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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1541
# of MS/MS Scans 4028

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 69
Peptide Sequences 69

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 8 C

Pyro-glu from Q -17.03 3 N-term

Oxidation 15.99 3 M

Acetylation 42.01 1 Protein N-term

Deamidation .98 1 Q

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 20
Proteins 97
Proteins (#Unique Peptides) 10 (>2); 6 (=2); 81 (=1);
FDR (Peptide-Spectrum Matches) 47.8%
FDR (Peptide Sequences) 47.8%
FDR (Protein) 14.4%
De Novo Only Spectra 43

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
LTQ 57 10 2 0 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 92
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: IT_douglas_3_20170921_03.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID/ECD
MS Scan Mode: Linear Ion Trap
MS/MS Scan Mode: Linear Ion Trap

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

4 78957 tr|E2DV16|E2DV16_9HYME 117.80 16 5 3 Y 53582 Sodium/potassium-transporting ATPase subunit alpha (Frag
ment) OS=Townsendiella sp. JS-2010 PE=3 SV=1

3 4599 tr|A0A182J1K8|A0A182J1K8_9DIPT 113.14 14 4 4 Y 49908 Tubulin alpha chain OS=Anopheles atroparvus PE=3 SV=1

3 4601 tr|Q7PUE2|Q7PUE2_ANOGA 113.14 14 4 4 Y 49908 Tubulin alpha chain OS=Anopheles gambiae GN=1281950 P
E=3 SV=5

3 4595 tr|A7UIK9|A7UIK9_MONAT 113.14 14 4 4 Y 49908 Tubulin alpha chain OS=Monochamus alternatus PE=2 SV=
1

5 36913 tr|A0A0R1E113|A0A0R1E113_DROYA 101.27 5 3 1 Y 111160 Sodium/potassium-transporting ATPase subunit alpha OS=D
rosophila yakuba GN=Dyak\GE25699 PE=3 SV=1

2 11772 tr|A0A0P6CE35|A0A0P6CE35_9CRUS 77.77 15 5 5 Y 32931 ADP/ATP translocase OS=Daphnia magna PE=3 SV=1

1 36579 tr|A0A1W4W573|A0A1W4W573_AGRPL 74.53 13 4 4 Y 32970 prohibitin-2 isoform X2 OS=Agrilus planipennis GN=LOC108
732799 PE=4 SV=1

1 36584 tr|A0A1Y1M0C5|A0A1Y1M0C5_PHOPY 74.53 13 4 4 Y 33089 Uncharacterized protein OS=Photinus pyralis PE=4 SV=1

1 36587 tr|A0A151X2A0|A0A151X2A0_9HYME 74.53 13 4 4 Y 33532 Prohibitin-2 OS=Trachymyrmex zeteki GN=ALC60_06697 P
E=4 SV=1

1 36588 tr|A0A1W4W553|A0A1W4W553_AGRPL 74.53 13 4 4 Y 33255 prohibitin-2 isoform X1 OS=Agrilus planipennis GN=LOC108
732799 PE=4 SV=1

1 36591 tr|A0A067QGU8|A0A067QGU8_ZOONE 74.53 12 4 4 Y 35988 Prohibitin-2 OS=Zootermopsis nevadensis GN=L798_03226
PE=4 SV=1

total 97 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php


16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html 3/53

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

18 36538 tr|V9IID0|V9IID0_APICE 70.05 4 1 1 Y 53350 Mitochondrial-processing peptidase subunit beta OS=Apis c
erana GN=ACCB10194 PE=2 SV=1

18 78964 tr|A0A088A820|A0A088A820_APIME 70.05 4 1 1 Y 53349 Uncharacterized protein OS=Apis mellifera GN=LOC410022
PE=3 SV=1

18 36537 tr|A0A0L7RBG9|A0A0L7RBG9_9HYME 70.05 4 1 1 Y 48763 Mitochondrial-processing peptidase subunit beta OS=Habro
poda laboriosa GN=WH47_03430 PE=3 SV=1

12 22030 tr|A0A151J3L9|A0A151J3L9_9HYME 67.30 3 1 1 N 59328 ATP synthase subunit alpha OS=Trachymyrmex cornetzi GN
=ALC57_10733 PE=3 SV=1

12 22029 tr|A0A1B0C955|A0A1B0C955_LUTLO 67.30 3 1 1 N 58520 ATP synthase subunit alpha OS=Lutzomyia longipalpis PE=3
SV=1

12 22035 tr|A0A1L8E154|A0A1L8E154_9DIPT 67.30 3 1 1 N 59331 ATP synthase subunit alpha OS=Nyssomyia neivai PE=3 SV
=1

12 22036 tr|A0A182XJA6|A0A182XJA6_ANOQN 67.30 3 1 1 N 59401 ATP synthase subunit alpha OS=Anopheles quadriannulatus
PE=3 SV=1

12 22039 tr|A0A1J1J483|A0A1J1J483_9DIPT 67.30 3 1 1 N 59428 ATP synthase subunit alpha OS=Clunio marinus GN=CLUMA
_CG020197 PE=3 SV=1

12 22040 tr|A0A182N7Z7|A0A182N7Z7_9DIPT 67.30 3 1 1 N 59387 ATP synthase subunit alpha OS=Anopheles dirus PE=3 SV=
1

12 22041 tr|Q7PHI8|Q7PHI8_ANOGA 67.30 3 1 1 N 59452 ATP synthase subunit alpha OS=Anopheles gambiae GN=12
74812 PE=3 SV=2

12 22044 tr|S4VDE6|S4VDE6_LOCMI 67.30 3 1 1 N 59564 ATP synthase subunit alpha OS=Locusta migratoria manilen
sis GN=atp5a1 PE=2 SV=1

12 22050 tr|A0A1B6KWM9|A0A1B6KWM9_9HEMI 67.30 3 1 1 N 61429 ATP synthase subunit alpha (Fragment) OS=Graphocephala
atropunctata GN=g.30172 PE=3 SV=1

12 22062 tr|A0A1B0D1L3|A0A1B0D1L3_PHLPP 67.30 5 1 1 N 34054 Uncharacterized protein OS=Phlebotomus papatasi PE=4 SV
=1

12 22043 tr|A0A067QI29|A0A067QI29_ZOONE 67.30 3 1 1 N 59515 ATP synthase subunit alpha OS=Zootermopsis nevadensis G
N=L798_03658 PE=3 SV=1

12 22026 tr|B4QHN0|B4QHN0_DROSI 67.30 3 1 1 N 51137 GD11704 OS=Drosophila simulans GN=Dsim\GD11704 PE=
3 SV=1

12 22027 tr|A0A182TC06|A0A182TC06_9DIPT 67.30 3 1 1 N 53866 Uncharacterized protein OS=Anopheles maculatus PE=3 SV
=1

12 22028 tr|A0A182YNR5|A0A182YNR5_ANOST 67.30 3 1 1 N 57574 ATP synthase subunit alpha OS=Anopheles stephensi PE=3
SV=1

12 22033 tr|B4LIV0|B4LIV0_DROVI 67.30 3 1 1 N 59176 ATP synthase subunit alpha OS=Drosophila virilis GN=Dvir
\GJ22050 PE=3 SV=1

12 22034 tr|A0A0M4EW76|A0A0M4EW76_DROBS 67.30 3 1 1 N 59338 ATP synthase subunit alpha OS=Drosophila busckii GN=Dbu
s_chr2Rg1866 PE=3 SV=1

12 22031 tr|A0A151XGV4|A0A151XGV4_9HYME 67.30 3 1 1 N 59635 ATP synthase subunit alpha OS=Trachymyrmex zeteki GN=
ALC60_01388 PE=3 SV=1

12 22032 tr|A0A195CV10|A0A195CV10_9HYME 67.30 3 1 1 N 59555 ATP synthase subunit alpha OS=Cyphomyrmex costatus GN
=ALC62_04768 PE=3 SV=1

12 21998 tr|A0A087ZQI5|A0A087ZQI5_APIME 67.30 3 1 1 N 59512 ATP synthase subunit alpha OS=Apis mellifera GN=Atp5a1 P
E=3 SV=1

12 21999 tr|A0A0N0BIY2|A0A0N0BIY2_9HYME 67.30 3 1 1 N 59519 ATP synthase subunit alpha OS=Melipona quadrifasciata GN
=WN51_07748 PE=3 SV=1

12 22000 tr|V9IFD6|V9IFD6_APICE 67.30 3 1 1 N 59526 ATP synthase subunit alpha OS=Apis cerana GN=ACCB0472
4 PE=2 SV=1

12 22048 tr|A0A0J9RIM8|A0A0J9RIM8_DROSI 67.30 3 1 1 N 59438 ATP synthase subunit alpha OS=Drosophila simulans GN=D
sim\GD11704 PE=3 SV=1

12 22049 tr|A0A1A9WYG7|A0A1A9WYG7_9MUSC 67.30 3 1 1 N 59478 ATP synthase subunit alpha OS=Glossina brevipalpis PE=3
SV=1

12 78965 tr|A0A1B0BN74|A0A1B0BN74_9MUSC 67.30 3 1 1 N 59476 ATP synthase subunit alpha OS=Glossina palpalis gambiensi
s PE=3 SV=1

12 22037 tr|A0A182FH95|A0A182FH95_ANOAL 67.30 3 1 1 N 59383 ATP synthase subunit alpha OS=Anopheles albimanus PE=3
SV=1

12 22038 tr|W5J4R5|W5J4R5_ANODA 67.30 3 1 1 N 59383 ATP synthase subunit alpha OS=Anopheles darlingi GN=AN
D_008921 PE=3 SV=1

12 22042 tr|A0A069DZ92|A0A069DZ92_9HEMI 67.30 3 1 1 N 59539 ATP synthase subunit alpha OS=Panstrongylus megistus PE
=2 SV=1

12 22046 tr|A0A182MRL5|A0A182MRL5_9DIPT 67.30 3 1 1 N 59343 ATP synthase subunit alpha OS=Anopheles culicifacies PE=3
SV=1

12 22047 tr|A0A1A9TPM8|A0A1A9TPM8_ANOST 67.30 3 1 1 N 59357 ATP synthase subunit alpha OS=Anopheles stephensi PE=3
SV=1

12 22051 tr|A0A232FBT4|A0A232FBT4_9HYME 67.30 3 1 1 N 61799 ATP synthase subunit alpha OS=Trichomalopsis sarcophaga
e GN=TSAR_007587 PE=3 SV=1

12 22045 tr|A0A0J7N062|A0A0J7N062_LASNI 67.30 3 1 1 N 59948 ATP synthase subunit alpha OS=Lasius niger GN=RF55_150
79 PE=3 SV=1

6 36527 tr|A0A0M4EGW1|A0A0M4EGW1_DROBS 66.29 7 2 2 N 30414 L-2-37Cc OS=Drosophila busckii GN=Dbus_chr3Lg30 PE=4
SV=1

6 36528 tr|B4M935|B4M935_DROVI 66.29 7 2 2 N 30412 Uncharacterized protein, isoform A OS=Drosophila virilis GN
=Dvir\GJ17994 PE=4 SV=1

6 36529 tr|B4Q9G9|B4Q9G9_DROSI 66.29 7 2 2 N 30384 GD21777 OS=Drosophila simulans GN=Dsim\GD21777 PE=
4 SV=1

6 36530 tr|D0QWC7|D0QWC7_DROMI 66.29 7 2 2 N 30392 GA10498 OS=Drosophila miranda GN=GA10498 PE=4 SV=
1

6 36531 tr|W8BWG2|W8BWG2_CERCA 66.29 7 2 2 N 30323 Protein l(2)37Cc OS=Ceratitis capitata GN=L2CC PE=2 SV=
1

11 36524 tr|A0A289ZEQ2|A0A289ZEQ2_EULVE 61.65 4 1 1 Y 35925 Mitochondrial lactate dehydrogenase A chain OS=Eulimnoga
mmarus verrucosus PE=2 SV=1

11 36539 tr|A0A1Y1K9I6|A0A1Y1K9I6_PHOPY 61.65 5 1 1 Y 25783 L-lactate dehydrogenase (Fragment) OS=Photinus pyralis P
E=3 SV=1

11 36525 tr|A0A0L7LHX0|A0A0L7LHX0_9NEOP 61.65 5 1 1 Y 26220 L-lactate dehydrogenase OS=Operophtera brumata GN=OB
RU01_08219 PE=3 SV=1

11 36540 tr|A0A0P6CBY2|A0A0P6CBY2_9CRUS 61.65 4 1 1 Y 30079 L-lactate dehydrogenase (Fragment) OS=Daphnia magna P
E=3 SV=1

7 36606 tr|A0A0K8RPB2|A0A0K8RPB2_IXORI 57.21 14 2 2 N 19878 Putative heteroproteinous nuclear ribonucleoprotein k (Frag
ment) OS=Ixodes ricinus PE=2 SV=1

19 36929 tr|H8WUA0|H8WUA0_9ARAC 42.76 19 1 1 N 6001 Histone H4 (Fragment) OS=Zalmoxis pygmaeus GN=H4 PE
=3 SV=1

20 78968 tr|A0A1B0CQK0|A0A1B0CQK0_LUTLO 41.03 12 1 1 N 7440 Histone H2B OS=Lutzomyia longipalpis PE=3 SV=1

total 97 proteins
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21 36535 tr|A0A0A9YXM3|A0A0A9YXM3_LYGHE 38.71 3 1 1 Y 41634 Triosephosphate isomerase OS=Lygus hesperus GN=Tpi PE
=3 SV=1

14 36849 tr|A0A034WXL0|A0A034WXL0_RHIMP 36.78 2 1 1 N 55598 Heat shock protein 90 1 (Fragment) OS=Rhipicephalus micr
oplus PE=4 SV=1

14 36666 tr|A0A023FKD7|A0A023FKD7_9ACAR 36.78 1 1 1 N 85386 Putative heat shock protein hsp 90-alpha isoform 1 (Fragme
nt) OS=Amblyomma cajennense PE=2 SV=1

14 36855 tr|B5TGR4|B5TGR4_TRIVP 36.78 2 1 1 N 83013 90 kDa heat shock protein OS=Trialeurodes vaporariorum G
N=hsp90 PE=2 SV=1

14 36846 tr|A0A0P6CIM3|A0A0P6CIM3_9CRUS 36.78 9 1 1 N 14090 Heat shock HSP 90-alpha-like protein (Fragment) OS=Daph
nia magna PE=4 SV=1

14 36847 tr|A0A1P8LG21|A0A1P8LG21_9CUCU 36.78 5 1 1 N 23631 Heat shock protein (Fragment) OS=Dendroctonus armandi
GN=Hsp90-2 PE=2 SV=1

14 36848 tr|E2ILN7|E2ILN7_9CUCU 36.78 4 1 1 N 34142 Heat shock protein 90 (Fragment) OS=Cryptolaemus montr
ouzieri PE=2 SV=1

14 36850 tr|A0A087UN67|A0A087UN67_9ARAC 36.78 2 1 1 N 80063 Heat shock protein 83 (Fragment) OS=Stegodyphus mimos
arum GN=X975_24927 PE=3 SV=1

14 36851 tr|A0A0B4L0J0|A0A0B4L0J0_9CUCU 36.78 2 1 1 N 82121 Heat shock protein 90 OS=Lissorhoptrus oryzophilus GN=H
SP90b PE=2 SV=1

14 36852 tr|A0A1W4X044|A0A1W4X044_AGRPL 36.78 2 1 1 N 82659 heat shock protein 83-like OS=Agrilus planipennis GN=LOC
108737432 PE=3 SV=1

14 36853 tr|A0A1Z2RU91|A0A1Z2RU91_HERIL 36.78 2 1 1 N 82636 Heat shock protein 90 OS=Hermetia illucens PE=2 SV=1

14 36854 tr|H9B0B8|H9B0B8_9HYME 36.78 2 1 1 N 83332 Heat shock protein 90 OS=Quadrastichus erythrinae PE=2 S
V=1

14 36856 tr|A0A131Z059|A0A131Z059_RHIAP 36.78 2 1 1 N 83992 Molecular chaperone HtpG OS=Rhipicephalus appendiculatu
s PE=3 SV=1

14 36857 tr|A0A224YTX2|A0A224YTX2_9ACAR 36.78 2 1 1 N 83964 Molecular chaperone HtpG OS=Rhipicephalus zambeziensis
PE=3 SV=1

14 36858 tr|A0A0K8R8N9|A0A0K8R8N9_IXORI 36.78 2 1 1 N 84236 Putative heat shock protein hsp 90-alpha isoform 1 OS=Ixo
des ricinus PE=2 SV=1

14 36859 tr|B7QI01|B7QI01_IXOSC 36.78 2 1 1 N 84279 Hsp90 protein, putative OS=Ixodes scapularis GN=8041558
PE=3 SV=1

14 36669 tr|L7MEG0|L7MEG0_9ACAR 36.78 1 1 1 N 87541 Putative heat shock protein (Fragment) OS=Rhipicephalus p
ulchellus PE=2 SV=1

22 78998 tr|A0A2A3EHN0|A0A2A3EHN0_APICC 34.98 3 1 1 N 64484 Delta-1-pyrroline-5-carboxylate dehydrogenase OS=Apis ce
rana cerana GN=APICC_06300 PE=4 SV=1

22 78996 tr|V9IL90|V9IL90_APICE 34.98 4 1 1 N 63561 Delta-1-pyrroline-5-carboxylate dehydrogenase OS=Apis ce
rana GN=ACCB12403 PE=2 SV=1

22 78997 tr|A0A088A1I8|A0A088A1I8_APIME 34.98 4 1 1 N 63522 Uncharacterized protein OS=Apis mellifera GN=LOC551113
PE=4 SV=1

8 40434 tr|A0A0Q9XTW1|A0A0Q9XTW1_DROMO 24.15 0 1 1 N 197142 Uncharacterized protein, isoform M OS=Drosophila mojaven
sis GN=Dmoj\GI14008 PE=4 SV=1

8 39750 tr|A0A0P5C1N7|A0A0P5C1N7_9CRUS 24.15 0 1 1 N 635902 Putative Microtubule-actin cross-linking factor OS=Daphnia
magna PE=4 SV=1

8 80084 tr|A0A1B6LCG7|A0A1B6LCG7_9HEMI 24.15 2 1 1 N 34702 Uncharacterized protein (Fragment) OS=Graphocephala atr
opunctata GN=g.24431 PE=4 SV=1

8 82673 tr|A0A0Q5VMA2|A0A0Q5VMA2_DROER 24.15 0 1 1 N 618126 Uncharacterized protein, isoform G OS=Drosophila erecta G
N=Dere\GG22462 PE=4 SV=1

8 36559 tr|A0A1I8PMC0|A0A1I8PMC0_STOCA 24.15 0 1 1 N 994180 Uncharacterized protein OS=Stomoxys calcitrans GN=1060
87979 PE=4 SV=1

8 36533 tr|A0A0P9C0Q5|A0A0P9C0Q5_DROAN 24.15 0 1 1 N 988224 Uncharacterized protein, isoform W OS=Drosophila ananass
ae GN=Dana\GF11157 PE=4 SV=1

8 37166 tr|A0A0Q9WS80|A0A0Q9WS80_DROWI 24.15 0 1 1 N 984479 Uncharacterized protein, isoform G OS=Drosophila willistoni
GN=Dwil\GK17953 PE=4 SV=1

8 37169 tr|A0A0R1DVJ7|A0A0R1DVJ7_DROYA 24.15 0 1 1 N 1002729 Uncharacterized protein, isoform V OS=Drosophila yakuba
GN=Dyak\GE13333 PE=4 SV=1

8 37167 tr|A0A1I8MXA4|A0A1I8MXA4_MUSDO 24.15 0 1 1 N 994016 Uncharacterized protein OS=Musca domestica GN=1018938
93 PE=4 SV=1

8 82516 tr|A0A0J9U1A2|A0A0J9U1A2_DROSI 24.15 0 1 1 N 982574 Uncharacterized protein, isoform G OS=Drosophila simulans
GN=Dsim\GD25734 PE=4 SV=1

8 36617 tr|A0A1W4VPU6|A0A1W4VPU6_DROFC 24.15 0 1 1 N 1003103 microtubule-actin cross-linking factor 1 isoform X7 OS=Dro
sophila ficusphila GN=LOC108096522 PE=4 SV=1

8 36616 tr|A0A1W4VBG9|A0A1W4VBG9_DROFC 24.15 0 1 1 N 1003526 microtubule-actin cross-linking factor 1 isoform X8 OS=Dro
sophila ficusphila GN=LOC108096522 PE=4 SV=1

36 39097 tr|B4LHD0|B4LHD0_DROVI 22.67 0 2 1 N 369336 Uncharacterized protein OS=Drosophila virilis GN=Dvir\GJ1
2692 PE=4 SV=2

15 36906 tr|A0A293N017|A0A293N017_ORNER 22.09 4 1 1 N 24546 Caspase-3-like protein 2 (Uncharacterized protein) (Fragme
nt) OS=Ornithodoros erraticus PE=4 SV=1

15 36907 tr|A0A293N044|A0A293N044_ORNER 22.09 4 1 1 N 28676 Caspase-3-like protein 2 (Uncharacterized protein) (Fragme
nt) OS=Ornithodoros erraticus PE=4 SV=1

10 36875 tr|A0A0L0C4S2|A0A0L0C4S2_LUCCU 21.66 0 1 1 N 297672 Cadherin-related tumor suppressor OS=Lucilia cuprina GN=
FF38_09502 PE=4 SV=1

10 36876 tr|A0A1A9W0E4|A0A1A9W0E4_9MUSC 21.66 0 1 1 N 300161 Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=
1

10 36877 tr|A0A1I8MA30|A0A1I8MA30_MUSDO 21.66 0 1 1 N 378500 Uncharacterized protein OS=Musca domestica PE=4 SV=1

9 39345 tr|B4N084|B4N084_DROWI 21.61 0 1 1 N 113507 Alpha-mannosidase OS=Drosophila willistoni GN=Dwil\GK2
4528 PE=3 SV=1

9 41033 tr|A0A1I8NPG9|A0A1I8NPG9_STOCA 21.61 0 1 1 N 569745 Uncharacterized protein OS=Stomoxys calcitrans GN=1060
82007 PE=4 SV=1

total 97 proteins

tr|E2DV16|E2DV16_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLAFFSTNAVEGTAK.G N 59.61 1568.7834 523.3 785.8094 2 35.82 3064 1 134 148

K.NLEAVETLGSTSTIC(+57.02)SDK.T N 55.70 1923.9095 455.0 963.3998 2 33.46 2800 1 253 270 Carbamidomethylation

R.AEELVLGDVVEVK.F Y 50.45 1398.7605 742.1 700.9066 2 36.12 3098 1 75 87

R.M(+15.99)TVAHMWFDNQIIEADTTEDQSGLQYDR.T Y 38.71 3329.4604 68.6 1110.9036 3 37.27 3228 1 279 306 Oxidation (M)

K.LMLRAA(sub E)ELVLGDVVEVK.F Y 19.21 1854.0648 465.5 928.4712 2 37.91 3300 1 71 87 Mutation

total 5 peptides

tr|A0A182J1K8|A0A182J1K8_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AVC(+57.02)MLSNTTAIAEAWAR.L Y 63.18 1863.8971 -21.0 932.9363 2 38.35 3349 1 374 390 Carbamidomethylation

R.LIGQIVSSITASLR.F Y 58.69 1456.8613 166.1 729.5589 2 41.05 3654 1 230 243

K.DVNAAIATIK.T Y 42.67 1014.5709 235.1 508.4120 2 31.46 2576 1 327 336

K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C Y 25.52 2765.2788 448.0 923.1798 3 35.01 2973 1 281 304 Carbamidomethylation; Oxidation (M)

K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y 24.31 2749.2839 308.5 917.7180 3 36.13 3099 1 281 304 Carbamidomethylation

total 5 peptides

tr|Q7PUE2|Q7PUE2_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AVC(+57.02)MLSNTTAIAEAWAR.L Y 63.18 1863.8971 -21.0 932.9363 2 38.35 3349 1 374 390 Carbamidomethylation

R.LIGQIVSSITASLR.F Y 58.69 1456.8613 166.1 729.5589 2 41.05 3654 1 230 243

K.DVNAAIATIK.T Y 42.67 1014.5709 235.1 508.4120 2 31.46 2576 1 327 336

K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C Y 25.52 2765.2788 448.0 923.1798 3 35.01 2973 1 281 304 Carbamidomethylation; Oxidation (M)

K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y 24.31 2749.2839 308.5 917.7180 3 36.13 3099 1 281 304 Carbamidomethylation

total 5 peptides

tr|A7UIK9|A7UIK9_MONAT back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AVC(+57.02)MLSNTTAIAEAWAR.L Y 63.18 1863.8971 -21.0 932.9363 2 38.35 3349 1 374 390 Carbamidomethylation

R.LIGQIVSSITASLR.F Y 58.69 1456.8613 166.1 729.5589 2 41.05 3654 1 230 243

K.DVNAAIATIK.T Y 42.67 1014.5709 235.1 508.4120 2 31.46 2576 1 327 336

K.AYHEQLSVAEITNAC(+57.02)FEPANQM(+15.99)VK.C Y 25.52 2765.2788 448.0 923.1798 3 35.01 2973 1 281 304 Carbamidomethylation; Oxidation (M)

K.AYHEQLSVAEITNAC(+57.02)FEPANQMVK.C Y 24.31 2749.2839 308.5 917.7180 3 36.13 3099 1 281 304 Carbamidomethylation

total 5 peptides

tr|A0A0R1E113|A0A0R1E113_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLAFFSTNAVEGTAK.G N 59.61 1568.7834 523.3 785.8094 2 35.82 3064 1 220 234

K.NLEAVETLGSTSTIC(+57.02)SDK.T N 55.70 1923.9095 455.0 963.3998 2 33.46 2800 1 339 356 Carbamidomethylation

K.KADIGVAMGIAGSDVSK.Q Y 41.41 1617.8396 -24.2 809.9075 2 31.86 2620 1 706 722

total 3 peptides

tr|A0A0P6CE35|A0A0P6CE35_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.T(+42.01)DAAVSFAK.D Y 41.70 950.4709 -120.0 951.3641 1 31.91 2627 1 2 10 Acetylation (Protein N-term)

G.FNVSVQGIIIYR.A Y 35.92 1407.7874 17.5 704.9133 2 37.95 3304 1 177 188

K.IYKSDGIK.G Y 27.01 922.5123 -58.0 462.2367 2 24.26 1777 1 164 171

K.TAVAPIER.V Y 20.32 855.4814 -65.7 856.4325 1 26.64 2037 1 24 31

total 5 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.MM(+15.99)M(+15.99)QSGR.K Y 20.09 871.3351 776.6 437.0132 2 22.28 1578 1 238 244 Oxidation (M)

total 5 peptides

tr|A0A1W4W573|A0A1W4W573_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QVAQQEAQR.A Y 40.62 1056.5312 153.3 529.3539 2 22.95 1645 1 202 210

K.Q(-17.03)VAQQEAQ(+.98)R.A Y 34.21 1040.4886 104.9 521.3062 2 25.80 1943 1 202 210 Pyro-glu from Q; Deamidation (NQ)

Q.Q(-17.03)KIVQAEGEAEAAK.M Y 33.78 1453.7412 -46.6 727.8440 2 28.51 2245 1 224 237 Pyro-glu from Q

R.NPGYLK.L Y 32.94 690.3701 -166.1 691.2626 1 25.29 1890 1 246 251

K.EYTAAVEAK.Q Y 24.15 980.4814 323.4 491.4066 2 26.13 1981 1 193 201

K.Q(-17.03)VAQQEAQR.A Y 20.21 1039.5046 -46.3 1040.4637 1 25.23 1883 1 202 210 Pyro-glu from Q

total 6 peptides

tr|A0A1Y1M0C5|A0A1Y1M0C5_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QVAQQEAQR.A Y 40.62 1056.5312 153.3 529.3539 2 22.95 1645 1 202 210

K.Q(-17.03)VAQQEAQ(+.98)R.A Y 34.21 1040.4886 104.9 521.3062 2 25.80 1943 1 202 210 Pyro-glu from Q; Deamidation (NQ)

Q.Q(-17.03)KIVQAEGEAEAAK.M Y 33.78 1453.7412 -46.6 727.8440 2 28.51 2245 1 224 237 Pyro-glu from Q

L.NPGYLK.L Y 32.94 690.3701 -166.1 691.2626 1 25.29 1890 1 246 251

K.EYTAAVEAK.Q Y 24.15 980.4814 323.4 491.4066 2 26.13 1981 1 193 201

K.Q(-17.03)VAQQEAQR.A Y 20.21 1039.5046 -46.3 1040.4637 1 25.23 1883 1 202 210 Pyro-glu from Q

total 6 peptides

tr|A0A151X2A0|A0A151X2A0_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QVAQQEAQR.A Y 40.62 1056.5312 153.3 529.3539 2 22.95 1645 1 201 209

K.Q(-17.03)VAQQEAQ(+.98)R.A Y 34.21 1040.4886 104.9 521.3062 2 25.80 1943 1 201 209 Pyro-glu from Q; Deamidation (NQ)

Q.Q(-17.03)KIVQAEGEAEAAK.M Y 33.78 1453.7412 -46.6 727.8440 2 28.51 2245 1 223 236 Pyro-glu from Q

Q.NPGYLK.L Y 32.94 690.3701 -166.1 691.2626 1 25.29 1890 1 247 252

K.EYTAAVEAK.Q Y 24.15 980.4814 323.4 491.4066 2 26.13 1981 1 192 200

K.Q(-17.03)VAQQEAQR.A Y 20.21 1039.5046 -46.3 1040.4637 1 25.23 1883 1 201 209 Pyro-glu from Q

total 6 peptides

tr|A0A1W4W553|A0A1W4W553_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QVAQQEAQR.A Y 40.62 1056.5312 153.3 529.3539 2 22.95 1645 1 202 210

K.Q(-17.03)VAQQEAQ(+.98)R.A Y 34.21 1040.4886 104.9 521.3062 2 25.80 1943 1 202 210 Pyro-glu from Q; Deamidation (NQ)

Q.Q(-17.03)KIVQAEGEAEAAK.M Y 33.78 1453.7412 -46.6 727.8440 2 28.51 2245 1 224 237 Pyro-glu from Q

R.NPGYLK.L Y 32.94 690.3701 -166.1 691.2626 1 25.29 1890 1 246 251

K.EYTAAVEAK.Q Y 24.15 980.4814 323.4 491.4066 2 26.13 1981 1 193 201

K.Q(-17.03)VAQQEAQR.A Y 20.21 1039.5046 -46.3 1040.4637 1 25.23 1883 1 202 210 Pyro-glu from Q

total 6 peptides

tr|A0A067QGU8|A0A067QGU8_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.QVAQQEAQR.A Y 40.62 1056.5312 153.3 529.3539 2 22.95 1645 1 201 209

K.Q(-17.03)VAQQEAQ(+.98)R.A Y 34.21 1040.4886 104.9 521.3062 2 25.80 1943 1 201 209 Pyro-glu from Q; Deamidation (NQ)

Q.Q(-17.03)KIVQAEGEAEAAK.M Y 33.78 1453.7412 -46.6 727.8440 2 28.51 2245 1 223 236 Pyro-glu from Q

Q.NPGYLK.L Y 32.94 690.3701 -166.1 691.2626 1 25.29 1890 1 245 250

K.EYTAAVEAK.Q Y 24.15 980.4814 323.4 491.4066 2 26.13 1981 1 192 200

K.Q(-17.03)VAQQEAQR.A Y 20.21 1039.5046 -46.3 1040.4637 1 25.23 1883 1 201 209 Pyro-glu from Q

total 6 peptides

tr|V9IID0|V9IID0_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TNMLLQLDGTTAIC(+57.02)EDIGR.Q Y 70.05 2120.0242 -78.4 1060.9363 2 38.04 3314 1 394 412 Carbamidomethylation

total 1 peptides

tr|A0A088A820|A0A088A820_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TNMLLQLDGTTAIC(+57.02)EDIGR.Q Y 70.05 2120.0242 -78.4 1060.9363 2 38.04 3314 1 394 412 Carbamidomethylation

total 1 peptides

tr|A0A0L7RBG9|A0A0L7RBG9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.TNMLLQLDGTTAIC(+57.02)EDIGR.Q Y 70.05 2120.0242 -78.4 1060.9363 2 38.04 3314 1 353 371 Carbamidomethylation

total 1 peptides

tr|A0A151J3L9|A0A151J3L9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 83 97

total 1 peptides

tr|A0A1B0C955|A0A1B0C955_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 86 100

total 1 peptides

tr|A0A1L8E154|A0A1L8E154_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 86 100

total 1 peptides

tr|A0A182XJA6|A0A182XJA6_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A1J1J483|A0A1J1J483_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A182N7Z7|A0A182N7Z7_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|Q7PHI8|Q7PHI8_ANOGA back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|S4VDE6|S4VDE6_LOCMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A1B6KWM9|A0A1B6KWM9_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 104 118

total 1 peptides

tr|A0A1B0D1L3|A0A1B0D1L3_PHLPP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 85 99

total 1 peptides

tr|A0A067QI29|A0A067QI29_ZOONE back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|B4QHN0|B4QHN0_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 88 102

total 1 peptides

tr|A0A182TC06|A0A182TC06_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 65 79

total 1 peptides

tr|A0A182YNR5|A0A182YNR5_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 69 83

total 1 peptides

tr|B4LIV0|B4LIV0_DROVI back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 86 100

total 1 peptides

tr|A0A0M4EW76|A0A0M4EW76_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 86 100

total 1 peptides

tr|A0A151XGV4|A0A151XGV4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 84 98

total 1 peptides

tr|A0A195CV10|A0A195CV10_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 84 98

total 1 peptides
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tr|A0A087ZQI5|A0A087ZQI5_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 83 97

total 1 peptides

tr|A0A0N0BIY2|A0A0N0BIY2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 83 97

total 1 peptides

tr|V9IFD6|V9IFD6_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 83 97

total 1 peptides

tr|A0A0J9RIM8|A0A0J9RIM8_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 88 102

total 1 peptides

tr|A0A1A9WYG7|A0A1A9WYG7_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 88 102

total 1 peptides

tr|A0A1B0BN74|A0A1B0BN74_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 88 102

total 1 peptides

tr|A0A182FH95|A0A182FH95_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|W5J4R5|W5J4R5_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html 16/53

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A069DZ92|A0A069DZ92_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A182MRL5|A0A182MRL5_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A1A9TPM8|A0A1A9TPM8_ANOST back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 87 101

total 1 peptides

tr|A0A232FBT4|A0A232FBT4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 82 96

total 1 peptides

tr|A0A0J7N062|A0A0J7N062_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NIQADEMVEFSSGLK.G Y 67.30 1666.7872 -24.7 834.3803 2 35.91 3074 1 84 98

total 1 peptides

tr|A0A0M4EGW1|A0A0M4EGW1_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NVPVITGSK.D Y 49.00 913.5233 -60.4 914.4753 1 27.90 2178 1 75 83

R.FVVEKAEQQK.L Y 34.57 1204.6451 148.3 603.4192 2 25.62 1924 1 198 207

total 2 peptides

tr|B4M935|B4M935_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NVPVITGSK.D Y 49.00 913.5233 -60.4 914.4753 1 27.90 2178 1 75 83

R.FVVEKAEQQK.L Y 34.57 1204.6451 148.3 603.4192 2 25.62 1924 1 198 207

total 2 peptides

tr|B4Q9G9|B4Q9G9_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NVPVITGSK.D Y 49.00 913.5233 -60.4 914.4753 1 27.90 2178 1 75 83

R.FVVEKAEQQK.L Y 34.57 1204.6451 148.3 603.4192 2 25.62 1924 1 198 207

total 2 peptides

tr|D0QWC7|D0QWC7_DROMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NVPVITGSK.D Y 49.00 913.5233 -60.4 914.4753 1 27.90 2178 1 75 83

R.FVVEKAEQQK.L Y 34.57 1204.6451 148.3 603.4192 2 25.62 1924 1 198 207

total 2 peptides

tr|W8BWG2|W8BWG2_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.NVPVITGSK.D Y 49.00 913.5233 -60.4 914.4753 1 27.90 2178 1 75 83

R.FVVEKAEQQK.L Y 34.57 1204.6451 148.3 603.4192 2 25.62 1924 1 198 207

total 2 peptides

tr|A0A289ZEQ2|A0A289ZEQ2_EULVE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VIGSGC(+57.02)NLDSAR.F Y 61.65 1247.5928 173.8 624.9121 2 27.64 2149 1 159 170 Carbamidomethylation

total 1 peptides

tr|A0A1Y1K9I6|A0A1Y1K9I6_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.VIGSGC(+57.02)NLDSAR.L Y 61.65 1247.5928 173.8 624.9121 2 27.64 2149 1 62 73 Carbamidomethylation

total 1 peptides

tr|A0A0L7LHX0|A0A0L7LHX0_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VIGSGC(+57.02)NLDSAR.F Y 61.65 1247.5928 173.8 624.9121 2 27.64 2149 1 81 92 Carbamidomethylation

total 1 peptides

tr|A0A0P6CBY2|A0A0P6CBY2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VIGSGC(+57.02)NLDSAR.F Y 61.65 1247.5928 173.8 624.9121 2 27.64 2149 1 158 169 Carbamidomethylation

total 1 peptides

tr|A0A0K8RPB2|A0A0K8RPB2_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TDYNASVSVPDSSGPER.I Y 40.60 1779.7911 -141.7 890.7767 2 29.41 2346 1 127 143

K.NAGAVIGK.G Y 33.20 728.4181 -24.1 729.4078 1 24.61 1815 1 110 117

total 2 peptides

tr|H8WUA0|H8WUA0_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.ISGLIYEETR.G Y 42.76 1179.6135 160.1 590.9084 2 32.09 2647 1 16 25

total 1 peptides

tr|A0A1B0CQK0|A0A1B0CQK0_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HAVSEGTK.A Y 41.03 827.4137 818.6 415.0528 2 2.23 160 1 51 58

total 1 peptides

tr|A0A0A9YXM3|A0A0A9YXM3_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.IIYGGSVTKDNC(+57.02).R Y 38.71 1325.6285 42.5 663.8497 2 29.18 2321 1 306 317 Carbamidomethylation

total 1 peptides

tr|A0A034WXL0|A0A034WXL0_RHIMP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 242 252

total 1 peptides

tr|A0A023FKD7|A0A023FKD7_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 509 519

total 1 peptides

tr|B5TGR4|B5TGR4_TRIVP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 490 500

total 1 peptides

tr|A0A0P6CIM3|A0A0P6CIM3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.L Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 58 68

total 1 peptides

tr|A0A1P8LG21|A0A1P8LG21_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 179 189

total 1 peptides

tr|E2ILN7|E2ILN7_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 181 191

total 1 peptides

tr|A0A087UN67|A0A087UN67_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 485 495

total 1 peptides

tr|A0A0B4L0J0|A0A0B4L0J0_9CUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 486 496

total 1 peptides

tr|A0A1W4X044|A0A1W4X044_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 485 495

total 1 peptides

tr|A0A1Z2RU91|A0A1Z2RU91_HERIL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 487 497

total 1 peptides

tr|H9B0B8|H9B0B8_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 490 500

total 1 peptides

tr|A0A131Z059|A0A131Z059_RHIAP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 493 503

total 1 peptides

tr|A0A224YTX2|A0A224YTX2_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 493 503

total 1 peptides

tr|A0A0K8R8N9|A0A0K8R8N9_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 495 505

total 1 peptides

tr|B7QI01|B7QI01_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 495 505

total 1 peptides

tr|L7MEG0|L7MEG0_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.DQVANSAFVER.V Y 36.78 1234.5942 12.3 618.3120 2 29.14 2316 1 527 537

total 1 peptides

tr|A0A2A3EHN0|A0A2A3EHN0_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NYHFVHASADVESVVNGTIK.S Y 34.98 2186.0757 485.7 730.0531 3 33.96 2856 1 323 342

total 1 peptides

tr|V9IL90|V9IL90_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NYHFVHASADVESVVNGTIK.S Y 34.98 2186.0757 485.7 730.0531 3 33.96 2856 1 323 342

total 1 peptides

tr|A0A088A1I8|A0A088A1I8_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NYHFVHASADVESVVNGTIK.S Y 34.98 2186.0757 485.7 730.0531 3 33.96 2856 1 323 342

total 1 peptides

tr|A0A0Q9XTW1|A0A0Q9XTW1_DROMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.SPPRR.I Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1389 1393

total 1 peptides

tr|A0A0P5C1N7|A0A0P5C1N7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.SPPRR.S Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1395 1399

total 1 peptides

tr|A0A1B6LCG7|A0A1B6LCG7_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SPPRR.R Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 269 273

total 1 peptides

tr|A0A0Q5VMA2|A0A0Q5VMA2_DROER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1298 1302

total 1 peptides

tr|A0A1I8PMC0|A0A1I8PMC0_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1365 1369

total 1 peptides

tr|A0A0P9C0Q5|A0A0P9C0Q5_DROAN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1350 1354

total 1 peptides

tr|A0A0Q9WS80|A0A0Q9WS80_DROWI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html 35/53



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html 36/53

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1349 1353

total 1 peptides

tr|A0A0R1DVJ7|A0A0R1DVJ7_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1422 1426

total 1 peptides

tr|A0A1I8MXA4|A0A1I8MXA4_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1393 1397

total 1 peptides

tr|A0A0J9U1A2|A0A0J9U1A2_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1272 1276

total 1 peptides

tr|A0A1W4VPU6|A0A1W4VPU6_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1431 1435

total 1 peptides

tr|A0A1W4VBG9|A0A1W4VBG9_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SPPRR.D Y 24.15 611.3503 26.1 612.3736 1 50.03 4673 1 1431 1435

total 1 peptides

tr|B4LHD0|B4LHD0_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.APASS.P Y 15.15 431.2016 -2258.5 431.2350 1 39.71 3502 2 3312 3316

G.IGATA.A N 15.02 431.2380 2589.0 433.3617 1 14.06 998 2 2242 2246

total 2 peptides

tr|A0A293N017|A0A293N017_ORNER back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.VFTQNINDR.K Y 22.09 1105.5516 49.4 553.8104 2 24.22 1771 1 150 158

total 1 peptides

tr|A0A293N044|A0A293N044_ORNER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.VFTQNINDR.K Y 22.09 1105.5516 49.4 553.8104 2 24.22 1771 1 186 194

total 1 peptides

tr|A0A0L0C4S2|A0A0L0C4S2_LUCCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.NLLDKNDNPPK.F Y 21.66 1266.6567 4.7 634.3386 2 27.99 2188 1 439 449

total 1 peptides

tr|A0A1A9W0E4|A0A1A9W0E4_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:19 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/ltq-p3/protein.html 49/53

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.NLLDKNDNPPK.F Y 21.66 1266.6567 4.7 634.3386 2 27.99 2188 1 453 463

total 1 peptides

tr|A0A1I8MA30|A0A1I8MA30_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.NLLDKNDNPPK.F Y 21.66 1266.6567 4.7 634.3386 2 27.99 2188 1 1160 1170

total 1 peptides

tr|B4N084|B4N084_DROWI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.DNNVK.S Y 21.61 588.2867 1822.9 590.3664 1 23.96 1744 1 258 262

total 1 peptides

tr|A0A1I8NPG9|A0A1I8NPG9_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.DNNVK.S Y 21.61 588.2867 1822.9 590.3664 1 23.96 1744 1 2474 2478

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)


