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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1552
# of MS/MS Scans 4087

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 74
Peptide Sequences 67

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 5 C

Oxidation 15.99 2 M

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 17
Proteins 32
Proteins (#Unique Peptides) 0 (>2); 0 (=2); 19 (=1);
FDR (Peptide-Spectrum Matches) 62.2%
FDR (Peptide Sequences) 68.7%
FDR (Protein) 46.9%
De Novo Only Spectra 78

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
LTQ 47 13 5 2 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 104
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: IT_douglas_4_20170921_04.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID/ECD
MS Scan Mode: Linear Ion Trap
MS/MS Scan Mode: Linear Ion Trap

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

10 109997 tr|L7M2G6|L7M2G6_9ACAR 48.98 4 1 1 N 36559 Putative pseudouridine synthase OS=Rhipicephalus pulchellus P
E=2 SV=1

12 110537 tr|A0A0L7LF47|A0A0L7LF47_9NEOP 40.41 1 1 1 N 106594 Putative ribosomal RNA methyltransferase NOP2 OS=Operophte
ra brumata GN=OBRU01_09760 PE=3 SV=1

3 111172 tr|A0A0J7L789|A0A0J7L789_LASNI 28.97 0 1 0 N 147499 La-related protein OS=Lasius niger GN=RF55_1235 PE=4 SV=
1

3 111685 tr|A0A069DZQ6|A0A069DZQ6_9HEMI 28.97 0 1 0 N 125251 Putative rna-binding protein (Fragment) OS=Panstrongylus me
gistus PE=2 SV=1

3 114665 tr|A0A067R4G0|A0A067R4G0_ZOONE 28.97 0 1 0 N 162159
Down syndrome cell adhesion molecule-like protein CG42256 (F
ragment) OS=Zootermopsis nevadensis GN=L798_07641 PE=4
SV=1

3 114801 tr|B4QNL9|B4QNL9_DROSI 28.97 0 1 0 N 187523 GD13707 OS=Drosophila simulans GN=Dsim\GD13707 PE=4 S
V=1

3 115224 tr|A0A1W4VP26|A0A1W4VP26_DROFC 28.97 0 1 0 N 215687 autophagy-related protein 2 homolog A OS=Drosophila ficusphil
a GN=LOC108099165 PE=4 SV=1

3 115212 tr|A0A0J9RP88|A0A0J9RP88_DROSI 28.97 0 1 0 N 215010 Uncharacterized protein, isoform A OS=Drosophila simulans GN
=Dsim\GD13707 PE=4 SV=1

3 115200 tr|Q2XXT5|Q2XXT5_DROSI 28.97 0 1 0 N 210932 CG1241 (Fragment) OS=Drosophila simulans GN=GD13707 PE
=4 SV=1

total 32 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

3 115201 tr|Q2XXT4|Q2XXT4_DROSI 28.97 0 1 0 N 210764 CG1241 (Fragment) OS=Drosophila simulans GN=GD13707 PE
=4 SV=1

3 114958 tr|A0A182VIR2|A0A182VIR2_ANOME 28.97 0 1 0 N 195336 Uncharacterized protein OS=Anopheles merus PE=4 SV=1

32 115008 tr|A0A0P5PN82|A0A0P5PN82_9CRUS 27.72 0 2 1 N 216261 FERM and PDZ domain-containing protein OS=Daphnia magna
PE=4 SV=1

16 113461 tr|A0A1D2MK27|A0A1D2MK27_ORCCI 27.57 1 1 1 Y 91660 Alanine aminotransferase 2 OS=Orchesella cincta GN=Ocin01_
13348 PE=4 SV=1

33 110166 tr|A0A1A9TCY8|A0A1A9TCY8_ANOST 26.29 0 2 0 N 212333 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=1

64 110640 tr|A0A0P4ZIA8|A0A0P4ZIA8_9CRUS 26.26 0 2 1 N 429011 Protein SZT2 OS=Daphnia magna PE=4 SV=1

284 114961 tr|A0A0J9R316|A0A0J9R316_DROSI 25.56 0 2 0 N 224359 Voltage-dependent L-type calcium channel subunit alpha OS=D
rosophila simulans GN=Dsim\GD24041 PE=3 SV=1

14 113138 tr|A0A0A9Z5R4|A0A0A9Z5R4_LYGHE 24.90 2 1 1 N 34477 Metaxin-1 OS=Lygus hesperus GN=Mtx1 PE=4 SV=1

40 110107 tr|B4P0S9|B4P0S9_DROYA 24.07 1 2 0 N 76211 Uncharacterized protein (Fragment) OS=Drosophila yakuba GN
=Dyak\GE13439 PE=4 SV=2

135 110890 tr|A0A0N8CGV4|A0A0N8CGV4_9CRUS 23.78 0 2 0 N 376553 Transformation/transcription domain-associated protein OS=Da
phnia magna PE=3 SV=1

11 110378 tr|D6N9W7|D6N9W7_BOMMO 22.74 1 1 1 N 142101 Regulatory-associated protein of TOR OS=Bombyx mori PE=2 S
V=1

5 111006 tr|A0A224XHB0|A0A224XHB0_9HEMI 20.81 0 1 1 N 429567 Putative dyneins heavy chain (Fragment) OS=Panstrongylus lig
narius PE=4 SV=1

5 115331 tr|T1HU69|T1HU69_RHOPR 20.81 0 1 1 N 261011 Uncharacterized protein (Fragment) OS=Rhodnius prolixus PE=
4 SV=1

15 113337 tr|A0A224XPX1|A0A224XPX1_9HEMI 20.79 2 1 1 N 45853
Putative catalytic domain of phosphatidylinositol-specific phosp
holipase c x domain protein (Fragment) OS=Panstrongylus lign
arius PE=4 SV=1

2 110031 tr|W5J800|W5J800_ANODA 20.57 1 1 1 N 109703 Uncharacterized protein OS=Anopheles darlingi GN=AND_0082
88 PE=4 SV=1

4 110043 tr|B4QZJ2|B4QZJ2_DROSI 20.31 1 1 1 N 92885 Aminopeptidase OS=Drosophila simulans GN=Dsim\GD17884 P
E=3 SV=1

4 110237 tr|A0A0K2SZ75|A0A0K2SZ75_LEPSM 20.31 1 1 1 N 87088 Uncharacterized protein OS=Lepeophtheirus salmonis PE=4 SV
=1

4 110274 tr|Q9VAM2|Q9VAM2_DROME 20.31 1 1 1 N 93563 Aminopeptidase OS=Drosophila melanogaster GN=Dmel\CG11
951 PE=3 SV=1

4 110608 tr|A0A1S3D1G5|A0A1S3D1G5_DIACI 20.31 2 1 1 N 46888 dnaJ homolog subfamily C member 13-like OS=Diaphorina citri
GN=LOC103508576 PE=4 SV=1

4 110617 tr|A0A182RGI7|A0A182RGI7_ANOFN 20.31 1 1 1 N 66258 O-acyltransferase OS=Anopheles funestus PE=3 SV=1

4 110650 tr|B4QZJ4|B4QZJ4_DROSI 20.31 1 1 1 N 107096 Aminopeptidase OS=Drosophila simulans GN=Dsim\GD17862 P
E=3 SV=1

4 110651 tr|B4HZ86|B4HZ86_DROSE 20.31 1 1 1 N 107383 Aminopeptidase OS=Drosophila sechellia GN=Dsec\GM12249 P
E=3 SV=1

9 113521 tr|A0A1I8MW53|A0A1I8MW53_MUSDO 20.19 0 1 1 Y 153143 Uncharacterized protein OS=Musca domestica GN=101891633
PE=4 SV=1

total 32 proteins

tr|L7M2G6|L7M2G6_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.VTIEGSVSSGVDL.T Y 48.98 1261.6401 20.5 631.8403 2 27.89 2163 1 60 72

total 1 peptides

tr|A0A0L7LF47|A0A0L7LF47_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.QGASSY.L Y 40.41 611.2551 -151.0 612.1700 1 49.54 4692 1 418 423

total 1 peptides

tr|A0A0J7L789|A0A0J7L789_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.GLEKF.W N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 1245 1249

total 1 peptides

tr|A0A069DZQ6|A0A069DZQ6_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.GLEKF.W N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 983 987

total 1 peptides

tr|A0A067R4G0|A0A067R4G0_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GLEKF.T N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 1194 1198

total 1 peptides

tr|B4QNL9|B4QNL9_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GLEKF.A N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 152 156

total 1 peptides

tr|A0A1W4VP26|A0A1W4VP26_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GLEKF.A N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 152 156

total 1 peptides

tr|A0A0J9RP88|A0A0J9RP88_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GLEKF.A N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 152 156

total 1 peptides

tr|Q2XXT5|Q2XXT5_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GLEKF.A N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 133 137

total 1 peptides

tr|Q2XXT4|Q2XXT4_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GLEKF.A N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 133 137

total 1 peptides

tr|A0A182VIR2|A0A182VIR2_ANOME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.GLEKF.W N 28.97 592.3220 53.3 593.3608 1 25.88 1938 1 1729 1733

total 1 peptides

tr|A0A0P5PN82|A0A0P5PN82_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.HSSGY.G Y 19.20 549.2183 -263.0 550.0812 1 22.00 1553 9 1367 1371

T.SSLLS.D N 17.03 505.2748 -2450.2 505.0440 1 9.20 652 2 903 907

total 2 peptides

tr|A0A1D2MK27|A0A1D2MK27_ORCCI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.H(sub I)PVPEYPL.Y Y 27.57 950.4861 95.3 476.2956 2 29.01 2291 1 517 524 Mutation

total 1 peptides

tr|A0A1A9TCY8|A0A1A9TCY8_ANOST back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.GGVGL.H N 18.26 401.2274 -1954.1 401.4507 1 50.80 4837 1 67 71

G.GSAGL.S N 16.06 403.2067 -2204.6 403.3250 1 49.11 4643 1 1753 1757

total 2 peptides

tr|A0A0P4ZIA8|A0A0P4ZIA8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GPSSL.S N 17.78 459.2329 -1577.6 459.5157 1 48.81 4609 1 2524 2528

L.SPAPDGGL.A Y 16.96 712.3391 -131.4 713.2528 1 49.05 4636 1 1596 1603

total 2 peptides

tr|A0A0J9R316|A0A0J9R316_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GPSSL.S N 17.78 459.2329 -1577.6 459.5157 1 48.81 4609 1 1936 1940

I.ALAVY.T N 15.56 535.3006 2301.4 537.5398 1 48.28 4548 1 138 142

total 2 peptides

tr|A0A0A9Z5R4|A0A0A9Z5R4_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.VNNPY.F Y 24.90 605.2809 -19.1 606.2766 1 32.04 2642 1 44 48

total 1 peptides

tr|B4P0S9|B4P0S9_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.GSAGI.S N 16.06 403.2067 -2204.6 403.3250 1 49.11 4643 1 633 637

T.GSSGL.H N 16.00 419.2016 -2022.7 419.3610 1 3.18 234 1 283 287

total 2 peptides

tr|A0A0N8CGV4|A0A0N8CGV4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.AAGPI.K N 16.18 427.2430 -2476.4 427.1923 1 59.58 5608 1 2774 2778

N.TPAPI.S N 15.20 497.2849 214.7 498.3990 1 47.42 4448 1 2276 2280

total 2 peptides

tr|D6N9W7|D6N9W7_BOMMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.GAWAVRAM.L Y 22.74 860.4327 137.2 431.2826 2 25.10 1857 1 466 473

total 1 peptides

tr|A0A224XHB0|A0A224XHB0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.VINIM.K Y 20.81 588.3305 156.4 589.4298 1 32.22 2664 1 2522 2526

total 1 peptides

tr|T1HU69|T1HU69_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.VINIM.K Y 20.81 588.3305 156.4 589.4298 1 32.22 2664 1 1944 1948

total 1 peptides

tr|A0A224XPX1|A0A224XPX1_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.HSYFVGVF.N Y 20.79 954.4599 -88.5 478.1950 2 29.10 2301 1 298 305

total 1 peptides

tr|W5J800|W5J800_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.SSSAGASTTTL.V Y 20.57 981.4615 852.3 492.1562 2 30.36 2444 1 1016 1026

total 1 peptides

tr|B4QZJ2|B4QZJ2_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.RLITPIY.E Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 564 570

total 1 peptides

tr|A0A0K2SZ75|A0A0K2SZ75_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.RILTPIY.H Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 674 680

total 1 peptides

tr|Q9VAM2|Q9VAM2_DROME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.RLITPIY.E Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 570 576

total 1 peptides

tr|A0A1S3D1G5|A0A1S3D1G5_DIACI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.RLLTPLY.L Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 425 431

total 1 peptides

tr|A0A182RGI7|A0A182RGI7_ANOFN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.RLLTPLY.E Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 351 357

total 1 peptides

tr|B4QZJ4|B4QZJ4_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.RLLTPIY.E Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 683 689

total 1 peptides

tr|B4HZ86|B4HZ86_DROSE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.RLLTPIY.E Y 20.31 874.5276 62.9 438.2986 2 28.71 2256 1 683 689

total 1 peptides

tr|A0A1I8MW53|A0A1I8MW53_MUSDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.C(+57.02)GATY.E Y 20.19 570.2108 2039.4 572.3810 1 32.60 2708 1 127 131 Carbamidomethylation

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)


