQA LEDWLDHAEH
DYAEETINKA YPDAIPIIKN WLSIIQQRWE EVRQWAINRE
DEIPPVEKLI EDHKEFMENT ARRQNEVDRA CKPRQLPPGA
8241 PHYGPRFSPS STGPDPEFRS PRAKLLWNKW RDVWMLSWER
8321 TDLFREMDKD NNGMIPRDVF IDGILNTKFD TSGLEMKAVA
5401 KRLVMLCTCR QKFRVFQVGE GKYRFGDSQK LRLVRILRST
8481 GVSQSMAAFT SKRGSSAATA ASSPNSGQONG GSGNLPEYMS
8561 HGGPSGRYTP RKVTYTSTRT GLTPGGSRAG SKPNSRPLSR
8641 TPRPARLSVT TSTTPGSRLN GGTSTITRKT ASGSASPAPT
8721 SSAEPTFSST MRRTSRGTTP TEKREPFRL

proteins

SIAATSDNDS
QEAYESGLIC
SATANGLIDA

TETDRMOTRAT

I SRR R W N

FRTSLPERLP
EPIAGDPRAV
TLDKTLVQSQ
NARIAKKVES
LSREKDHLAP
ASTEARVNGL
GDARSPSPTK
LKGLAQFLDR
WENLNDICKN
HDVVDHLAGT
NLRKIENLER
CSKTLGWLSG
KLRREAVDRH
LGETFLTSCD
DPKLLERVEKA
FNEQMKSLGI
TLRKTLGRLD
VNVDKVNVAG
NQKPPSSDYK
EEAMEVAKRF
AVNLGEKVRG
NQDVADHAAN
SAETALAPSE
NQRAKEVTGD
TLREKLDDLK
SIAEHKPLLD
VDQVNQLDEL
TKKRGGSLED
MNMCGEPDEKP
QIEQLKSFKD
NELLVWINKT
EWKQLLQKAS
IQAQGQEYIK
VSRVLETIQA
KEAREFNDAW
PVLDEMLLEL
QDLOKRAGOM
KLRYAKNAPD
SKLEQHLQSL
RKPSRSGKTP
QRLLHEHLMY
DLFDRNGEGL
VMVRVGGGWY
GQGPIIKVRE
QGSKPPSRHG
SNGGMSRSSS

S s wrasiaiaes

ANDSLTVLET
TPRRSFGLLE
TEGRLIDAQE

TATENLETE SN

WL LN

HVEPLSSAES
QDOMNEAKAL
GVQDALDSLV
NLNDVTGKFE
LFEDCVRNGK
APVAIDLDKI
GGILSPLSTG
IQRQVPKESV
RIAFSEKLRD
PDAQAVETKL
QLEGQRPLLA
ELSNLTDRLL
TRLQTCLEHC
IDKEPIKAEL
IREELTNLSK
DLNDLETEIE
NRVRDHEESL
RDLVRSAATG
VVKAQLQEQK
HDKISPLELW
VTERYTNLVD
VESTVESGAE
PRQADVLRLE
IDELLEWEFRE
EIVDTVAQLC
KLNKTGEALG
SALPQKIREQ
ILRVAEPFWK
EVKKHIEDLD
EVDPHMVEVE
DGTLDQLKPI
DRQHELEEAL
RONQMKVSSS
QMEEHKVLOK
SGMMQYLQET
KEQWTRVWSK
QGVLKTGRDL
DEKVSREMMD
KDLDDTIEEL
VFKGSRDQGL
LKDVERARNF
IDWQEFIAAL
ALDEFLQKND
RSVRSIEMSR
STLSLDSTDD
IPALTGFGFK

PEIYTLEDAA
AITFNLYNET
PENNIDLVEA

D DITRTTT T

PR T RV FAN

PIRQEVSLVS
HNEILSSGRL
SWVNQAEDKY
KLYEKVTERG
DLISLRDVTD
RQQHDELEPI
SSGFGSRRSS
SNKDEAERCI
FLDTHGNLKS
KDVLSEWEDL
DVEQSAATLC
VSAHKPTLQH
KKYSQTSETF
QDIRDRWERL
PLOSLEALAK
KLSPPGREIK
QNTLENLREF
VSTNVIEKDL
FLKKMLLDRQ
LDNAERSVEKA
ASDNIGALLS
LMERHISNDEA
GELAEIRPVL
MDTTLREADL
SERLGILEQA
ALVAEEDSAK
IEDNDALMDD
QLNSVMKTLK
NAWDNITALY
ALNRQAVELT
PGDPQLLEVE
REAQGYIAEV
NLQHTLRTLK
DVSTHREAML
EQVLDQIIEE
SIERQRKLEE
ERSGNNPEVG
IHMEFMEDLR
LAWLSGLEGT
NARKGSRVTE
SWDDWRERFL
RPDWQERKPA
PCRAKGRTNI
PSRSSLSAST
HTPSRIPQRK
PVRRNISGSS

GSGIIDFDSA
NGCLVDFFQM
AFKGLLLPAE

TDATIIT M

back to list

AL L LNl A

AQYKDLLNRYV
VDNAQQALDN
KLNLRPASLI
EFLDDVYNRL
TGALRDRIKA
CKDYRDYAPT
QDGFQLSELS
KQARKILEDM
WLDSKERMLT
VGKLDDRANS
NILGDPASRA
QIDTHEPIYR
LAWLRTAEDK
NNDLIARAHE
DISAEARAAG
IVOQQLDDNG
YDIQSQTLDD
EKLNDRWNDL
NSMGSLANLG
MELIPTDEEK
ESRQGLRHLV
IQLKDKLDSL
DTINLIGPQL
PAIDPKLVRA
LPLSEHFADS
INEILDTDNA
LDKRQDAFSA
DLEETLSCQE
AKREENLIDA
ERTSPEQAAS
LAKLKVLAND
QDILGWLGEDV
QRWDAVVSRA
LLDKKGTHLK
ATASKEPQKI
ALLLSGQFSD
RQLDELQSIW
IREREKTETF
LLNLEHEQLP
TRDTEDRDRL
KYMNHEKKSRL
TDNDKIHDEV
ELREQFILAD
PDSLSDNEGS
PSITSTASGT
TPSGMQTPRK
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1
81
lel
321
401
481
s6l

— -

721
801

2321
2401
2481
1
1
2721

MTSHSYYKDR
YSSNGSHHHH
KWVNKHLEKH
QMALDFLRYK
SSWRDGLAFS
PPSIHPLEDM
LERYFETVGE
RIERLHPVDA
PVHETTVTRQ
ROQTKFSGDE
YYERAFGNGD
GEIKDAEQWL
ICAYKQQGQL
RONMIFATIR
KQASRIFTEE
SLDNLMELWK
MDKMNDAADQ
SAMPTATSAY

YSQRLDNLNT
SSTEKTTESST
LDVRTGEMLV
EQASGELGSF
IADRNSGDEF
LEDICDLNLL
IFEAVERGLI
SEGIGVQONAS
VTIRAGSQEP
QITIFPEAEPIK
DTGVFHVQGT
TVPATRGANQ
IFEAARQGLV
REVTDPRTGE
FTNPEGEVVN
IVHPESGYPL
EIFPFVGMIFF
GERIPLREQAM
LGILREESTT
EKEPSETLOQNV
VDSLLSETEN
ENTVVVEPSK
EFAFNAEFTE
FVDQVSDTEIL
PEPTSEIVLE
KFVEIVDTAR
PAESGSKILQ
TTTTTTSTSE
LDEVQIIDDK
YETLTAALER
SGELDIQSIS
TGKLFDSESQ
DNVITWSLPEL
NISLDEAFVE
GYLDPIEGYV
VVNVGSGQIT
LNFAEALNTN
QGLFDDETGK
SLGLIVDIEN

QAW NT. SRR

LGFDENEQQP
HQPHHQQQHH
WKYAKTYTML
KIKLVNIRAE
ALVHRNRPDL
ESQRRVHEYR
VDVEAELRED
KSIVEALETE
TRMVVESRQI
LALYQQRLNQ
ENLMSELEKR
AKRDEILNSK
QIEKGETVTL
VVKGWDEFDQF
CIAIKSKLED
ELNTQSGLHK
LGRMGVETRV
ELDKLLGAAT

KYDRLLEQLS
KSVYGSDGLD
GDRRITLEQA
ENPRNIADAT
RLDSAIANQL
DEQAQITSPM
SSVAQRSIFD
GTELSVFDLV
VDSVLLTETE
LNTQHTKYVE
DRLVNFGECT
KTILRITRVN
DEQLIKIVDP
QIPVEVAYER
ITEALNTGLI
SIHEAIVCEV
VAVEKSLVEP
ENGILVVENL
RETKAAAGES
KDAAKLGALG
FISSTTANFI
VPEDKTEVSK
SVKKDLTPKP
TEIKTEIEEP
ERVVTVEKPT
KTPEQEPVKT
NVEDAAKLGA
GTPDDEARDV
LIVLOQVSYL
PLLDRHTGHM
VRDPVSGEVI
NQVDVQKSIE
LQREYYTPST
GYLISTKKPL
INPYASTKLS
PFGVATETGI
LLDEHSVQIR
LSDPRTGRQI
AGFGLYELLS

AT NMT.OADADDR

GSNNSMKRSS
HHRHSATGSA
HVCVTTNGIP
DIVDGNPKLT
LDWRKARNDR
DLAQQFIYWC
AIERAWYRMN
IRHLEEPIQD
DTNPHFRDLQ
LQKVYAELLS
EMHFATILDR
FSQSDFGLDQ
LDNSGRVEWR
LAMGPEQRTA
MARELDQIIL
DRLKLLEASL
LGDLKRLHSN
ERKPKIENVN

QRLKTAIEVN
AASQDVSTAI
ADQGLIDVQL
TAGSVDTKTG
IDASVREVVD
RREKLSIMQA
IDGFKDLRSN
YHNLIDPKTG
AVRQGFIDEE
KSVEIPISQE
NKQI INKLSL
NIPDVLEVST
TTKQPISVTE
GIVSRDQLHR
DGRRGQVIDP
LDPHSKLHKP
SKRVVLHPST
SDEVITQKPI
PESIGAVVTS
VIAAPVLAGG
ANEKQQDKPD
TTETITTVIT
EYKENTTQLA
VTSSQTITTI
ITETTVTTTT
IPAEPFSTSE
LAIVGAPVLA
VTLPTELVDS
VDADTELTEQ
VDPKTGKKIP
PLRMAIELGV
IGLVDPKISL
GKVLNPVTGE
SLVDCLLRGL
LHEALENRIL
VDSKHGTVRD
DFKTGLYKQL
TLLESMRSEV
MGFYETSTRK

EFTWaSNDRT.T.

SRQTTHHHQS
SSLYENSSSS
CCSQSANRRV
LGLIWTIILH
PRERLETAFH
REKTAYLQER
TALQDREIIL
MNQDCHVLNE
EHIEWCQNEL
TSTEKRLSDLD
GEALLNQQHP
GETLLRGMQD
VRTANGQEGP
IRRALNDDAD
APLPRDLDSL
AGLEDNEHVI
VERLNTRWSA
VAGGRLIREA

GSDGLQYAES
LPQSQIQFNE
ARQLLEPGAG
LYRVKSGQTI
ARRDTKITLO
IEAGVLDGNL
DYVSENVALS
YLLDPKTGET
RQLFKDPKTG
LVKPHRVVSE
SVIDPSTGDK
PLKDAPPKEV
AIARSIYDPK
GRSFDSEPTT
ONNRVLNLRQ
EKCTLEEAIT
KKALPIKQAT
PETEIMETVR
GDQTVIVEER
AIVSGVKSLI
TLPQKRDPFE
NKTDTVPENI
QITSKDISPA
TTTVKTVDEH
ITTTTSLGSA
TTETITTKTT
GKALVDALTT
SVKREVPRTL
NLYELNIYDP
FFECIDROWI
VDMQAGTVID
IVDTVTKKEV
EILLOQAIEM
YDPSTAKFTI
IPPKRKRSLP
TDDHSIDFKE
NLTHAKDNGI
VNPHLPCYFD
VLHPVTNREL

SAT.RTIT.RBMONT.

proteins

YHHATTSSSQ
PAAPKKAKHS
VDLFEDLRDG
FQISDIVVGK
IVEKEYGVTR
SFPPTLIEMK
QQEIERLERL
GRYPHVSELH
KQLLAADYGS
SLOHFLGQAS
ASKCIEAHLT
LREELNAFGE
IPGACLLLPP
KLLSEGDPND
EHVLEIHSDY
SELENELARH
VCNQLGERMR
KIYDGKCLRF

LQKPLKTFRV
IRTLERSQQL
RDANGRELSL
SLAEAYERGY
EALQSGVLNA
LECITKRKGE
RDLLRRESTG
VPLDTAIERK
NIYSVQQOALN
FINLEKSSYI
ISVQSAFERD
EVLTCQRELA
TATILDSEGQ
VEDKVVVLQR
AVEQKIIDSE
KGIINADDST
EENFIMSIPY
AVHTVTTETI
TQTVVVSSDT
KSVKSPTEDA
VESTSTLTTT
SQEQTSEESA
PTSENEHSAE
PTVEEVSGIN
EALPQAESTP
IVEEEKLHQP
EKTVKPEHST
AIGDAISQKEL
ENQYFIDPST
IRANPEEQKP
IQTLEEIPME
KLDCAIEDDL
GFVELETTLV
DDEQLDLKTA
DAVYRGLYDP
AFDRGILVEA
IDAQNSKLLY
EQTEQMYTLS
NLNEACVEDV

WRPRTEE R

SPARISVSPG
STQAQPQGGY
HNLLSLLEVL
EDNVSAREAL
LLDPEDVDTN
RLLSDLQRFR
QRLADKVQRE
KKVNELHQRW
DLESVEEELD
AELQWLNEKE
ALOQOWAWLL
TVATLQRRAQ
PDQEAIDAAE
PQLRRLRREM
ERRLHLLEPE
QDLPSTTEGL
SCETAIGLMEK
VDWLVEARPS

DFSAGSVETG
GGHSVLDIAG
LEVIQREISE
LIRHESVTIK
KTGRYVNEVT
LVTLQEAIAD
FALETGRDSL
FITPEGALLL
YGLLVPDSNQ
EQNVTERQIM
ILDSYGNYTN
SPEPLQIAPG
PVDLITATKL
MREVILKPKD
QTNHILMPLA
FSYENKTLNI
SPKPDAIEVV
ELMQGYVLIS
REQEMQVVST
KTTAKPNEPQ
TVTTITTSST
ENEPEVPKDT
PTSKPEFPMPR
KSENIVDVQA
TVKETPLNEP
SDLEQIIQPQ
TQVVTETVEE
ISPDECQVIV
GQRISFHTLV
SGIENVTIDT
LAFQLGFLVP
VLPATGQIKD
KDVDHDKILP
IAQKLINPEE
KTGQFSNTVT
KKPLRLIEAV
NNQTMTLKHA
ETCRNGIINR
VSLSSSLVKH

PTTRERYT.MT.T

GNNGTLEYQQ
EDALTQFKDE
SGEHLPREKG
LRWARRSTAR
EPDEKSLITY
SEEVSARKRE
IKHVDQKLTD
AQLRTNFHTN
RQQHEHKIID
QVEITRDWAD
QLTLCLEVHL
TVVPLNKRRQ
RLERLFDRSV
DEVNRLEDEF
LKHLQETFRT
QQVFKQLNHM
NLQSSVQVEE

FSPPRRDLRP
—

DGYAARQEDL
IRDPRTGRVL
AESGYETAEK
SNALCLSDAI
KEKLTFAEAR
GIVLPAECKY
VPLEVAVSEG
SSLLNITLTT
TVPEPTNREKK
ELPPGGWRLK
SRKQVQGMRS
ATIYDPSTALV
GLLSVVGAPL
ALRKGIIDEE
KSLSVPRLAG
TEAIEEKLED
TALERDLIDV
NNEVQYVSTG
TQSTKDTSVP
TSFIEPERRK
TTETGNQEEV
SSRPAETEAS
AARKEDISEI
KEPAVQKPVK
VPSSLVQPTE
TNPEKHQSIV
LPTEIISTST
DGEQQSQTVS

VQREQRDREL
RDAIQKKTET
KMRFHMLQONA
YPGVRVNDET
ISSLYDVFPE
KSKLIQIYKE
LETRIGEEGR
LVQELSGLEKY
QFHTKILNDE
KQLDLPSVHE
KHATEYHQFF
PVNRQGEVQA
ALWQKKHLRL
EKRARAEEES
IALKTPVLEK
QDITTQQQPQ
SWVDGTTQGL
ADSDPGATQY

YTTTYSTTQI
TIGEAIQLRI
RIKVNNTITV
AHGLVDGAGW
NRQLIVKPYT
RDFMTGELIS
LVRQEVYEMF
ETVTRTINRY
TKSTITIVTK
DAIEQRLENP
AIDESKIILE
IFTQTGETEN
VAAEGALRTV
TCEILENTSN
QGLIDPQTQT
PSYDQQKSKV
ASQTLTVEST
EVCSLEEAKE
IVSEIETKAS
ELQPQQVESE
VVEDVSTTVK
PRPVQKELTP
EPPFTAPLAP
VNETSDDTTR
IRQITQGDDK
DFIEQEKSTQ
ATLVTKVTTT
TLLKEEQLSP

FDMNVENPET
QTGQVVLDDG
GARKPISLEA
NENNTLVEFD
GKEAAKVGLL
LVLLDPKTES
REKLTTERAT
VENVYDEVDG
FDIGILMDVN
REGVEFREPGS
HETGKYLRLA
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et e g i i ot 4 ¥ e e s v s
SuppartingReptdessa T ENGDIDVTKG RVFDPKSKSA YNYDVALSRG
Peptide | Unig c1QleR - Mpss ) eRMY|n /2 1) | HTRTF [Seamp#Speg Btprtn EndyRFM
F.SPER_R.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03|4673 1 1422 11426
t%'t:alr'f'pep[ﬁ[d'e%mj"l YVEFRA SO PF o HAFPANS S DTS HNIVST, TVILRTEFRVIT
Ao TARTIT ATMATMS T OAMTARAVE OOT TATDEFDS TETTEARATMER
tr|AOA1IS8MXA4|AOA1IS8MXA4_MUSDO
I-Brotein Coveraged Suppacting-Beptides h1ya1RQTKD ETESQQRPVA
Protein CQUefAA%H 1.RRI, FAGRDELTKL RSELDVFSDW LQVARRTLED
5201 KFVDESKEFL AILNDFRTSL PERLPHVEPL SSAESPIRQE
5281 EWLRSVHPRV SRIISEPIAG DPKGVQDQMN EAKALHNELL
5361 NNYQQLLDNL GEHCKTLDKT LVQSQGVQDA LDSLVGWVNQ
5441 DSVQVSAKHI LASASNARIA KKVESNLNDV TVKFEKLYEK
5521 TSLLSTEELA RRMNELSREK DQLAPQFEDC VRSGKDLISL
5601 QLAYEGLEDQ VLSWLASTEA RVNGLPPVAI DLDKIKQQHD
5681 TYSPIKRASP LRRMSGDARS PSPTKGGILS PLSTGSSGEG
5761 ELDNLNEELR KQYENLKGLA QFLERIQRQL PKESVSNKDE
5841 GAEQLRQEND SIQEKWKNLN DICKNRIAFS EKLRDFLDTH
5521 FRTQQPQLEH FQELGHDVVD HLAGTPDAQA VETKLEDILG
6001 SDNLDSLPTD GDHQENLRKI ENLERQLEGQ RPLLADVEQS
6081 ETEASLRDGR HFAENCSKTL GWLGGELSNL TDRLLVSAHK
6161 RGVKRDLDRI QQQWEKLRRE AVDRHTRLQT CMEHCKKYSQ
6241 SEVWKHSGEF ENTKGLGETF LTSCDIDKEP IKAELQDIRD
6321 EDRLAAHDAL GGAAKDPKLL ERVKAIREEL TNLSKPLQSL
6401 DRCGELQSAA TAVSQFNEQM KSLGIDLNDL ETEIEKLSEP
6481 AGFAADTTOT REQISTLRKT LGRLDNRVRD HEDNLOATLE
6561 EDFRNFRERK VEPLAINVDK VNVAGRDLVR SAGSGVSTTA
6641 AGLSKWLSDT EEMVANQKPP SSDYKVVKAQ LOEQKFLKKM
6721 FDALTDGAEQ RELDLEEAME VAKRFHDKIS PLELWLDNTE
ADVAAQLMHL VSDEEAVNLG EKVRGVTERY TGLVDASDNI
YAEKLLEQMD HLLELNENIA GHASNVESTV ESGAELMKHI
QQFHEAHNRI. VEWMQSAEAA LAPSEPRQAD VLRLEGELAD
IVEQIQRKAE RLHLSNQRAK EVTGDIDELL EWFREMDTTL
SKKVLRESPQ SENTATLREK LDDLKEIVDT VAQLCSERLG
DQITLQQDEN ERLLQSIAEH KPLLDKLNKT GEALGALVAD
FSDKLEGMLR ALANTVDQVN QLDPLSALPQ KIREQIEDND
KLEKLNNLWN DVQNATKKRG SSLDDILNVA EPFWKQLNSV
TKPEVEQVRR HGSNLMNMCG EPDKPEVKKH IEDLDNAWDN
AHT.GAVGSDT DAVKRQIEQL KSFKDEVDPH MVEVEALNRG
RQKQLEHALL HLGQFQHALN ELLVWINKTD STLDQLKPIP
EKGSVEASTT QEKLRKLNNE WKQLLQKASD RQHELEEALR
ERFMEVYNEL DENRPKVETI QAQGQEYIKR ONQMKVSSSN
QAFVEWLTQA EKLLSNAEPV SRVLETIQAQ MEEHKVLQKD
WERVVSKAAE RTRALDHGYK EAREFNDAWS GMMQYLQETE
DGTMRTGENL LERAPKGDRP VLDEMLIELK EQWTRVWSKS
VHGDLETVQG LCEHHKHIEQ DLOKRAAQMQ GVLKTGRDLE
EKLNARVQATL, FDWLDHAEHK LRYAKNAPDD EKVSREMMDI
8241 LSITQQRWEE VRQWAINRES KLEQHLQSLK DLDDTIEELL
8321 RRONEVDRAC KPRQLPPGAR KPSRSGKTPV RGSSHDLREQ
5401 HYGPRFSPST SGPELEFRSS RAKLLWTKWR DVWMLSWERQ
8481 DLFREMDEDN NGMIPRDVFI DGILNTKFDT SGLEMKAVAD
8561 RLVMLCTCRQ KFRVFQVGEG KYRFGDSQKL RLVRILRSTV
8641 VSQSMAAFTP RRSTPNAAAT ASSSPHAHNG GSSNLPPYMS
8721 HGGPSGRYTP RKVTYTSTRT GLTPGGSRAG SKPNSRPLSR
8801 TPRPARLSVT TTTTPGSRLN GTSTITRKTA SGSASPAPTS
8881 MQTPRKSSAE PTFSSTMRRT SRGTTPTEKR EPFRL
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SupRarting\RepHdSFHT 1, GoTPVSIVVS KPREMSLEEA IKYNIIDPKT
Peptide | Ppiar110lebyMass 7 PRANHANE T | 3 CRID 1S #Spes Slort pRrdp ATM
F.SPER_R.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03|4673 1 1393|1397
Gl T pepHda DDVRSEL VRLPEAFRRG LMDANKANVL NTRTSKRLCTE
Ao NDMTTEFDEEE TMTATATTMALT TNHDSOMITTIDAN DOMART TTDT M
tr|AOAOJ9U1A2|AO0AO0J9U1A2_DROSI
L e e e o s
|Frotein Coverage -, SuppottingReplides ,hp yNDRTVR LLRRLEAGRD
Protein CQMefREStvSDV TGHQADLRFT TMAAQKFVDE GREFLATLND
5201 NALQDRISGL GGRQREYQDA LDKANEWLRS TQPRVGRVIA
5281 LLYTLGGQLS PMEINQLEVP IADLKDKYQK LLDSLGEHCK
5361 KERLQEQIRE HKALLADMQS HQASIDSVES SAKHLMNTAS
5441 CKYLDEFSGV EQEIVILQDA LDSRDTSLLS AEELAHRMQE
5521 LESQWRNINV SLDEKTKLSK QKAEHQVAYE SLKDQVLSWL
5601 IDKINDIGSQ YDALIRPESP GRKRSTFSPI KRVSPLRRMS
5681 PVQOQLSEIN NRYTLIGVRI NDRONELDNM NEEVREKQFEN
5761 YEKQSLLDTT KTQIKDILRR KSDVPGAEQL RVENDNIVEK
5841 VLGPISSDPR MVQSQVQQVQ VLREEFRTQQ PQLKHFQEIG
5521 SLGGAADSSK EFDAAVNRLR EALQQISDNL DSLPSDGDHQ
6001 ADVNSRVAAL EKQYQALQKK LDTKKAETEA TLRDGRHFAE
6081 REVMAREHEV IMLINKGKDL TDRQQDRGVK RDLERIQQQW
6161 KLVDLNPGVL SKSKLDTRLH DLHTFRSEVW KHSGEYENTK
6241 EIENCSRRLG DFNDELRNLD HAVGRCEDRL AAHDALGGAA
6321 GGDAEHLTDD VDGIADRIGE LQSRLDDRLG ELQSAATAVS
6401 YKLQTKLERI VERIEDGERA ADALVDAGFS PDTAQTREQT
6481 DIQDISEEFR RMKPVGSELE QIRRQQEDFR NFRENKIEPL
6561 LKERMNERDR RLDVALLQSG KFQEALAGLS KWLSDTEEMV
6641 GKEVANHCEP SERNATEKQL HDLMKRFDAL TDGAEQREKD
6721 KIQQRIREHG RLHDEILGKK PDFSDLADVA GQLMHLVSDE
VLTYQELVAW MERMETELKR FRSVPVFAEK LLEQMDVLVE
LORRYGELTN RGGDLLNSAQ NALPLVKQFH EAHTRLIDWM
LCQISPGEGA STIETIVTRD NRRFDAIVEQ IQRKAERLHL
AQLOEHRSVN DDISSQKGRV RDVTAASKKV LRESPQSENT
SHAGLTTWLD DMEQQLSRLS MPALRPDQIT QQQDKNERLL
ARYAATLRLEL RERQQALDNA LQESSQFSDK LEGMLRALAN
AVORAASDVI AKAGNKSDPA VRDIKSKLEK LNNLWNDVQK
EPPAAQPQEI QKQQVALQEI RHEIDQTKPE VEQVRRHGSN
AMEKAMEFHE TLONLLKFLT KAEDKFAHLG PVGSDIDAVE
STREPLAVVN RREWEALLRGM VERQKQLEHA LLHLGQFQHA
DIQAHQNSVD TLNDAGRQLI ESEKGSLEAS TTQEKLRKLN
VDAIIGASKP VGGLPETATE QLERFMEVYN ELEENRPKVE
ASDEKIKLEI ALKEATEFHD TLOAFVEWLN QAEKQLANAQ
KYFSQKQDVI LIKNLLVSVQ HRWERIVSKA AERTRALDHG
IKKCIARLED THRQLTGKQT LYDSTMRNGK NLMERAPKTD
DALGELLEWL KKAKQRLNED GPVHGDLETV QGLCEHHKHI
WDEVKSATAK RGDRLQVALK DAEKLNGSIQ ALFDWLDHAE
FEFAEDIIGK AYPDAIPIIK NWLSIIEERW EEVKQWAINR
8241 PDEIPPLEKL IEDHKEFMEN TARRQTEVDR ACKPKQLPPG
8321 RLPHYGPRFS PSSVGPELEF RSTRAKLLWD KWRHVWMLSW
5401 RLTDLFREMD KDNNGLVPRG EFIDGILSTK FDTSRMEMGA
8481 EVKRLVMLCT CRQKFRVFQV GEGKYRFGDS QKLRLVRILR
8561 RAQEQVPCAF PIHMGAGGTV FVRCNSSRSV PLSPHVMHCH
8641 NASGRYTPRK VTYTSTRTGL TPSGSRAGSK PNSRPLSRQG
8721 TPRPSRLSVT STTTTRTNGT TTITRKTASG SASPAPTRNG
8801 PTFSSTMRSR TSRGTTPVEK REPFRL
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QSPEQHDVDE
KEAYESGLIV

AN TAORZET T

LI LN

ELTKLRSELD
FRTSLPERLP
EPIAGDPKSV
TLDKTLVQSQ
NARIAKKVET
LSNREKESLSP
ASTETRITGL
GDARSPSPTK
LENLAAFLER
WEKQLSDICKN
HDVLDHLEAD
DNLRKIENLE
NCSKTLGWLS
EKLREREAVDR
GLGETFLSSC
KDPKLLDRVK
QFNEQIKNLG
STLRKTLARL
AQNIDKVNMA
ANQKAPSSDY
LEEAMEVAKL
EAGNLGERVR
LNENIANHAP
QVAESALSTS
SNQRAKEVTN
ATLREKLDDL
QSIAEHKPLL
TVDQVNQLDP
ATKKRGSSLD
LMNLCGEPDK
KQIEQLKSFK
LNELLVWISK
QEWKMLLQKA
TIQAQGQEYI
PVSRVLETIQ
YREAREFNDA
EAVLGKMLCE
EQDLQOKRAAQ
HELRYAKNAP
EAKLEQHLQS
ARKMSRTAKT
ERQRRLNDHL
VADLFDRNGE
STVMVRVGGGE
PTTHWVRERS
SKPPSRHGST
GMSRSSSIPA

PR T P

FIPFEVAQQK
NSEGPTTTNE
TPKRSFGLLE

HNOWAD T DRI T

FRE SR P

VESEWLQSAR
HVEPLASSES
QEQMNEAKAL
GVQEALDNLG
NLNDVTTKED
AYEDCIRNGK
APVAIDLEKI
GGILSPLSTG
IQRQLPKESV
RINFSEKLRD
SPDASAVNEK
RQLEGQRPLL
AELSNLAERL
HTRLQTCMEH
DVDKDPIKSE
AIREELTNLQ
IDLNDIENEV
DNRVRDHSQL
GRDLVRSAAS
KVVKAQLQEQ
FHDKITPLEL
TITDRYTGLV
NVESTVDSGA
EPRQSDVLRL
DIDELLEWFR
KEIVDTVAQL
DEKLNKTGEAL
LSALPQKIRE
DILNVAEPFW
PEVKKHIEDL
DEVDPHMVEV
TDGTLDQLKP
SDRQHELEES
KRQONQMKVSS
VQMEEHKVLQ
WNNMMQYLQE
LEDQWTRVLS
MQGVLKTGRD
DDEKISREMM
LKDLDDTIEE
PVFKGSRDHG
MYLEDLERVR
GLIDWQEFIA
WVALDEFLOK
GRSIPMTKQT
LSLDSTDEHT
LTGYGYKERR

GIVDLNERTV
PVVYTLEDAT
ATAFNLYNFET

SWMRIMTT T

WAL WAL el

RTLEDEERAL
PIRQEVSLVS
HNELLSNGRL
NWVNQAEDKF
KLYDKVVERG
DLISIRDVTD
RQQNDELEPI
SSGFGSRRSS
SNKDEADRCT
FLDTHNNLEN
LQDVNSKWED
ADAEQSARAL
LVSAHEPTLQ
CKEYVSTSEV
LQDIRERWER
KPLOTLKGMA
EKLSPPAREI
LEETLRSLQE
GVSTTQIEKD
KFLERMLLDR
WLDNTERAVEK
DASDNIGALL
ELMKHISNDE
EAELVEMRET
EMDANLREAD
CSERLGVLEQ
GALVADDDSA
QIEDNDAIMD
NQLQSVMETL
DNAWDNITAL
EALNRQAVEL
IPGDPQLLEV
LREAQGYIAE
SNLQHTLRTL
KDVSTHREAM
TETVLDQIIE
KSIERQRELE
LERSGNNPDV
DMHIEFMEDL
LLAWLSGLEA
LNNRKSSSRM
NFSWDDWRER
ALRPDWQERK
NDPCRADEHL
RSSLSASTED
PSRIPQREQS
NISGTSTPSG

VDPFALYEVE
TLGIIDFDSA
NGCFVDFFQM

OREAVTITANE
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SDLTRLSSQS
AQYRDLMNRYV
VDNAQQALDS
KLQLRPASLI
EFLDDVENRL
TSTLRDRIKA
YKDYRDYAST
QDGFQLSELS
KQARKILEDM
WLDSKERMLT
LVGRLDERAN
CNILGDPASR
HQIDTHEPIY
FLAWLRTAED
LNNDLIARAQ
KDICAEARAA
KRVQGQIDDT
FYDMESQTMD
LEKLNDRWND
QNSMSSLSSL
GMELIPTDEE
ADSRQGLRHL
AIQLKDKLDS
LDCVNLVGPK
PPAIEPKLVR
ALPLSEHFAD
RINEILDSDN
DLDKRTDAFS
KDLEETLSSQ
YAKREENLID
TERTSPEQAA
ELAKLEVLAN
VQDILGWLGD
KQRWDAVVSR
LLLDEKGTHL
EATSSKDPQK
EALLLSGQFS
GRQLDELQTV
HVREQQKHET
TLLNLERESL
TPSRDTPDRD
FLKHMNHKKS
PQTDSDKIHD
AELMPIFERI
SLSDNEGSHG
AASTISGTGT
MQTPRKSSAE
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MMDRESLSEW
EHLPREKGEM
WARRSTARYP
DEKSLITYIS
EVSARKREES
HVDQKLTDLE
LRTNFHTNLV
QHEHKIIDQF
EITRDWADEQ
KHATEYHQFF
PVNRQGPVQA
ALWQKKHLRL
EKRARAEEES
IALKTPVLEK

QDITTQQQPQ
SWVDGTTERL

ADSDPGATQY
YTTTYSTTQI
TIGEAIQLRI
RIKVNNTVTV
AHGLVDGAGW
NRQLIVKPYT
RDFMTGELIS
LVRQEVYEMF
ETVTRTINRY
TKSTITIVTK
DAIEQRLENP
AIDEGKIILE
IFTQTGETEN
VAAEGALRTV
TCEILENTRN
QGLIDPQTQT
PSYDQQKSEKV
AAQTLTVEST
EVCSLEEAKE
SVSEIDTEGS
ELQPQQVPESE
VVVEDVSTTV
SPKPAQKELT
IEPPFTAPLA
KEKKTSEDTT
EQTTNDQKKP
IEQEKGTQPA
LVTEVTTTTT
LKEEQLSPLD
VENEFSTGKYE
CSIVEAINSG
REKGLYDPETG
VQORLLKTDN
VRGTLSSPNI
SITEAIAKGY
GILDPDSTVV
VDPRSGEKLN
ISIQRAIHQG
FVPLGEALSL
IRKEQLVDDSR
TVFKNQLTGK

TVTEWRDRREMSAT.

ARDKPLSILQ
RFHMLQNAQM
GVRVNDFTSS
SLYDVFPEEPP
KLIQIYKELE
TRIGEEGRRI
QKLSGLKYPV
HTKILNDERQ
LDLPSVHRYY
GEIKDAEQWL
ICAYKQQGQL
RQNMIFATIR
KQASRIFTEE
SLDNLMELWK
MDKMNDAADQ
SAMPTATSAY

YSQRLDNLNT
SSTRTTKSST
LDVRTGEMLV
EQTSGELGSP
IADRNSGDKF
LKDICDLNLL
IPEAVERGLI
SRGIGVQNAS
VTIRAGSQEP
QIIPEAEPIK
DTGVEFHVQGT
TVPTTRGANQ
IFDAARQGLV
REVTDPRTGE
FTNPKGEVVN
IVHPESGYPL
EIPPVGMIFP
GERIPLRQAM
LGILREESTT
KEPSKTLONV
VDNLLSETEN
KEDAVVVKES
PEPAQNAEEV
PEVDQVEKTK
RTEPTNEIVI
EEIVDTEKKT
ESGSKILQONV
TTTTSTSEGT
EVQIIDDKLI
TLTAALERPL
KLDIQSISVR
KLFDSESQNQ
VTWSLPELLQ
SLDEAFVEGY
LDPIEGYVIN
NVGSGQIIPF
FAEALNTNLL
LFDDKTGKLS
GLIVDIENAG
GCYNLGNEQL
ELPLTEAIEN

FRATRYNTTND

LDPADRAVLR
ALDFLRYEEKI
WRDGLAFSAL
SIHFLFDMES
RYFETVGEVD
ERLHFVDAES
HETTVTERQTR
QTEFSGDELA
ENLMSELEER
AFRDEILNSEK
QIEKGETVTL
VVEGWDFDQFE
CLAIESELED
ELNTQSGLHEK
LGRMGVFTEV
ELDELLGAAT

KYDRLLEQLS
KSVYSSDGLD
GDRRITLEQA
ENPRNIADAT
RLDSAIANQL
DKQAQITSEM
SSVAQRSIFD
GKELSVEDLV
VDSVLLTEFTE
LNTQHTKYVE
DRLVNFEECT
KTILRITKVN
DEHLIKIVDP
QIPVEVAYER
ITEALNTGLI
SIHEAIVCEV
VAVEKSLVEP
ENGVLVVENL
RETKAAAGES
KDAAKLGALG
FISSTTANFI
KVPEDKTEVS
ESVKKDPTPE
ITEIKTEIKE
EERVVTVEEP
TEPKPVETIP
KDAAKLGALA
PDDEARDVVE
VLQQVSYLVD
LDRHTGHMVD
DPVSGEVIPL
VDVQKSIEIG
REYYTPSTGK
LISTRKPLSL
PYASTKLSLH
GVATETGIVD
DEHSVQIRDF
DPRTGRQITL
FGLYELLSMG
DLQAARARGL
GDIDVSKGRV

PETATWENIFND

IADERDAIQK
KLVNIRAEDI
VHRNRPDLLD
QRRVHEYRDL
VEAELRPDAI
IVEALETEIR
MVVESRQIDT
LYQORLNQLQ
EMHFATILDR
FSQSDFGLDQ
LDNSGRVEWR
LAMGPEQRTA
MARELDQIIL
DRLKLLEASL
LGDLKRLHSN
ERKPKIENVN

QRLKTAIEVN
BASQEVSTAS
ADQGLIDLQL
TAGSVDTRTG
IDASVREVVD
RREKLSIMQA
IDGFKDLRSN
YHNLIDPKTG
AVRQGFIDEE
KSVEIPISQE
NKQIINNLSL
NIPDVLEVST
TTKQPISVTE
GIVSRDOLHR
DGRRGQVIDP
LDPHSKLHKP
SKRVVLHPST
SDFVITQKPI
PESIPAVVTS
VIAAPVLAGG
ANEKQQDEKPD
EITETITTVT
PDYKENITEP
PVTSSQTITT
TITETTVTTT
TEEVSTSETT
IVGAPVLAGK
LPTELVESSV
ADTELTPQNL
PKTGEKIPFF
RMAIELGVVD
LVDPKISLIV
VLNPVTGEEI
VDCLLRGLYD
EALENRILIP
SKHGTVRDAD
KTGLYKQLNL
LESMRSFEVVN
FYDPSTRKVL
IVSNRRLLSL
FDPKSKSAYN

AFEFT.PYVaTh
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ETFTKWVNKH
VDGNPKLTLG
WRKARNDRPR
AQQFIYWCRE
EEAWYRMNTA
HLEEPIQDMN
NPHFRDLQEH
EVYAELLSTS
GEALLNQQHP
GETLLRGMQD
VRTAKGQEGP
IRRALNDDAD
APLPRDLDSL
AGLEDNEHVI
VERLNTRWSA
VAGGRLIREA

GSDGLQYAES
LPQSQIQFENE
AKQLLEPGAG
LYRVKSGQTI
AKRDTKITLQ
IEAGVLDGNL
DYVSENVALS
YLLDEKTGET
RQLFKDPKTG
LVKPHRVVSE
SVIDPSTGDK
PLKDAPPKEV
AIARSIYDPK
GRSFDSEPST
ONNRVLNLRQ
EKCTLEEAIT
KRALPIRQAT
PKTEIMETVR
GDQTVVVEER
AIVSGVKSLI
TLPQESNLPL
SNEKDTVEEK
AQITPKEPSP
ITTTVKTVDE
TITTTTSSTE
VTVTTKTTIV
ALVDALTTEK
KREVPRTLAI
YELNIYDPEN
ECVDRQWIIR
MQAGTVIDIQ
DTVTKKEVKL
LLQQAIEMGF
PSTAKFTIDD
PKRKRSLEDA
DHPIDFKEAF
THAKDTGIID
PHLECYFDEQ
HPVTNRKLNL
ELVLRQQLYR
YDVALSRGIL

TREREATIANTTE

LEKKANRRVVD
LIWTIILHFQ
ERLETAFHIV
KTAYLQERSF
LQDREVILQQ
QDCHVLNEGR
IEWCQONKLKQ
TKRLSDLDSL
ASKCIEAHLT
LREELNAFGE
IPGACLLLEP
KLLSEGDEND
EHVLEIHSDY
SELENELARH
VCNQLGERMR
KIYDSKCLRF

LOKPLETFRV
IRTLKRSQQOL
RDASGRELSL
SLAEAYERGY
EALQSGVLNA
LKCITKRKGE
RDLLRRESTG
VPLDTAIERK
NIYSVQQOALN
FINMEKSSYI
ISVQSAFERD
EVLTCQRELA
TATILDSEGQ
VEDEVVVLQR
AVEQKIIDSE
KGIINADDST
EENFIMSIPY
AVHTVTTKTI
TQTVVVSSDT
KSVKSPTEDA
EVESTSTLTT
ISPETASEES
APASQONEQSS
QPIVEEITEV
ETLPQENTAT
DEGKLHQPSD
TIKPEPSTTQ
GDAISQKLIS
QYFIDPSTGQ
ANPEEQKPSG
TLKEIPMELA
DCAIEDDLVL
VELETTLVED
KQLDLKTAIA
VYRGLYDPKT
DRGILVEAKK
AQNSKLLYNN
TEQMYTLSET
NEACVEDVVS
PETGKFCDPT
VTITRPLTDR

DTTUNEEDAT. YV

LFEDLRDGHN
ISDIVVGKED
EKEYGVTRLL
PPTLIEMKRL
EIERLERLQR
YPHVSELHKK
LLAADYGSDL
QHFLGQASAE
ALQQQWAWLL
TVATLQRRAQ
PDQEAIDAAE
PQLRRLRREM
ERRLHLLEPE
QDLPSTAEGL
SCETAIGLMK
VDWLVEARPS

DESAGSVPTG
GGHSVLDIAG
LEVIQREISE
LIRHESVTIK
KTGRYVNEVT
LVTLQEAIAD
FALETGRDSL
FITPEGALLL
YGLLVPDSNQ
EQNVTERQIM
ILDSYGNYTN
SPEPLQIAFG
PYDLITATKL
MREVILKPKD
QTNHILMPLA
FSYRNKTLNI
SPRPDAIEVV
ELMQGYVLIS
RKQEMQVVST
KTTAKPKEPQ
TTVTTITTSS
AKKDPVVTEKD
EPTSKPEPMP
SKSENIVDVQ
VKETPLNEEV
LVQIAQPHST
VVTQTVEELP
PDECQVIVDG
KISFHTLVED
IENVTIDTQT
FOLGFLVEPGA
PATGQIKDNK
VDHDKILPGK
QKLINPEELV
GQFSNTVTRE
PLRLIEAVVK
QTMTLEHAFD
CRNGIINRRE
LSSSLVKHHE
TGEYLDLIEA
NDVVRRQDSV

FAFMPTT. TV

LLSLLEVLSG
NVSAREALLR
DPEDVDTNEP
LSDLQRFRSD
LADKVQREIK
VNKLHQRWAQ
PSVKEELDRQ
LOWLNEKEQV
QLTLCLEVHL
TVVPLNKRRQ
RLKRLEDRSV
DEVNRLEDEF
LKHLQETFRT
QQVFRQLNHM
NLQSSVQVEE

FSPPREDLRP
—

DGYAARQEDL
IRDPRTGRVL
AESGYETAEK
SNALCLSDAT
KEKLTFAEAR
GIVLPAECKY
VPLEVAVSEG
SSLLNITLTT
TVPEPTNREK
ELPPGGWRLE
SRKQVQGMRS
ATIYDPSTALV
GLLSVVGAPL
ALRKGIIDEE
KSLSVPRLAD
TEAIEAKLFD
TAMERDLIDV
NNEVQNVNTG
TQSTKDTSVP
TSFIEQERRN
TTTETGNLEP
TSSRPAETES
RTAKKEEISE
VKEPTAQEPI
PSSPAQLRDI
SDKHQSLVDF
TEIITTSTAT
EQQSQTVSTL
MNVFNPETIL
GQVVLDDGRV
RKPISLEAAV
NNTLVEEDVG
EAAKVGLLDT
LLDPKTESII
KLTTERAIRR
NVYDEVDGHF
IGILMDVNAP
GVFREPGSNS
TGKYLRLANA
IHSGFIDPAT
ELLNQTPVSV

VTRREPUWTEFNML
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Supparting Peptides: o1 GLILTYVPASV PGSAAAASAS DDSANDSLTV IETPKVYTLEK
Peptide | Yniqyr3IM9R ptestry PR PR T | TRIQ oSN Epes | Pt pRNd SR IM I T T EAT TFNLY
F.SPER_IIR.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03| 4673 1 127211276
Eéffwwa(gvufb TV VEDPSTGVIV PLTAATSSGL IDASEGRLTD|ANEPENNIDL
Ao MTTEWITITMITE AT TOOYZAZDD RPFTHIFPTDAMAT NMATEFATENTET PONADDIYTAM™
tr| AOA1W4VPU6|AO0OA1W4VPU6_DROFC
oy e e e o Ty e g v ey
I-Brotein Coverage,| Supporting Beptides | ynrRTST,PE RIPHVEPLSS AESPTRQEVS
Protein COMSRA9SkANEW MRSVHPRVSR TISEPTAGDP KGVQDQMNEA KATLHNELLSS
5201 ELPIADLENN YQQLLDNLGE HCKTLDKTLV QSQGVQDALD SLVGWVNQAE
5281 LQSHQASIDS VQVSAKHLLA SASNARIAKK VESNLNDVTV KFEKLYEKAN
5361 QEALDSRETS LLSTEELARR MNELSRDKDQ LTPQFEDCVR SGEDLISLRD
5441 LSKQKAEQQL AYEGLKDQVL SWLASTEARV NGLPPVAIDL DRIKQQHDEL
5521 ESPARKRSTY SPIKRASPLR RMSGDARSPS PTKGGILSPL STGSSGFGSR
5601 VRLNDRQHEL DNLSEELRKQ YENLKGLAQF LERIQRQLPK ESVSNKDEAE
5681 LRRKSDVPGA EQLRQENDSI QEKWEKNLNDI CKNRIAFSEK LRDFLDTHGN
5761 QVQVLREEFR TQQPQLKHFQ ELGHDVVDHL AGTPDAQAVE IKLKDILGEW
5841 LREALQNISD NLDTLPTDGD HQENLRKIEN LERQLEGQRP LLADVEQSAA
5221 EKKLDTKRAET EASLRDGRHF AENCSKTLGW LGGELSNLTD RLLVSAHKPT
€001 DLTDRQQDRG VKRDLDRIQQ QWEKLRREAV DRHTRLQTCM EHCKKYSQTS
6081 LRDLQTFRSE VWKHSGEFEN TKGLGETFLT SCDIDKEPIK AELQDIRDRW
€161 LDHSLGRCED RLAAHDALGG AAKDPKLLER VEAIREELTN LSEPLQSLKA
6241 SELQGRLDDR CGELQSAATA VSQFNEQMKS LGIDLNDLET EIEKLSPEGR
€321 RAADVLVDAG FAADTTQTRE QISTLRKTLG RLDNRVRDHE DNLHSTLKAL
401 LDQIRRQQED FRNFRERKVE PLAINVDKVN VAGRDLVRSA GSGVSTTAIE
6481 SGKFQEALAG LSKWLSDTEE MVANQKPPSS DYKVVKAQLY EQKFLKEMLL
6561 QLNDLMKRFD ALTDGAEQRE LDLEEAMEVA KRFHDKISPL ELWLDNTERS
6641 KKPDFSDLAD VAAQLMHLVS DEEAVNLGEK VRGVTERYTG LVDASDNIGA
€721 KRFKSVPVYA ERLLEQMDHL LELNENIAGH ASNVESTVES GAELMKHISN
AQNALPLVQ(Q FHEAHNRLVE WMQSAEAALA PSEPRQADVL RLEGELADMR
RDNRRFDSIV EQIQRKAERL HLSNQRAKEV TGDIDELLEW FREMDTTLRE
RVRDVTAASE KVLRESPQSE NTATLREKLD DLEEIVDTVA QLCSERLGIL
LSMPALRPDQ ITLQQDKNER LLQSIAEHKP LLDKLNKTGE ALGALVADDD
SALQESSQFS DEKLEGMLRAL ANTVDQVNQL DPLSALPQKI REQIEDNDAL
PAVRDIKAKL EKLNNLWNDV QNATKKRGSS LDDILSVAEP FWEQLNSVMK
EIRHEIDQTK PEVEQVRRHG SNLMNMCGEP DKPEVKKHIE DLDNAWDNIT
LTKAEDKFAH LGAVGSDIDA VERQIEQLKS FEKDEVDPHMV EVEALNRQAV
GMVERQKQLE HALLHLGQFQ HALNELLVWI NKTDSTLDQL KPIPGDPQLL
LIETEKGSVE ASTTQEKLRK LNNEWKQLLQ KASDRQHELE EALREAHGYT
TEQLERFMEV YNELDENRPK VETIQAQGQE YIKRQNQMEV SSSNLQHTLR
HDTLQAFVEW LTQAEKLLSN AEPVSRVLET IQAQMEEHKV LQKDVSTHRE
VQHRWERVVS KAAERTRALD HGYKEAREFN DAWSGMMQYIL QETEQVLDQI
QSVYDGTMRT GKNLLERAPK GDRPVLDKML IELKEQWTRV WSKSIDRQRK
ENGPVHGDLE TVQGLCEHHK HIEQDLQKRA AQMQGVLETG RDLERSGNNP
LVDAEKLNAR VQALFDWLDH AEHKLRYAKN APDDEKVSRE MMDIHMDFME
IKNWLSIIQQ RWEEVRQWAI NRESKLEQHL QSLKDLDDTI EELLAWLSGL
8161 ENTARRQNEV DRACKPRQLP PGARKPSRSG KTPVFKGSRD QGLNARKGSR
8241 FRSPRAKLLW TKWRDVWMLS WERQRLLNDH LLYLKDVERA RNFSWDDWREK
8321 DVFIDGILNT KFDTSGLEMK AVADLFDRNG EGLIDWQEFI AALREDWQER
3401 VGEGKYRFGD SQKLRLVRIL RSTVMVRVGG GWVALDEFLQ KNDPCRAKGR
8481 AAATASSSPH AHNGGSSNLP PYMSGQGPII KVRERSVRSI PMSRPSRSSL
8561 STRTGLTPGG SRAGSKPNSR PLSRQGSKPP SRHGSTLSLD STDDHTPSRI
8641 SRLNGTSTIT RKTASGSASP APTSNGGMSR SSSIPALTGF GFKPIRRNIS
8721 TTPTEKREPF RL

EAASAGVVDP
NETNGCLVDP
VEAREKGLLL

TEATDOTITIT ™

PR A N Ay L

LVSAQYKDLL
GRLVDNAQQA
DKFEMNLRPA
KRGEFLDDVY
VTDTGVLRDR
KPICKDYRDY
RSSQDGFQLS
RCIKQARKIL
LEKSWLDSKER
DDLVGKLDDR
TLCNILGDEA
LQHQIDTHEP
ETFLAWLRTA
ERLNNDLIAR
LAKDISAEAR
EIKIVQVQID
REFYDNQSQT
KDLEKLNDRW
DRONSMGSLA
VKAMELIPTD
LLAESRQGLR
DEAIQLKDKL
PILDSINQVG
ADLPAMEPKL
EQALPLSEHF
GAKINEILDT
MDDLDKRQDA
TLKDLEETLS
ALYAKREENL
ELTERTSPEQ
EVELAKLKVL
AEVQDILGWL
TLKQRWDAVV
AMLLLDKKGT
IEEATASKEP
LEEALLLSGQ
EVGRQLDEMQ
DLRVREREKT
EGTLLNLKHE
ITPTRDTEDR
RELKYMNHKK
KPANDSDKIH
TNIELREQFI
SASTPDSLSD
PQREPSTGST
GSSTPSGMQT

DSALVEDLAK
FQMHPDIIRR
PAEQRQAVFE

RETRTT SN DETT

A NACL A W LNLIL W

NRVNALQDRV
LDNLLRSLGG
SLIKERLQEQ
NRLSRYLDEI
IKALESQWRN
APTIDKINDI
ELSPVQQQLS
EDMYEKQSLL
MLTVLGPISS
ANSLGGAADS
SRADVNSRVA
IYREVMAREH
EDKLADLTEG
AHEIENCSER
AAGGDADHLT
DVGKIQNKLD
LDDIQDVSDE
NDLKERMNER
NLGKEVANHC
EEKIQQRIRE
HLVLSYQDLV
DSLORRYGDL
PQLCQLSPGE
VRAQLQEHRS
ADSHQGLTAW
DNARYAALRL
FSAVQRAAND
COEPPAAQPQ
IDAMERAMEF
AASIREPLSV
ANDIQAHONS
GDVDAVIGAS
SRASDEKIKL
HLKYFSQKQD
OKIKKYIGKL
FSDALGELLE
SIWEEVKSAV
ETFEYAEDII
QLPDEIPPVE
DRLPHYGERF
SRLTDLFREM
DEVKRLVMLC
LADGVSQSMA
NEGSHGGESG
ASGTTPRPAR
PRKSSAEPTF

WiiiaL v aa aeyrra

AFKLVRELFEAF
REFTLAEAIG
KEFNMCEENVN

TMMT PRS2 DET
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SGLGGRQREY
QLSPMEVNQL
IREHKVLLAD
STVEQRMASL
INISIDERAK
GAQYDALIRP
EINNRYGLIG
DTTKAQVEKDI
DPRMVQSQVQ
SKEFDAAVNR
ALERQYLALQ
EVIMLINKGK
LLSKAKLETR
LGDFNDELRN
SEVDGLADRM
RLVGRLEDAE
FRKRMKPVGSE
DRRLDVALLQ
EPGERASIEK
HDRLHDEILG
AWMESMEAEL
TNRGGDLLKS
GAATIESIVT
INDDISSQKG
LDDMEQQISR
ELRERQQALE
VIAKAGNKAD
DIKKQQVALQ
HETLQNLLEF
VNRRWEALLR
VDTLNDAGRQ
KPVGGLPETA
EIALKEATEF
VILIKNLLVS
KETHRQLGAK
WLERAKSRLN
AKRGERLQVA
NKAYPDAIPI
KLIEDHKEFM
SPSTSGPELE
DKDNNGMIPR
TCRQKFRVEQ
AFTPRRSTEN
RYTPREVTYT
LSVYTTTTTEG
SSTMRRTSRG
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MTSHSYYKDR
RDRELYSTSS
DAIQKKTETE
MRFHMLQNAQ
PGVRVNDETS
SSLYDVEPEP
SKLIQIYKEL
ETRIGEEGRR
VQKLSGLEYP
FHSKILNDER
QLDLPSVHRY
HATEYHQFFG
VNRQGPVQAT
LWQKKHLRLR
KRARAEEESK
ALKTPVLEKS
DIITQQQPOM
WVDGTTERLS

DSDPGATQYY
TTTYSTTQFS
IGEAIQLRIL
IKVNNTVTVE
IAHGLVDGAG
RNRQLIVKEY
YRDFMTGELI
GLVRQEVYEM
TETVTRTINR
KTKSTITIVT
KDAIEQKLEN
SAIDESKIIL
VIFTQTGETE
LVAAEGALRT
ETCEILENTN
AQGLIDPKTQ
DPSYDKQKSK
VAAQTVTIPS
GEVCSLEERK
VSSVSEVETK
SNVPKPQQVP
EPVVVEDVTT
PREVEKEPTP
IAEIEPPFTA
NQEPTKVDEP
TEITQTPKVD
VVDFIEREKG
TSTSTLITEV
TVATLLKEEQ
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e e vges et vC s e s s v aarie
Supparting Peptidfiry OLTGKELPLT EATENGDIDV SKGRVFDPKS
Peptide | Yniq; ckHoR o Mass pRPM | F p | HRTT [Ssanr#SpeqnStartnEndRFM
F.SPER_R.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03|4673 1 1431|1435
Gl T pephidd QAR SRC LDLQTCMLTY VPASAPGSAP AASASDDSAN
Ao TDEARFDEQATM NMARNTEARITITATT AMOTT SAMT AT AVEROOAT THAMD
tr| AOA1W4VBG9|A0OA1W4VBG9_DROFC
I-Brotein Coxerager SUpPQELingROPdes ;oo P RER TDE LRNQINALKQ
Protein CQuerageh cnyp RVNDRTVRLL RRLEAGRDEL TKLRSELDVE
5201 HQADLRFITM AAQKFVDESK EFLAILNDFR TSLPERLPHV
5281 RQREYQDALD KANEWLRSVH PRVSRIISEP IAGDPKGVQD
5361 EINQLELPIA DLENNYQQLL DNLGEHCKTL DKTLVQSQGV
5441 VILLADLQSHQ ASIDSVQISA KHLLASASNA RIAKKVESNL
5521 RMANLQEALD GRETSLLSTE ELARRMNELS RDKDQLAPQF
5601 DERAKLSEQK AEQQLAYEGL KDQVLSWLAS TEARVNGLAP
5681 ALIRPESPAR KRSTYSPIKR ASPLRRMSGD ARSPSPTKGGE
5761 YGLIGVRLND RQHELDNLSE ELRKQYENLK GLAQFLERIQ
5841 QVKDILRRKS DVPGAEQLRQ ENDNIQERWK NLNDICKNRI
5521  QSQVQQVQVI REEFRTQQPQ LEKHFQELGHD VVDHLAGTED
6001 AAVNRLREAL QNISDNLDAL PSDGDHQENL RKIENLERQL
6081 YLALQKKLDT KKAETEASLR DGRHFAENCS KTLGWLGGEL
6161 INKGKDLSDR QQDRGVKRDL DRIQQQWEKL RREAVDRHTR
6241 KLETRLRDLQ TFRSEVWKHS GEFENTKGLG ETFLTSCDID
6321 DELRNLDHSL GRCEDRLAAH DALGGAAKDP KLLERVKAIR
6401 LADRMSELQG RLDDRCGELQ SAATAVSQFN EQMKSLGIDL
6481 LEDAERAADV LVDAGFAADT TQTREQISTL REKTLGRLDNR
6561 PVGSELDQIR RQQEDFRNFR ERKVEPLAIN VDKVNVAGRD
6641 VALLQSGEFQ EALAGLSKWL SDTEEMVANQ KPPSSDYKVV
6721 ASIEKQLNDL MEKRFDALTDG AEQRELDLEE AMEVAKRFHD
6601 DEILGKKPDF TDLADVAAQL MHLVSDEEAV NLGEKVRGVT
6851 MEAELKRFES VPVYAEKLLE QMDHLLELNE NIAGHASNVE
DLLKSAQNAL PLVQQFHEAH NRLVEWMQSA EAALAPSEER
ESIVTRDNRR FDSIVEQIQR KAERLHLSNQ RAKEVTGDID
SSQKGRVRDV TAASKKVLRE SPQSENTATL REKLDDLKEI
QQISRLSMPA LRPDQITLQQ DKNERLLQSI AEHKPLLDKL
QOALESALQE SSQFSDKLEG MLRALANTVD QVNQLDELSA
GNKSDPAVRD IKAKLEKLNN LWNDVQNATK KRGSSLDDIL
QVALQEIRHE IDQTKPEVEQ VRRHGSNLMN MCGEPDKPEV
NILKFLTKAE DKFAHLGAVG SDIDAVKRQI EQLKSFKDEV
EALLRGMVER QKQLEHALLH LGQFQHALNE LLVWINKTDS
DAGRQLIETE KGSVEASTTQ EKLRKLNNEW KQLLQKASDR
LPETATEQLE RFMEVYNELD ENRPKVETIQ AQGQEYIKRQ
EATEFHDTLQ AFVEWLTQAE KLLSNAEPVS RVLETIQAQM
NLLVSVQHRW ERVVSKAAER TRALDHGYKE AREFNDAWSG
QLGAKQSVYD GTMRTGKNLL ERAPKGDRPV LDKMLLELKE
KSRLNENGPV HGDLETVQGL CEHHKHIEQD LOKRAAQMOG
RLOVALVDAE KLNARVQALF DWLDHAEHKL RYAKNAPDDE
8241 DAIPIIKNWL SIIQORWEEV RQWAINRESK LEQHLQSLKD
8321 HKEFMENTAR RQNEVDRACK PRQLPPGARK PSRSGKTEVR
5401 DTPDRDRLPH YGPRFSPSTS GPELEFRSPR AKLLWTKWRD
8481 MNHKKSRLTD LFREMDKDNN GMIPRDVFID GILNTKEDTS
8561 SDKIHDEVER LVMLCTCRQK FRVFQVGEGK YRFGDSQKLR
8641 REQFILADGV SQSMAAFTPR RSTPNAAATA SSSPNAQNGG
8721 DSLSDNEGSH GGPSGRYTPR KVTYTSTRTG LTPGGSRAGS
8801 STASTASGTT PRPARLSVTS TTTPGSRLNG TSTITRKTAS
8881 SGMQTPREKSS AEPTFSSTMR RTSRGTTETE KREPFRL
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FPPTLIEMEKR
QEIERLERLQ
RYPHVSELHK
QLLAADYGSD
LOHFLGQASA
SKCIEAHLTA
REELNAFGET
SGACLLLPPP
LLSEGDPNDP
HVLEIHADYE
ELENELARHQ
CNQLGERMRS
IYDSKCLREV

QKPLKTFRVD
RTLEKRSQQLG
DASGRELSLL
ISLAEAYERG
QEALQSGVLN
LLKCITKRKG
SRDLLRRKST
TVPLDTAIER
GNIYSVQQAL
EFINMEKSSY
KISVQSAFER
VEVLTCQREL
RTATILDSEG
TVEEKVVVLQ
QAVEQRILDP
EKGIVNADDS
IEENFIMSIP
RAVHTVTTKT
ERTQTVVVSS
LENSGKSPTE
PTVVESTSTL
TRKEDFEPEV
PSPEPTKRKE
IEEQPTTEDV
TTTTTTTSSE
TTIITEEKPQ
LTTEKAVKEG
RTLPIGDAIS
YDPENQYFID
QWIIRANPEE
VIDIQTLKEI
KEVKLDCAIE
IEMGFVELET
FTIDDKQLDL
SLEDAVYRGL
FKEAFDRGVL
NGIIDAQNSK
YFDEQTEQMY
REKLNLNEACV

MNT. ¥R PRETEE

VAGLSANNGT
TQRAQPQGGYE
NLLSLLEVLS
DNVSAREALL
LDPEDVDTNE
LLSDLQRFRS
RLADKVQREI
KVNELHQRWA
LPSVKEELDR
ELQWLNEEEQ
LOQOWAWLLQ
VATLQRRAQT
DQEAIDAAER
QLRRLRREMD
RRLHLLEPEL
DLPSTAEGLQ
CETAIGLMEN
DWLLEARPSF

FSAGSVPTGD
GOSVLDIAGI
EVIQREISEA
YLIRHESVTI
AKTGRYVNEV
ELVTLQEAIA
GFALETGRDS
KFITPEGALL
NYGLLVPDSN
IEQNVTERQI
DILDSYGNYT
ASPEPLQIAP
QPVDLITATK
RMRKVILKPK
EQTNHILMPL
TESYKNKTLN
YSPKADAIEV
IELMQGYVLI
DTRKQEMQVV
DAKTTAKPEK
TTTTVTTITT
KPVEETKKEP
ASPEPSTKPE
TVIGESEPEK
ESQPQEVTVT
QPGDLEQIVQ
QSTTQVVTET
QKLISPDECQ
PSSGQRVSFH
QRPSGMENVT
PMERAFQLGF
DDLVLPATGQ
TLVKDADHDK
KSATIAQKLIN
YDPKTGQFSN
VEAKKPLRLI
LLYNNQTMTL
TLSETCRNGI
EDVVSLSSSL

FEMPTTEEYT.

LEYQQVQREQ
DALTQFKDER
GEHLPREKGK
RWARRSTARY
PDEKSLITYI
EEVSVRKREK
KHVDQKLTDL
QLRTNFHTNL
QQHEHKIIDQ
VEITRDWADK
LTLCLEVHLK
VVPLNKRRQP
LEKRLFDRSVA
EVNRLEDEFE
KHLQETFRTI
QVFKQLNHMQ
LQSSVQVEES

SPPRRDLEPA
—

GYAARPEDLY
RDPRTGRVLT
ESGFETAEKR
KSNALCLSDA
TKEKLTFAEA
DGIVLPAECK
LVPLEVAVGE
LSSLLNITLT
QTVPEPTNRK
MELPPGGWRL
NSRKQVQGMR
GAIYDPSTAL
LGLLSVVGAP
DALRKGIIDE
AKSLSVPRLA
ITEAIEAKLF
VTAMERDLID
SNNEVQNVNT
STTQSTKEIP
PQSSFIDQER
SKTTTETENQ
ATEEVTKEAS
PRKPRTAKKEE
IVDVQVKEPT
VKEEQIPAQA
PQPASDKHQS
VEELPTEEIS
VIVDGEQQSQ
TLVFEMNVEN
IDTQTGQVVL
LVPGARKPIS
IKDNKNNTLV
ILPGKEAARYV
PEELVLLDPK
TVTREKLTTE
EAVVENVYDE
KHAFDIGILM
INRREGVERE
VKHHETGKYL

MT.TRATHISZF
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16/03/2023, 15:19 proteins
e A AiYEer e e A vad ri et Yt erygh s AAk i ¥ ArATAn AAArererisit i
Supparting Peptid&firy oL TGKELPLT EATENGDIDV SKGRVFDPKS KSAYNYDVAL
Peptide | Yniq; kHoR ciMass: M | m N F r | AT [PsarrESPee SRR NENE KR | Py ST AVERGL
F.SPER_R.D Y 24.15 |611.3503| 26.1|612.3736|1|50.03|4673 1 1431|1435
ﬁéffmwﬁ&kuﬂﬂn RECLDLQTGMLTY VPASAPGSAP ARSASDDSAN |DSLTVIETPER
Ao TODEARFDEAQATM NMARNTEARITIT AT AMAOTT NMT AT AVEROOAT TOAMTMD FDOFETTEAMAT
tr|B4LHDO|B4LHDO_DROVI
I-Brotein Coxerager SuppoEtingReptides 4o pREKTDE TLRNQINALKQ IKDETIESQQR
Protein CQ¥erR98: SRYD RVNDRTVRLL RRLEAGRDEL TKLRSELDVF SDWLQVARRT
1 MSQRGKRGNQ QQLOQQQPPQ QQLRQDVEPQ PPPTKRRKGR PPNGAPATAA
21 NNNNNNSSSS STWQARSVAD IKMSSIYNRS STEAPAELYR KDLISAMKLP
161 PDSLPEPCVY VLSEPIVSPA HDFKLPKNRF LRITKDEHYS PDLHCLTNVV
241 AFPINETQFE RVIEELEVRC WEQIQVILKQ EEGLGIEFDE NVICDVCRSP
321 GQWLCRTCSM GIKPECVLCP NKGGAMKSNK SGKHWAHVSC ALWIPEVSIG
401 GSCIQCSVET CKTAYHVTCA FQHGLEMRAI IEEGNAEDGV KLRSYCQKHS
181 SGTAAGDDAG HTTTGAKGED HRRRENHRKN DMTSEERNQA RALRLQEVEA
561 KLKRKSRHNR ELIPPKSEDV EMLARKQEQQ DLENHKLVVH LRODLERVRN
641 DEAVQQQQQQ QLVPTEQQQP QQAQRPALDT DAIIYANDGP TLYDSFYSST
721 QSPNKRKQAA AAALKSSPKK KLNNGAITTN TTTATTLAQK AAKPRGSPRA
2801 HESHESTAAA SAATSSGSSS SADSSSARSS SASSSSSSDS GSASGSGSES
281 RQRQRQRRQS EAAACASAAS AGARTSCSSS SSDDDDDDRA RARARARERE
961 SEGARPTGAG TGAGSGAARR KQAASNGGGA SAAPTGATRG LAQMDKEMRQ
1041 ATAGNLAAAA ATGATATSAM REMGQHIYSD SDSSTTSTPE REAAGQHHRT
1121 FVPGTTPTAA TGTQONKSKAN AKSNSSKGSA APVFPPVDLL VVPQRQAAKK
1201 ANANASSGSS KAKDEAEKTR PKELPKAAAK TTGEARAERG KRGRPPKQQK
1281 EKEKPTPAVT PKNNELAKLG NFAVSYVPQR QAAKKAAEQL KSSGAALAKA
1261 SRATASTTTT TTTPPSRAAA SKQQQQTTPL RRESQLRRSK EEQTPVKRRI
1441 AATAAAPAPA PAPAGASITS SSSSSVPKRS PRKSLDKPAA AAVPPPPPPP
1521 VTPPAPPKAS TQRRKSSLDD ASPALSKRAT RNSKSRPPSF APAPTPEKLT
GRASSALDKL LDEKKQQQLNN ATPAPTASTA TTATTTPTIT RVPTEPTPTPT
EAGEQPMDID EELTTAPTHT QLSANASKLA ELSADIDERP PAAPLPASPT
RRRRRTRDED EEEQEHTHHT QHLLNEMEMA RELEEERKNE LLANASKYSA
QVQQAQQVQA HDSLLPVVPS VPSVPATPSC SALELDAAHQ PIVDAILELE
LLGTSLVGGGE SKQIFEEDST LATRNLVEKL RKTKRKAQLD ECKDTMDLLP
QQQARQHQNL VLFGSSAPNS VASQLTIKDS PLTANSGGSY ANSLTNTPNA
NKSSVSPQLQ QQQQKSSNGQ GAGGGGGAGM GAAAGGAGMG ATGAPQSTPD
SGLVAATNSQ ANNNNNKLSD YDENTRMQSP FGRMQRWNEN DLIAARRSSS
GIGATAACNN NNNNNNNNNN SAAGSGTGSG SGSGSGAFGS HTPLVNGIDA
J—
TPNSQQYNGG IYPQLAAIIQ AQQSTPAESQ TIYGNSSQSQ PSTEYVSTPY
Q000000OLEQ QQOQQOQLEP VQLETVEVEV AVEVEVEQSL PQSLELTVEV
SPQLPPGKSP GKSPRQAAVA ALQPPPPLPV PSTVPTATPT PPAKYDPLTH
GRGRGGSSGN AMLPLPPPMA DYGSNTHIVN NLVGTPYEFN NYDDELSGSG
CKLRGQONETA AGTTSATATS AATSSATSSS AAPANPLLQP VLPGPVDMRT
DQTLSEFDEE DERQFQSALR ATGTTSSNSN NHNNNNNNNH NGNKTAGGGG
LTELLPAAAA AAAALEASLE ATSEEVSIDS DTTTMLNTKA SLSDARNQLK
SSLVQTQVQV QTTVTASSVA TGSSSSAAAL SVSGNSRRMR EKELLSLYVV
EQPATTATSG NAKRFKKNSS NRELRALDAA NACLEEQEEG AGASAGGRAG
KRRGRSKTLE SSEDDHHQAA AALAAATAPK LEKIKIRGLPS EAQELERSGG
EIKRDSMNYR KKVMQDFDKG DDNNSRRELA GGANESQQQV LEPKKDKKDK
NSCGGNILTS TMTTTLIENR LSASPGEKPK LILRINKRKA ETTTTISLDQ
LKIARISAGG VYVIGAKTET KEIAKEPAPA PAPASSPAEL PLVAASPLTN
J—
3361 IIDSSKSADV HDSTSLPESG GAGPGAGVGA GGGSGAAVAA VAVVGAALSS
3441 NSNSNNNNNN NNNNNNNNNG NNNNNSRGGG ALLPLKKDCE VR
SUpPOrtingPRPAGETTP RPARLSVTST TTPGSRLNGT STITRKTASG SASPAPTSNG
Paptide | Ghiq] TORES MasE I TipaS TMmR: T|2R KT T B&E f spalSad] End | PTM
P.APASS.P Y 15.15 [431.2016|-2258.5|431.2350|1|39.71| 3502 2 3312|3316
G.IGATA.A| N 15.02 (431.2380| 2589.0(433.3617|1|14.06| 998 2 2242|2246
total 2 peptides

tr|AOA293N017|A0A293N017_ORNER

ST TR

SEGILVTITR
VDTTERTLVD
VYTLEEAASA

MERIT VWRTDMRT

EVATCLEQIR

LEDEERSLSD
ARADSTTATA

DSEPLANYEY
ALAENTCAYD
DSEEANEMVF
CVDRMEPITK
MSKGKKEGAA
EFDKHVNIND
LCYMVSRREK
DQLTVEAQYR
PTTTASTAMP
NSDSRGYHGN
RERERERERV
QEPGSMSSDE
ETEAEQAATE
ASENMRNSTN
EKEKEKEREK
TQETIASEDA
AAPNLSSSSS
PLASRTRQNS
SSRRKSRAES
PPPQTQRSPP
PTESNDELSD
STSSPAVTVI
DSKYANSYAS
PTPAIPSVEP
TPTTNANNNL
FVDLAAAAVE
PSSVSESNDQ
MSMYNNQTQQ

ATPNMTLTPN
PVPSEELISP
TLAGELEQRA
VENLQSLRDR
YNLGFEAPHS
GGVSVPSLQP
IKGPLAYFDL
QEDTLNDDSS
ARAGDGERRS
SGTSYSYEMT
PEEDEEEKER

QQQDKPQQEK
NSSFTPHSQN

SSPLCVNVGN

GMSRSSSIFA

PLTDRNDVVR
PEALYFAFDP
GVVDFDSALV

ST ITNDEOAMIOD

PR RN R - VL TR

QIVLTGGDVL

LTRLPSQADS
TVAAATTTVQ

LIVTDQWEQE
IDPIDEAWLR
CDNCNICVHQ
ISSIPQSRWA
SSHHTBASSC
ISCHLFDVDE
LSRSLFELRE
SLDYILEQLM
CAGRRASKSG
KSQPRAAGAVK
KRQHKSTAVE
SEELLPVKHA
SNVSDSQNQQ
LATALLPDAS
EKEREEEKEQ
VGAAAGTSTG
GESNSSSSGE
TNKSPERTPEQ
PKKTPENLEH
PEPAAEDRLV
EDRSGSDRSR
PPEPPEIIEL
SLASSVANVL
FHNAADPEDV
GGYSSMVNYQ
NSLGSYPGAG
PPSLDESYFN
PVQPVQATTT

HQYQLTPPYA
SKRSSS55SSS
PRGSSSGSGA
RRSFELRTEG
SASQEAYQNN
SLLOGALLHS
HYSSSVTQTS
CGLPAASDSL
ACSSGSATDN
RRACPPKKRL
LEKQOLLLOQQ

QQQEKPEQQQ
ANASPALLGK

YDNSNNSLFPS

LTGEFGFEPIR

RQDSVELLGQ
TLIVYVREEV
KDLAKAKLVE

ThTToDDDWETT

back to list

WAELV L LILL LN

SAPEVTTLEN

VREFVSDVIG
SNNNSNNNSS

WERGVQVPVN
LYNGDRALCG
ACYGITAIPS
LICVLCRERV
MQKHNNKESS
DAIEATYNYW
QVFYRQLGVL
GRKQARGRAS
PATAATSSQQ
KQSYARSVEQ
AKSQATKSKH
RSTTNSRNTS
TIRTKAAMKE
ERLREPEPSP
EKEREREKPK
AAAANTTTEP
SNSSSSASSN
KTAPAPTQEL
EIAQRKAATG
QRSPTPPAAQ
SDRRRGNRWR
DSNSNSGEQQ
NPPNSGRLTS
IHVQKELQQA
TAQAALSCYL
GATVPSVQPN
SYAGAGTGAP
PTHQQAQPQR

AATLPAIMQQ
ASAKREQQKK
AGTRGRGRGR
ARPSTTSYAS
LLGAFDSGTA
SEANQSAPTL
CQLSTGAGGA
PLEKLDKLDE
GKTGAASSAG
TSNYSTPTLE
QOQQQQLESL
QQOOMEAPLR
DASTPSPPCL

ASGSGSSNSC

RNISGSSTFS

back to list
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16/03/2023, 15:19

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

1 MENLETSLGEF KVTLTDGEFVR TQRIIDVLQG VRDQIGHSDQ IFVAVIMAHG ARGEIKSCDEK DVELKKILEI FNNSNCPTLR
21 GEPRLFFIQA CQVERHDERE PQRTASDENI YWNCDVDLYE DCLLSLATPP GEVAWRHRDE VTYLSALRSV FIQNINDRED

1€l GSSPPDITEL LSTVASKVAY ELEALDTEES EEKMEQMPYF MSALTKELIL TPGEAS

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z z| RT

Scan

#Spec

Start

PTM

S.VFTQNINDR.K| Y 22.09 |1105.5516( 49.4|553.8104|2|24.22

1771

1

150

158

total 1 peptides

tr|AOA293N044|A0OA293N044_ORNER

| Protein Coverage | Supporting Peptides |

Protein Coverage:

I—]

back to list

1 MDSYHIERDN EKGHCAIINIT DYQGLCPNRD VNDGRLMENL FTSLGFKVTL TDGEVRTQRI IDVLQGVEDQ IGHSDQIFVA
21 VIMAHGARGE IKSCDEDVEL EEILEIFNNS NCPTLRGEPR LEFIQACQVE RHDEREPQRT ASDENIYWNC DVDLYEDCLL

161 SLATPPGFVA WRHRDEVTYL SALRSVFTIQN INDRKDGSSP PDITELLSTV ASKEVAYELEA LDTEESEEKM KQMPYFMSAL
—

Z41 TEERLILTPGE AS

Supporting Peptides:

Peptide Uniq |-10IgP Mass ppm m/z z| RT

Scan

#Spec

Start

PTM

S.VFTQNINDR.K| Y 22.09 |1105.5516( 49.4|553.8104|2|24.22

1771

1

186

194

total 1 peptides

tr| AOAOLOC4S2|AOAOLOC4S2_LUCCU

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list
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16/03/2023, 15:19 proteins
1 MVNIIWGSPP LTGTGIVEVI VQDMNDHSPE FERQSYHATV QENQAIGTEV
51 NAETGEITTA AILDREETAV YFLTLMAQDS SATEPRATAV NLTISVQDVN
161 RDNDEGLNAL VMYNISGEDV EYFTINAKTG VIKTKRNLGS DLNRQYSLVI
247 YMANTQFMLS EDVAPGEEIT TITASSPEEG SAGNIEYSIA GGNLGEAVRI
321 SDRLPLRESVM LLTINVTDAN DNAPVMEELI YNAEVMEEES PPQTIVEVEA
401 EIYTTMRLDR EEMSHYELTV EAVDQGMPQL TGSATVLLNL LDENDNPPKF
481 NANAIYTLTE NPGEKFKLDS ISGNITVDGH IDREEQDEYI LEITASDGAW
561 ELQRAVAFVG QVVANDRDEH GPNSVISFSL QHPSDIFTID PATGEIFSEK
64 LYSECMININ IVDANNHAPE FEESLYLSPV FEHARVGQEV VEVQAHDSLD
721 LSETLEVTPN TLFYLNVEAS DHGVPSKSDE TRVHIIVTGE NRYSPEFTVL
501 MLRYAIAGGN ERSEFEKVDAE TGAVIILQPL DYDSIQEYHL NISVQDLGFEK
581 ISENKPANSY VFRAQAKDEKED SPENAIIRYS ITSGSGENFF AINANTGVIT
961l KIIVHIRGVN EFYPQFVQPV FHFDVSESAE VGTPVGSIQA TDEDAGEDGN
104 RETQSRAVLT VMAKNYGSIR GNDTDEAQVI ISIQDGNDFP EFLESLYMAK
1121 SIINGNINQT FEVDPQTGEI ATSEELDREQ VPEYNLVVGA IDTGLPPQTG
1201 EPAGTSIMTL SATDPDLPPN GGPFMYYLIG GEHEAFITID EKHSGLVESTR
1281 IIEVLDQNDS PSSTRTVHVL LNVEFNDNMPI GKIADVHPND ADVTGNYRCR
13261 NGYSYSISGN DGEHGDVVST VIVGFQNFDN STIANSITVL IERNMTAENFL
144 YNSTDLEVMI ALFEMANQGYE LPHYLVDELS EEREAVTELL ETATNVVIGY
1521 DSESLIFSGP LVTHDFICEC PDGFMGQQCD KRQDPCAPNP CHGNAQCRRL
1601 SNGGSCRSSP DGSSFFCLCER PGYRGNQCEH VADSCRPNPC LHGGVCVAIEK
1681 FPPLDAATND ISVVFATTEP DALLMYNYGI QSGGRSDFVA IEVVRGEAFF
1761 TATRNGRVMS LSVANCVENG DVCEECRPGD TTCYADDVGP IGTLNFNEQP
1241 VSVNGRALNL SQPLEQRSIS ITCNRNLNGG PCIQSTNTDL TANLCGPEGS
TDGAFIEFEI TEEHEEMQLL DNLYAGNSIW SYDISEQEERF TIDHDNLTAL
HYTSLELONG EMVYYSNQDS IVNMTISNPA ELNDGEWHNI TLHSVNEILR
GGVRREYLLY EHMPTNYEGC FANFTINNEI QPFNGSGSVE SEVLSRGEIT
ILVVAILGSY VIYRFRGEQE EKIGSLSCGVE GFEIEHNPFS TMLGGAGVS(Q
224 VPGHHMVGPE LISEEFEERE INPGEHQQQE PQRPDIIERE VVSESPFPFLED
HYDLENASSI APSDIDIVYH YEGYREAGGV REYEATPAFPV ASYTHHEHQS
FPFESSTPRQ HQSTPLARLS PSSELSSQQF RILTLHDISG KPLQSALLAT
QSSSASRQEP VVSAQTASQA PMGLTAEEIE RLNARPRTSS LVSTLDAVSS
TSTDESGNDS FTCSEIEYDN NSINGDAEFS TSESIFDERN PVGRAMSGDG
LVASDDDVST HMGALYRQVN SAASPTAPPF MGWEYLLNWG PNEFESLVGVE
EEYV
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm| m/z |[z| RT |Scan|#Spec|Start|End|PTM

L.NLLDKNDNPPK.F

Y

21.66

1266.6567

4.7

634.3386(2|27.99(2188

439

449

total 1 peptides

tr| AOA1A9WOE4|AOA1A9WOE4_9MUSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

IQPIANDKEDA
DNMPRFEANQ
HAYDQGIPSK
DSTTGVVTIG
NDRDSGDNGE
TRLESVNVTE

RSDTPITITI
SIKYKHSQYE
TGVNAEVEYS
SYQVIVPENE
PETAVAQLTV
SSVSFDYEER
VYYLLVGSSN
ISEARAVGSK
TTMVRIELLD
SFDREQTPEL
IIPSSQSSPM
ASYYRNFVDL
DPCSLSQACD
GYDFQCNCPA
PGYKCTCSEG
SFGGARTAIT
LLLGGLISAD
CMDRWDTAMC
AQTNELPKTL
IIIDDARAGE
HGCAGVMGIG
NPADHVLSRG
EHHPPIPFPS
AASQQQHRHS
TSSSGGVGKD
SSEAPRGPVG
SRGSAVAKAP
KDIAELPDNV

GLNAKIRFTL
YHINIPDETG
S5SQSDLMISM
KDGLDYELSS
VIYRLLDDFE
NAEIGSEFVIQ

QDONDNAPEF
ASPENVYTLT
FKQGNGTEFF
PVGSTILTVS
ILTDINDNPP
NEYLLQVMAA
DRKGFSINPST
VVNVKAVDKD
VNDNGPTFSN
EAIIEVEDNG
GLLIIPNACD
MKSAVDSSEN
NGGLCTSERR
NREGKYCQQE
RYGRHCEKTT
TVVVGGSNNL
PVLERPGQLH
QCGGSLLSED
SLMFRTYKEN
ELDFAGVHDY
AAQVADPISI
MHGNEAQVGY
QSHHPHDHAS
PRHGVGGEEV
ALHSNSERSL
AHHLSLSGGL
PMPPHSFDGF
GSDQRATGSL

LGEKLERFHC
QNEFVEGAWA
KEPSSSFFSEN
QYEIWLEALD
GTFEIDADSG
VTSMDLDEGP

ERGFYSENFP
VIATDNGKPP
SISHQDGWIS
ASDRDEGLNG
LFNQSEYHAF
NPDSQMHSMC
GFIYVSRHLD
VREQNNQESY
DGLIGYISEN
QPKQKAQHKL
LHTTYQTSVN
LLVYSVRNTT
LHDSETLNIV
RGDVCSGENEC
FGFGDLSFMT
NLADGNWHEV
TDDLVGCVHS
CQNSLEPISI
GLLLFAASNN
LDPYLTVLSV
GVTLVIVEEV
HNDNGDLIRS
SVDMGSEYPE
PREVEPQANQ
NSPVMSQLSG
HSTDVDAHSS
DSSFRGSLST
RMNQGQNEQS

back to list
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16/03/2023, 15:19 proteins
1 MITERTDRNEK PTWNLLLERV RSPPLTGTGI VEVIVQDMND HRPEFERQSY
51 RFTLLGEELE RFHCHSETGE ITTAAVLDRE ETAMYFLTLM AQDSSTTEPH
161 DETSGGEFVF GAQAEDMDED LNALVMYNIS GEKDAEHFTIN HETGVIKTRF
247 SISLEPLTAF PSFNYIANTQ FLLPEDVPEG EVITTVMATS PEEGSASNIR
321 ELSPQYDIWL EASDSDRTPL RSVMLLSINV TDANDNSPIM EELIYNVEIT
401 DDYEGTFEID ADSGEIFTNL RLDREELEHY ELLIEAVDQG MPQLTGSATI
481 FVIQVTSIDL DEGDNANASY SLTENPGEKF KLDAVSGNVT VAGHIDREEQ
561 APEFERPIYN FNFPELQRSV AFVGHVTAID RDEHGPNSVI SYSLQYPSDL
64 YTMTVIATDN GEPPLYSECI VNINIVDTNN HPFPEFEESQY LSEVPEHARV
721 SDYFTINEMD GWITLIRSLE VQPNTLFTLV VTASDHGVPS EMDQSRVSIV
01 LTVSASDRDE GPNGMLEYSI SGGNERSEFK VNVETGAITI HQPLDYDLIQ
581 DNPPLFNQTQ YHAFIPENRP PHTPIFEASA TDRDSPENAM IRYSVVSGSG
¢l IMAANPDSPM HSTAIITVHI TGVNEFYPQF VQPVFHFDIS ESRADVGTEVG
104 NPSTGFIYVS RHLDRETQSR AVLTVLAENY GSIRGNDTDE AQVIISIQDG
1121 VDEDVEPQNN QFSYSIINGN LNQTFKIDPQ NGDIETSREL DRETIPEYNL
1201 TFSESGLIGY IYENEPPGTT IMTLSATDPD LEPNGGPFTY HLIGGRHETS
1281 EDNGQPEQRA QHKLIIKVLD QNDSPSSPRT VHIILNVFNN DIPVGKIADV
1361 NACELHTTYQ TIMNGGYSYS VSGNDGEHGD VISTVTLGFQ TFNNNTITNS
144 ANDELILYSF ENVTELESTD LEVMLAVEMS THGFELPHYV SERLAKFEHDA
1521 VSARTLHDMH SLNIIDSESL IFSAPLISHD FLCKCPEGFT GQQCDKRQDP
1601 YCQQERGDVC LINSCSNGGS CRSSPDGATF FCLCRPGYRG NHCEHVADSC
1681 CEEKTTYGFGE LSYMALPSLD TATNDISIVF ATTEPDGLLL YNYGIQSGGR
1761 ANSGINLADG NWYKITATRN GRVMSLAVAK CTENGDNCEE CRPGEVSCYS
PGQLHTDDEV GCIHSISING RLLNMSQFLE QRAISATCTE TTHNGGPCSQS
LLSPDCFNSL DFISISEGGEF IEFEISEEHE EMQLLDNLYG GNNIWSYDIN
TLEENGLVLY AATNNHYTAL ELQEGRLTYY SIRDSVVNMT ISSTDNLNDG
GVHDYLDPYL TVLSLGGVEEK EFYTQEYTEFI NYEGCIANFT INNEIQPEFNG
DPISIGVTLY IVFEVILVVA ILGSYVIYRF RGEQEEIGGL SCGVPGFEIE
224 VOQVGYHNDNG DLIRSVFPGHH IVGPELISEE FEEREINFAE HQQORPQEPD
2221 HDHASSVDMG SEYPEHYDLE NASSIAPSDI DIVYHYKGYR EAGGVREYEA
2401 AAPFVPRGVP PQASQPPPPA SAPRQHQSTP LARLSPSSEL SSQQPRILTL
SERSLNSPVM SQLSGQSSSA SEQEPVVSGQ TAPQTSMGLT AEEIERLNAR
LGGGLHSADV DARSSTSTDE SGNDSFTCSE IEYDNNSING DTEFSTSESI
SYDGFDSSFR GSLSTLVASD DDLSTNMGGL YRQANSAASE SAPPIGWEYL
TGSLEMSQTG QETSEEYV
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm| m/z |[z| RT |Scan|#Spec|Start|End|PTM

L.NLLDKNDNPPK.F

Y

21.66

1266.6567

4.7

634.3386(2|27.99(2188

453

463

total 1 peptides

tr| AOA1IS8MA30|AO0OA1I8MA30_MUSDO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

HTSVAENLPI
ATAVNLTINV
SLESELSTVY
YSIAGGNLRE
EEETPPQTVI
LLNLLDKNDN

GTEVLQFPEKAT
IDANDNMPEE
EVVIHAYDQG
AVRVDQSTGM
EVEGHDRDSG
PPKFTRLFSV

—

DEYILKITAS
FATIDPASGEI
GQRVAKVHAF
VITGENRETPE
EYHLNISVED
KEGLEIINSNT
SIQATDEDAG
NDPPEFLKTL
IVGAIDIGSP
ISIDQHTGLV
HENDDDISGN
ITILIRNMTS
MQRLLESSEFP
CTPNPCHSNA
RENPCLHGGL
SDEVALEVVR
DDVGPIGTLN
FHNDPNLSLC
RERRFTFAYD
EWHNITLHTT
SGSVFHEVVT
HNPASTMLGG
ITIEREVVSES
TFAPVASYTH
HDISGEFPLQS
PRTSSLVSTL
SDERNVVGRA
LNWGPNEFESL

DGAWRSDTPI
FSKRSIKYKN
DALDSGVNAE
FTALSYQVIV
LGFEPKSTMA
GITIYSSASFD
EDGNVYYLLV
YSERISESVL
PQTGTTTVKI
KSTRSFDREL
YRCRIIPSTQ
EEFLSIHFRN
IIIGYDPCSS
QCRRINFEFQ
CMALKTGYKC
GKAFFSFGGA
FNERQLLLLGG
GNEFGTCMDRW
NLTALAQMND
GRIFRIIIDG
RGKITPGCVG
PGVSQNQADH
PPLRDDHHEF
HKHQPTASQQ
ALLATTSSSG
DAVSSSSEAP
LSGDGGIASS
VGVFKDIAEL

DEDTGLNAKL
EASNFNVNIFP
VPSESSVTDL
VSIGEDGLDY
DNAEISYRLV
NVTENAEVGS

TITIQDQONDN
SQFEASPENI
IEYSVTKGNG
PENEPIGSTI
MLTVILTDIN
YEERHEYALQ
GSSNDEGFSI
PGTRVITVEA
KLLDVNDNGP
TPILEAIIDV
SSPTGLLIIP
FMDLIKSLID
SETCENGGLC
CVCPPNREGK
SCSDGRYGRH
RSAMTTVIVG
LSSADPVLER
HSAMCECGGG
PPEKTMSLLFR
SRAGEELDFA
ALGIGRAQVA
VLTRGVHSNE
IPPPTQTHHP
QHRHSPRHGV
GVGKDALHSN
RVSGGPHHLS
VGKTPPMPSH
PDSVANEQHV

back to list
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1

LEVMILDEND
DNYELRVRVS
VESLNPQTGV
VMATDIDSGD
HYQDDDYDGA
TIILEDVNDE
RETQTSYLLN
VAGDENEDEM
NFPTFLDSFY
TLVAMDTGSP
CNSETGEITT
ARDADEGLNS
NYMANTQFML
DSDRIPLRSV
GEIYTTMRLD

INANALYTLT
PELQRSVAEV
PLYSECMVNI
SLAKSLEVAP
GMLRYAIAGE
FISENRPPQS
CRILVHIRGV
DRETQSRAVL
YSIIGGNINQ
NEPAGSSIMT
LOIRVLDQND
NNGYSYSVSG
TSSMNSTDLE
SLNIVDSESL
SGNPCGNGGES
LSYMTFPSLD
NWHKVTATRN
GCVHSVSING
EPISLADGGF
AATNNQYTSL
TVLSVGGARK
IVFEVILVVA
LIRGVPGHHM
YLEHYDLENA
AAQPPPPSST
LSGQSSSASR
HSSTSTDESG
LSTLVASDDD
QRQSEEYV

Supporting Peptides:

SFPVFRDLPL
DGVQHTETVV
LTLTARLDYE
NGRIEYTITS
PASHQYRLRS
APIFVSSNYT
ITARDRGEFPP
ISEDSGIVRV
VAYVMENVVE
PLTGTGVVQV
ASVLDREETA
LVMYNISGED
SEDIEPGERI
MLLTINVTDA
REEISRYELS

ENPGEKFHLD
GQVVANDRDK
NIVDANNHEP
NTHFSLTIKA
NERSEFKVDP
FVFRAQAKDR
NEFYPQFIQP
TVLARNYGSI
TFKVDPQSGE
LSATDPDLEP
SPSSSRTVHV
NDGKHGDVVS
VLVALKMSNQ
IFSGPLVTHD
CRSSPDGSSF
AATNDISIVE
GRVMSLSVAK
RALNLSQPLK
VEFQISEKHR
ELLNGRKISYY
EYLQADHMAT
ILGSYIIYRF
VGPELISKKF
SSIAPSDIDI
PROHQSTPLA
QKPVVSAQTT
NDSFTCSEIE
MSTHMGALYR

SFENVSEDLTA
EIEVTDTNDN
EIQHYILLVQ
GDDNNDFEIF
QOQQQQQEQQ
EILENIPLNT
KMTQSQLYVR
SKNLNYERKS
PNGGYVLSVQ
IVQDVNDHSP
VYFLTLMAQD
VQYFQINAKT
TTIMGSSPKK
NDNAPVMEKL
VVAVDQGMEQ

SLSGNITVAG
HGPNSVISYS
KEFEEDLYLSP
ADHGVPSESD
ESGAVIILEP
DSPENAIIRY
VFHFDVSESA
RGNDTDEAQV
IETARHLDRE
NGGPFTYQLI
ILNVFNDDMP
TVIVGFQSFED
GYRLPHYVVE
FVCECPDGFM
FCLCRPGYRG
ATTEPDALLM
CTENGDSCDE
QRGISSSCEH
RMQLLDNLYA
SNQDSVVNIT
SYEGCLANFT
RGEQEKIGSL
KEREINFGDH
VYHYEGYREA
RLSPSSELSS
AQTSMGLTAE
YDNNSINGDA
QANSAASPSA

GHLIATIRAS
PEAFDVEVYS
AQDNGQPSLS
SNGTIRTKRM
RYPSMPYNLP
VVMVVEKAVDR
VLDENDNAPI
RYVLSVKAED
AYDADTPPEN
EFERQSYYAT
SSATEPRATA
GVIKSQKSLG
GAAGSIRYSI
IYNTEIMEEE
LTGSATVIIN

proteins

DPDTLGTLTF
FDIPENAPRG
NAITVYCNVM
LDRETKSSYN
RQREQYLQYQ
DEGKNGYIEY
FDPRQYTASV
SAADLGLAYE
SLVRYFLKEG
IQENLAIGTK
VNLTITVSDV
SDLNRQYSLT
AGGNLGEAVR
SPPQTIVRLK
LLDKNDNPPK

——

HIDREEQDEY
LQQPSDVETI
VEEHARVGQR
EAQVQIIVTG
LDYDSIQEYH
SINGGSGENY
EMGTAVGSIQ
IISIQDGNDP
QIPEYNLVVG
GGKHKSFITV
VGKIADVHPN
NSTIANSITI
RLAKKREVLQ
GQQCDKRQDP
NQCEHATDSC
YNYGIQSGGR
CRLGDSTCYA
NLQGGLCSVG
GNSIWSYDVT
INNSNKLNDG
INNEIQPENG
SCGVPGFRIK
QQQRPQRPDI
GGVRKYKATP
QQPRILTLHD
EIERLNGRER
KYSTSKSISD
PPPIGWEYLV

ILEITASDGA
DFATGEIFSK
VVEVQAHDSL
ENHFAPEFTA
LNISVQDLGFE
FAINPSTGVI
ATDEDAGEDG
PEFLESLYTA
AIDTGLFPAQT
DEHSGLVEKST
DFDISGNYRC
LVENMTAENF
RLMQTTSSSS
CSPNFPCHGNS
RENPCHYGGV
SDEVAIEVVR
DDVGFIGTLN
PYSDPATSMC
RORREFTIERN
EWHNLTLHTS
TGSVEFGDVHV
HNSPATMLGG
IEREVVSKSP
APVASYTHHE
ISGEPLQSAL
TSSLVSTLDA
ERNFPVSEAMS
NWGPNIQSIV

Peptide Uniq [-10IgP Mass ppm m/z z| RT

Scan

#Spec| Start

PTM

I.NLLDKNDNPPK.F| Y 21.66 |1266.6567 | 4.7|634.3386|2|27.99

2188 1

1160

1170

total 1 peptides

tr|B4N084|B4N084_DROWI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html

SLMGGDNGKF
YQVGIITATD
DLNDNPEVFED
LIVTARDCAK
QQQQQLLONQ
SLDGSGSGES
AENASIGAMV
NEKGRQKLTH
DTDLFRINAS
VLQPHAFDKD
NDNMPRFEAN
IHAYDQGVPS
IDASSGVVTI
AHDRDSGVNG
FTRLFSVNVT

WRSDTPITIT
KSIKYKHSQY
DIGVNAEIHY
LSYQVIVPEN
KPKTATAQLT
TSSVSFDYEE
NVYYLLVGSS
KISEAVNVGT
GTTLVRVELL
RSFDREQTPE
RIIPNSQSSP
LATHYRQFVE
VVIGFDPCSM
QCRRLGFDFQ
CVALKPGYKC
GEKAFFSFGGV
FNKQPLLLGG
GFLGTCVDRW
NETALRQVSE
NRILRFIIDG
HGKVSHGCVG
SGGSQNQADH
MRDEHHPPIP
HQSAAQQQOH
LATTSSSGEV
VSSSSEAPRG
GDGSRGESVA
GVFEDIAEMP

LLEPETGKLR
PDLGNNAVVT
PMSYSMEIYE
EFPMMYDDYH
QQIAGLSPEP
HVPFSLGEVD
LOVSATDIDD
LFENRYDLAE
TGEISLLRSL
AGLNAKIRET
QFHVNIPDKT
KSSQAELMIS
GKDGLDYELA
EVSYRLLDDF
ENAEIGSEVI

IQDQNDNAPE
EASPENTYTL
SFTSGNGTEY
EPIGSTILTV
VILTDINDNE
RREYTLEIMA
NDKGFAINEN
RVTTVEAVDK
DVNDNGETFP
LEAIIEVEDN
MGLLTIPQAC
TLKSAIDSSD
AKACDNGGLGC
CVCPVNREGR
NCPEGRYGRH
RTAITTVVVG
LISADPVLER
DAAMCECGAE
TPKSLSLMFR
SRAGEELDYA
VMGIGAAQVA
VLSRGMHSEA
PPSQTHHPHD
RHSPRHGVGG
GKDALHSNSE
TVGAHHLSLG
KPPPMPPHSF
DSVRGDQRPT

LKDALDRELK
YTVISEWAND
NVSIGTPVVT
DDDDDGYDGD
QQRLSSTVQV
GLLRVSGKLD
GANGRVRYSI
MVIVITDIND
DREAKAEYTL
LLGEKLERFH
GLNEFVEGAW
LKPAASFPTF
SQYEIWLEAL
EGTFEIDADS
QVTSMDLDQG

FDHTFYSENF
TVLATDNGKP
FSIGOHDGWI
TASDRDEGEN
PLFNQREYHA
ANPDSEMHSM
TGFIYVSRHL
DVRPQNNQFS
PEGLVGYIQE
GQPKQRAQHK
DLHTTYQTSV
DLMVYSVHNT
TSERRLHDVH
YCQQERGDVC
CERTTYGFGD
GNTHLNLADG
PGQIHSDDLV
LMAPNCONAL
TFKENGLILF
GVHDYLDPYL
DPISIGVTLV
QVGYHNDGGD
HVGSVDMNSE
PFAPRGVPPQ
RSLNSPVMSQ
GGLHSTDVDA
DGFDSSFRGS

GSLRMQQQQQ
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1 MEYLGGIALL VALLAINIKD AQAVCGYESC PATQPNMINI HMVPHSHDDV
51 AELIEDPERR FIQVETSFFH KWWSEQSETS KQVVHKLVEE GRLEFTGGAW
161 CGRPRVGWQI DPFGHSEREQA SIFAQMGYDG EFFARMDHND KDERLDDLAM
247 CFDVHCGDDF IIDTESYDNN VKSREVDDFLS YVSAVAENYR SNHVMIPMGD
—
321 YNLFYSTPGC YLHSLHESLQ SWPNETEDFF PYGSDTNSFW TGYFTSRPTQ
401 DLLYLREIMG VMQHHDAITG TEKQHVSDDY DRLLYDGILG AANTARDALR
481 VVVTLEFNPLA HSATEYVRIP VEEESYEVTD EQGRTVASEV VEVAWQILDL
561 GDSDSKTLVE INGHESEVPK RFEEVHAMQN VETYDDDDSG ETVVQNSLIEK
64 TEDSGAYVFE QNGDIEEVDD DVEFSVYDGT LVEEVHQQVS EYISQVIRIY
721 TGISSDGVEY TDSNGREMLE RQENKRENYD PDLGQQPTSG NYYPITSRIA
501 HRRLIRDDGY GVGEALNEEK FGNPLIARGK LHVILNTAGS KATAAERKAE
581 DFPQSVHLFS LEPFSDNEIL FRVENFLDHN EGNVVSFNIR PIFDSLNGLE
¢l SVEYTYPTHE PLAADKSQDA SDEFSVTLNPM QIRTFIIKEYE
Supporting Peptides:
Peptide |Uniq|-10ilgP| Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
Y.DNNVK.S| Y 21.61 |588.2867|1822.9(590.3664|1|23.96( 1744 1 258 | 262

total 1 peptides

tr|AOA1ISNPG9|AOA1IS8NPG9_STOCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GWLETVDQYF
AMNDERAAVHY
EMIWDASESL
DEQYEDAQVN

KRFERDGNHM
ELTNLPEGEF
DEFRSNDTQHD
LVIDNSSGRL
EGVNRVEFEW
LEDSEKRFAV
KEEIHLPFAEF
IRETSLDGNL

YGHRSNIQHA
QSVVDQFTLG
SNDELFTGML
FKNMDELIKY

LOVAKQLSTL
ESCLQLNISV
LVFKASVDKI
KTIEMNGVSE
LVGPIPTDSD
LNDRAQGGESS
FSKKPSTTST
PLSDMKRFKF

GVQYIIDTVV
LEFLDDTEGT
YREHYSAFPGY
VNERQSEGST

AHLTGEQQKE
CAFTKDSADN
AHFYIKKVDS
SVEQKFAVYE
TAREIVSLFK
MONGELEIML
AVARALPSED
HHDGSGVRET

back to list
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1
81
lel
321
401
481
s6l

— -

721
801

MVGLLNPIKY
LQSNASQFAV
VAPAPGGVGG
QPESFKHEPE
SIQRIQMPAV
YNGSYKGHIY
NAICTNRDDS
DLQEIVCGEE
RRGEDGDISK
KAHCVALNAK
CVVCRECTGY
KDKKSIDDTS
NVEGNVCQVA
QLISQRQKIL
NRRDGNCTAH
SIQRKERNRE
NYRALLTPEL
YSGHSVEAIR
TAGRWYLVWA
VTKEFANSVT
EYISTASTHK
IFCDDIFQDI
RSTFALLNHG
ENIYNRSVPY
FGPDAIAFSV
ERSVLIKENS
TFGSNGSTSN
ANNSRTSHLP
ITKFNGNERV
SVQILGLIKD
NHYCIVESEH

RSAEGTQCEN
CLVVGYDNEV
HQALESYLPI
VPELKVEIKA
VTETLFAQDM
RIRSHPTLQS
RETTTTDMNM
NPFICADTES
DYSFKPSDVGE
SAKDEATQLD
QITTTSTAVG
FAESIRAVFA
STLETLTKSG
EKFNSREANG
CGEGGKGASS
LPTDSGNVTS
QPWLAPETFA
QEWGAVOQQS
DGKDAKFEFE
SVCLHDLMWW
IATIQCFGIRF
DVTVSSRQAM
IKSVEVDARA
LTNAVRIQQQ
RSKLSHLQEQ
SVVGRSYLSH

TNMTFT.AWVTDAE

GGNFYDLYTL
FSAIRSTVLE
GERSRQDSAN
ELINFLYDLL
LGMLQRTVIS
MONDEFTEEEK
LVVRRLNIGH
FGLVCANGEV
NERQFEAVEF
GQVFTFGLNN
NVSCVSSLNV
SHAEENFPRV
AGSNHTVLLT
WHCTPGVVEG
YYNQVDFAEM
YAKGSLESFS
SLPNELDSEI
FSADTDVMIY
RIAGFSSDCG
EKECFESLVLM
TMGNRTEKDV
SSDEALSMAL
NDRHSIVSFS
TYSSS5YCSK
DESGIAVAGC
RYALRFCSQG
DVSLTNETTM
AEAGGLSAAR
GAEAVESLMG
ILPHIAALNQ
PYRNASINCY

ASLLTSCYKT
LLNSNNSCLV
GSQSNERQFL
IPTGSGGNGN
EDGTESVHWT
EQVGIIKLNG
DSQPMSEVEV
KNSLGEHQTH
EIASVSVREL
VGNFDVANMR
GGGCTVODQI
AFLWHEGIVH
NFSVNNRKYR
DSKEKPTPKD
WELMCDTCRD
GLGSSKRSPQ
CLETFGPANK
NTNFREEPYY
GSKQONQRNN
FVSSLSITGP
RQTDHQFLHS
AESLTDNSTE
CIWISTKIND
ICEAETLRVE
VIVHIVHAIK
QHGLIKDLLS

SLT.OT.OMETTK =

TTRREVONER
AETRRLLEFYE
SDVESDSEEC
LDLATMSTGT
AALAKPTCEE
TGWLGYSNGQ
QNRTADRDNS
YYYGKSSSLG
KKMTKIEGHV
KGQCGHVYNK
PLEERVGGAI
APLAPQLLOM
YKGLVYTEGN
IGPSFGKKAT
EHSNKPRVVE
SPKARASSST
SRLHASLNLL
GFGMFGGRGE
SCGQATVTTE
LNWSWEAFKG
TKFTKPSNSL
EILDECHISF
DNSGLPMLSS
DFNQGLIDNC
MVYTGSGSYE
HRTCSGDGGL
RDTALQIASD
DLSKRLESFS
ASSQFHPVAM
LSLNEETGVQ
RVEFPPCVOW

TAQKEAEHKS
RIEQELSYLG
KDFISGAPGS
VKVRRASQTD
PNAVGSYCLT
VISFIDEIEN
TSAMPAEARN
PFGGGAIEDE
VRVMGGQDTR
KTHFTPSQTA
LFGDARNTNS
DAMACASFLE
KGLSNDGGDG
KENKKAKKEKK
EYISTNENTN
QMPVVAEHQH
DDLPYEIFGM
PKVVFRKRNN
SEAESANQVN
ANSDPMDGEF
SHVFGNISKI
TFWESDEEDR
DNFTHFRLEF
RLITGQVFGK
KEARRAREDW
LLHTGSDRVQ

DK SNMERT

KQGKRENKDK
LSGNVRHLEN
IEKETKIVSV
TTESSAGVAG
FYTKGVPVNS
LYYRRNSKRN
LPVELPLQLS
LKSVGRTPIM
IVQAACNNGT
SKENSSSPSV
CACGHGDAGC
PSTSPVVQVS
FOQKGQLGRLP
WIGASGDQTF
EVNQNVDQNT
AATINDKTYTK
ACLDVLTSAQ
YSCKLELYDM
DQVVETFKSS
YLREQRDMSH
LTKYFNDNIG
VACFGVEYPT
TDSHQYPILV
CHLLARVLAE
YQLELLCDTS
PSVRGPCGTT
ITKKCSELLV
KGIIETLKFE
ARADSEDTPA
GNLPRLRPSF
LTIEFDAQCG

EFDWEVVEEF
GMCSGNLMEEK
SGARLAAWLQ
TYFGGVAPFP
VTIDGILLEE
DDGVWLELST
RQRDILENLE
PEEDPFGAGN
TVNGNGSQRS
ALLSTPEHSF
TASTDNSSFP
FHPNLPEEGT
NTADIGEERQK
DDGSWCEICQ
NLNNTNAAGP
FNMSEMNEKFPS
GFNESGFDRF
STTDSDGSLL
ALLQRPSMAF
DELEFALEHF
LSEKSDEQNES
NESKIVEISM
TGPENTLRVR
LISLEPANDE
DAVNLANSLR
RQVTSLLRRI

PEFTRT.VNST.

proteins

KSPIAILDGN
INSTCCLLCG
PLIVGAGLRS
NEGDWSAVAC
LVDEFNIKAP
ADHLHLVNTE
RERFRTLGYA
KLTELIISKI
SAFVTKTGKL
NVDGSANGGG
SKCGLCATCI
CGLHHTVLLT
HDFQQKGSNS
IKLDESLITT
MVQLGPSSSN
LAFAMDEMYN
DFIPACFEDI
GCDGGGYEKE
KKANNGTDVN
QLQVKQSLEY
GAGGGGSGSG
STLEWNCLCD
EQMIYRTQQE
IVYQTAIGDY
GDLQQOQQPLQ
FQFYACDLSF
LARNTLAASL
KRSTNPFEME
HMAASQILDV
DLFHKELDLV
TAQLEDYLLV

NTSSNWLQNV
NLSLPDDEDV
PEPRLDPNKC
RQNYEPTIKE
VYRVEVKEGS
ESIRQHCAMG
PVSASIESPS
SGGSNAIGSA
CSPIKIPADD
RRVGAAAKSA
IWPEPIASAG
TVVTRRDHGE
LHALPEVVTV
VFLPIPVTYH
CNELNLFGIK
TSREDGAQQR
LSEISYESAD
ICYPSENLRER
MTQKHDLKKL
VSYTQISGRL
PGVFGLPEDA
NELTYCCKIL
QIKILGLPAA
SAGVIGKSLS
DPNGTGSNGQ
LPEISPATFA

MT.SWHT.T.K P

PELRVLNPLD
SCLASNQSIE
LFELISEARH
SALVGLCIAR
FGGETEPALA
LLTIKSMNEV
TFEEEVLNQN
SRIIHIAVGH
IMFGKDTVHC
KSQSLEKLKF
AVQEAENVSD
LSGEVYAFGS
RGDGEKASSA
QMLPKMNVAA
AINEQMSRSM
ILWVYDCNQK
SPKEDNQSKE
GTLISETKEI
SGQIPAILYR
LIHVNEKSCLR
LGNQSPMKKS
LLSEMDKQGT
KRDFLSNSWT
DEMEVEPPRTL
QQQHKWETLE
NGTNAHRGQI
SPSDNSSNHS
IEIGATEIHP
FNYGSSNLFH
NEACSNALVA
SVEMRPLISS

MILPGNCVEF
EDLSTISETI
ELNTITEALR
KMCFKAITFM
IPPPAHKRVM
WYPTEAWCLQ
STTKSESPNK
TAGVVGGGAT
KAGDSPNNSG
AGSGASCLAN
SNATQNAFFK
GRQQLSKEQK
LPPALRSLVY
MRIVHPGCGK
TTTLIANSDI
HSRVGLRING
LANFDQPNPP
LVPDHMLIAT
RSAMKRSLRI
SHMITESLHT
EAKEPSTKDL
LIHIDNSRDI
MCGSGDQLTN
QNALGMDTSA
ESKTDATSER
DILGVHRLEP

HMHMISAEHTT

PPLIKEQLLL
CSCHTLNALQ
IQPMLCSKAL
GDTGKMLEAT
SDGTYLYLLL
NMLPIREGEN
QILKIQASYN
DGIHALLVND
DSQGEVSDES
DESNLCDYDD
TKDSNEQLNR
NQFGQLGTGD
AQFREALVNS
NEKTILMIPT
HEARNQMFDL
KVLSYNVLAS
QRDNQYQICN
PFECPARSKY
LITQESKQFEP
LLRKYTNEIY
NMENIQLAEC
LHSRLLSAIL
FKDVLMRLLD
HSSGSREARC
SVSGTYDQTV
PCILYYSTPI
QTIDSEHNIT
KDLMIEESSS
TLLPLVYAHI
AASSNPPNDH
EMCHANEDYY

SLETSSLYAQ
STHETLLSKG
YGWPTQITVT
KPYTNYSFEE
KNHHTPNELR
YNQHLAKTLL
KMFDFPNNAL
KLOALQKWFK
RSADTSAENS
EAAALKESDI
SMPAAKKTTM
AQQRHSVEVA
LWEHICSNCV
SAKGKGYNSV
YNTMRENATF
KLGGNVLLRK
SCMTSSTGTL
SYVQKTHHGP
ATCRNYSLQA
FLQSVADLTL
YAVPDAGGKI
ONKVSTVAFY
PYDLAGTSSS
NSILADSLDL
GRTADTYCFE
SDYNIAHQIA

AFAFRNSFSDT

CPAFPVAHIE
QVGGANGAGY
KALLDVIQGQ
AALIMSPRHL
GGALLEIGTG
YTLFTDEDSL
IFEPKIPNDV
DGTVYFAGTA
DQHIQRVSLG
HSVVQGQCRV
QRSKSLIMRR
MQPVSGPVRYV
ESLPERATVA
IPLTFSAISI
QDNHMHNPESS
EIQQSGMNSS
RFDNEGGGWG
HILLPRAVSI
APVDIDPVER
PQYGTSDEIA
IGNVRAMLIG
AGLCSPTVEL
IIANPIRDRL
DQSRTWNTGS
VONDMAEVEF
KSETNGCNGG
PIEEHMDINW
IHDLNFRNGQ
ANLACNDAKS
SPTSDIPTTS

DILDNNVKSH
—

DPRVNREFGFK
LALAEPDLTI
IRDQYGDAIV
LRYNSPIQTR
KFYTENTAGL
HPVIENTPGP
KPVEFPHVST
GDNEPHSGGR
ILODSSNSGR
SNLEEEMSLM
GPIKRAMPPS
NAGNYLNIRP
HIVQSNSLNQ
GIFCEGWAGN
LLELSSNVSN
SFTAGACSPE
SKFHRSYSMG
EVGADSITSA
LNWLLRSVTQ
HLPLGSPLQR
IYYSDLNGHF
GGQSLEDTSL
QGHAFKYNMK
REHMVGILES
MLSMVLALSG
IDFDMDSLGL

FEVEFRYRERLM
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PP P P R e

proteins

SupRarting\Reptdesi iy EYKKETTENL NQRWFLNGVI PTKQAESIIS LIRDLATGKL

Peptide

9pig 1 $NeP) Mass 1 PR 7T EE

L.DNNVK.S

BirRE 1) Sean ¥ Spec TSttt Fpd P TMHDDGETSA
Y 21.61 | 588.2867|1822.9|590.3664|1|23.96| 1744 1

2474|2478

=gV il
tat_arf_pepgi&/efs\.qﬂnﬂnﬂn TR VELOESLLGHRT

ELEFWLLATL

SETLFGMVEF RDGSHTIISG

")_ C\?:-(- \\itli?]g%r%%%g&m TRPCGHVCGE

DRYAYYVCFE CQEAYYGGEA
TCHDDEFQRLT NIPENELPQC

GVVNEEKECLP
TEFGEFSLCPIC
RCDVEIGEEF
PAGPKAEQLM

CLQHVCHARE NNVADGLNDP
FADIFHPMLA EILEPINALK
NFEELVCGGC SDVARAQMCP
GEECFLHVIH PPTGEEFALG

GEKWSQMTKA
IIQCESCGSL
AQDSVGRCRF
KLTQDADDMC
QDVKRKAQMR
KHGTDFLEYK
CGVCRNAQTF

ATAEAVLNLT
CGDCDRFLHL
CGITGNSGLL
MICFVEALAC
IEYEGIVEDT
CRYCCSVAVFE

RLDEIFRCFE
NEETRTHERT
EIGNVCADAQ
APSIQLECGH
ESRDLTNLAM
FCFGTTHECD
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