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Summary

1. Notes
2. Result Statistics

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. @
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data. Table 4. PTM profile.
# of MS Scans 1552 Name AMass #PSM Position
# of MS/MS Scans 4087 .
Carbamidomethyl  57.02 5 C
Table 2. Result filtration parameters. Oxidation 15.99 2 M
Peptide -10IgP >15
Protein -101gP >20
Proteins unique peptides >0
De novo ALC Score >50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 74
Peptide Sequences 67
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Protein Groups
Proteins

17
32

Proteins (#Unique Peptides)
FDR (Peptide-Spectrum Matches) 62.2%

FDR (Peptide Sequences) 68.7%
FDR (Protein) 46.9%
De Novo Only Spectra 78

3. Experiment Control

0(>2); 0(=2); 19 (=1);

proteins

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 4+
LTQ 47 13 5 0
.
4. Other Information
Table 6. Search parameters. Table 7. Instrument parameters.
Query Type: Homology Match Fractions: IT douglas 4 20170921 _04.raw
Fixed Modifications: Ion Source:_ESI(nano-spray)
Carbamidomethylation: 57.02 Fragmentation Mode: CID/ECD
Variable Modifications: MS Scan Mode: Linear Ion Trap
Oxidation (M): 15.99 MS/MS Scan Mode: Linear Ion Trap
Fragment ion tolerance: 0.5
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 104
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true
Protein List
:'?:3:;1 Pr(]):::)ein Accession -10igP CO\(lne/Sge #Peptides | #Unique |PTM :I;gs Description
10 109997 |tr|L7M2G6[L7M2G6_9ACAR 48.98 4 1 1 N 36559 Putative pseudouridine synthase OS=Rhipicephalus pulchellus P
' E=2 SV=1
Putative ribosomal RNA methyltransferase NOP2 OS=0Operophte
12 110537 |tr]AOAOL7LF47|AOAOL7LF47 9NEOP 40.41 1 1 1 N | 106594 | i s GNoOBRUOL 09760 PE<3 Syl
3 111172 |tr|AOAOI7L789|A0A0I7L789 LASNI 28.97 0 1 0 N | 147499 'ia"e'ated protein OS=Lasius niger GN=RF55_1235 PE=4 SV=
3 111685 |tr|ADAO69DZQ6|ADA069DZQ6 OHEMI | 28.97 0 1 0 N | 125251 |Putative rna-binding protein (Fragment) OS=Panstrongylus me
: gistus PE=2 SV=1
Down syndrome cell adhesion molecule-like protein CG42256 (F
3 114665 |tr|AOAO67R4G0O|AOA067R4G0 ZOONE | 28.97 0 1 0 N 162159 [ragment) OS=Zootermopsis nevadensis GN=L798_07641 PE=4
sv=1
3 114801 |tr|B4QNL9[B4ONLY DROSI 28.97 0 1 0 N 187523 GD13707 OS=Drosophila simulans GN=Dsim\GD13707 PE=4 S
: V=1
autophagy-related protein 2 homolog A OS=Drosophila ficusphil
3 115224 |tr| AOA1W4VP26|AOA1W4VP26 DROFC | 28.97 0 1 0 N | 215687 | N 0108099165 PEZs SVo1
Uncharacterized protein, isoform A OS=Drosophila simulans GN
3 115212 |tr|AOAOJORP88|AOAQJ9RP88 DROSI 28.97 0 1 0 N 215010 ~Dsim\GD13707 PE=4 SV=1
3 115200 |tr]Q2XXT5[Q2XXT5 DROSI 28.97 0 1 0 N 210932 CG1241 (Fragment) OS=Drosophila simulans GN=GD13707 PE
Hlxeanlalkenn s TRV . =4 sv=1
total 32 proteins
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P‘;?:E:: Prt;ll;ein Accession -10igP Co\(ls/:a;ge #Peptides | #Unique |PTM I::gs Description
3 115201 |tr]Q2XXT4|Q2XXT4 DROSI 28.97 0 1 0 N | 210764 |CG1241 (Fragment) OS=Drosophila simulans GN=GD13707 PE
3 114958 |[tr|AOA182VIR2|A0A182VIR2 ANOME 28.97 0 1 0 N 195336 |Uncharacterized protein OS=Anopheles merus PE=4 SV=1
32 115008 |tr|AOAOPSPN82|AOAOPSPNS2 9CRUS | 27.72 0 2 1 N | 216261 |FERN 2nd PDZ domain-containing protein 0S=Daphnia magna
16 113461 |tr|AOA1D2MK27|AOALD2MK27 ORCCI | 27.57 1 1 1 v | o160 |famne aminotransferase 2 05=Orchesella cincta GN=0cin01._
33 110166 |tr|AOAIASTCYS|AOAIA9TCYS ANOST | 26.29 0 2 0 N | 212333|Uncharacterized protein 0S=Anopheles stephensi PE=4 SV=1
64 110640 |tr|AOAOP4ZIAS|AOAOP4ZIA8 9CRUS | 26.26 0 2 1 N | 429011 |Protein SZT2 OS=Daphnia magna PE=4 SV=1
284 | 114961 |tr|ADAOJ9R316|AOAOI9R316 DROSI | 25.56 0 2 0 N | 224359 \r’;’;gapgh‘?l':;prf]ﬂf:n“; 'G",\ﬁp;sicrf]'\cé“g; DA St alpha OS=D
14 113138 |tr|AOAOA9Z5R4|AOAOAQZ5RA LYGHE | 24.90 2 1 1 N 34477 | Metaxin-1 0S=Lygus hesperus GN=Mtx1 PE=4 SV=1
40 110107 |tr|B4POSO|B4POS9 DROYA 24.07 1 2 0 N 76211 ligcyhaakr\aéﬁréﬁdgp,;gieins(\f;azgment) 05=Drosophila yakuba GN
135 110890 |tr| AOAONSCGV4|AOAONSCGV4 9CRUS | 23.78 0 2 0 N 376553 ';rhanr}:f?r:zgant;ogétzra:;nésri:pltion domain-associated protein 0S=Da
11 110378 |tr|D6N9W?7|DENOW7 BOMMO 22.74 1 1 1 N | 142101 |Regulatory-associated protein of TOR OS=Bombyx mori PE=2 S
5 111006 |tr|AOA224XHBO|AOA224XHBO QHEMI | 20.81 0 1 1 N | 429567 Egﬁ?:is"gEdz":esi(}igeavy chain (Fragment) OS=Panstrongylus lig
5 115331 |tr|T1HU69|T1HU69 RHOPR 20.81 0 1 1 N | 261011 |f5haracterized protein (Fragment) OS=Rhodnius prolixus PE=
Putative catalytic domain of phosphatidylinositol-specific phosp
15 113337 |tr|A0A224XPX1|A0A224XPX1 9HEMI 20.79 2 1 1 N 45853 | holipase ¢ x domain protein (Fragment) OS=Panstrongylus lign
arius PE=4 SV=1
2 110031 |tr|W5J800|W51800 ANODA 20.57 1 1 1 N | 109703 | g Gharacterized protein OS=Anopheles darlingi GN=AND_0082
a 110043 |tr|B4QZJ2|B4QZ]2 DROSI 20.31 1 1 1 N 92885 é:\éng\[;ezpltidase 0OS=Drosophila simulans GN=Dsim\GD17884 P
4 110237 |tr|ADAOK2SZ775|A0AOK2S775 LEPSM | 20.31 1 1 1 N | 8708g|Ufcharacterized protein OS=Lepeophtheirus salmonis PE=4 SV
4 110274 |tr|QOVAM2|QOVAM2 DROME 20.31 1 1 1 N 93563 /;;"f”;’gfgﬁsd\fi 0S=Drosophila melanogaster GN=Dmel\CG11
4 110608 |tr|AOA1S3D1G5|AOAIS3DI1GS DIACI | 20.31 2 1 1 N | aesss|dn) Romoiog subfantly & member 13-like OS=Diaphorina citr
4 110617 |tr|AOA182RGI7|AO0A182RGI7 ANOFN 20.31 1 1 1 N 66258 | O-acyltransferase OS=Anopheles funestus PE=3 SV=1
a 110650 |tr|B4QZ14|B4QZ14 DROSI 20.31 1 1 1 N 107096 é:\éng\[;ipltidase OS=Drosophila simulans GN=Dsim\GD17862 P
a 110651 |tr|B4HZ86|B4HZ86 DROSE 20.31 1 1 1 N | 107383 |AMingpeptidase OS=Drosophila sechelia GN=Dsec\GM12249 P
9 113521 |tr|AOA1IBMWS53|AOALIBMWS3 MUSDO | 20.19 0 1 1 ¥ | 153143 |pghcharacterized protein OS=Musca domestica GN=101891633
total 32 proteins
tr|L7ZM2G6|L7M2G6_9ACAR back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MANASLQTVA HASEAFQLLR GIFCVYEPAN ISCARAVERTV IGNLCRDLNE MEVRPPADEV TIEGSVSSGV DLTVKSSPSFE
21 ADHPLVVGPR YQPEDFEMAH GVNLGEYTSG VLLMRVNGGY HEMERLCDSN QLRTYELRGE FGKASDTHTP LSRIVEEATY
1€l RHITAARLER LLGSIQSSYQ VQAFEYAGVP LNSQAAFEMA AKDTVRPADK SPPLVYNIRC VELDLPYFTL ELSCIHETED
247 YLLQLVHEIG LHLHSCAICH RVELIRYGLF NTNLALLREH WTLEYILRNI QDCRQLVRQE LLEPHSPHEFT DLNEADESSC
221 SPTDS
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start End|PTM
FVTIEGSVSSGVDL.T| Y | 48.98 |1261.6401|20.5/631.8403|2(27.89(2163| 1 60 | 72
total 1 peptides
tr|AOAOL7LF47 | AOAOL7LF47_9NEOP back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MGREAKFDET EKKVEKGPGRK AREKQPDPIFR EKELLDDDEPE ELSHEKQEKQRA AKRVEERTEL AERKREALRKEA ERNVAEKTEV
81 EVEAGSDEEN VKGFTDDNEE WLKPEKAQKA KKGEPKQEES ESEDENQGSD DENEVSDEEN EGSDEGVSDE EVDSDADVEP
161 APKKGKENYE YTVEMFMESV FETNNHYSDD LFQDSDAEPE TGDASSDEEG DSSSKIEYNS DSDEESEADD DEDDDMLPIE
24 FKANLELEFRQ EKQDEELADEE MQINIARKQDV FAFPSEEELE NPTSLQDIHQ RIEKDVVTVLG DLNRLEAEGR SRCEYTELLL
321 KDLCMYYSYN EFLMEVLMQI FEPVLELVEFL EASETARPVT IRTNSLKTRR RDLAQALINR GVNLDEPVGEW SKEVGLVVYSS
401 TVPIGATPEY LAGHYILQGA SSYLPVMALA PQENERILDM AAAPGGKASH IAATMENTGA LFANDANKDE TEKAIVGNFHR
I——
481 LGVVNAVVCN YDGREFPQVI KGFDRVLLDA PCTGTGVIAEK DPSVEKTTKDQ KDIQRCFNLQ RQLLLAATIDC CNAESSSGGY
561 IVYSTCSILP EENEWVVNYA LEKRRNVELVP TSLDEFGTEGF TEYRQHRFHP SLELTRRFYP HTHNMDGFFEV AKLEKFSNPE
©41 PVADEDEEGE ERKETEESQEN GDAEPEGNSE GSDTEKEKAPV KRPAQTEESG PQEEENKQEQ QELQOEENQA ATANNKEKEQ
721 KNKENKQNKD TQPQPTSGQP EGENVNQFEQ SKKTKGSNDK NEQKTQESVK KTQEQNAQST ISDKDTLKKN IQSPVNDTQS
201 PGRENKEENEKE KRNAPPQSNP AQVTESKPVA SPVNSNQGTP NENEENEKEGN VSRQASQSND KAQLTESKETV ASPVESNEVT
281 PNLNEKDEEV NASTSEVSQT KAFVEITETL EEKVAHKLEN ENEKEQIGQL NANEGEQTEP GQGVGEEFEE N
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Supporting Peptides:
Peptide |Uniq|-10IigP| Mass ppm m/z |z| RT |Scan|#Spec|Start|End | PTM
L.QGASSY.L| Y 40.41 [611.2551|-151.0(612.1700|1 (49.54|4692 1 418 (423
total 1 peptides
tr|AOA0J7L789|A0A0I7L789_LASNI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAAKLASNQG GARSNGERQE AGPCQSYASV LNPESTSQSR ASSFESNNEE
21 MVERLMPSMI KDKSSCQRIP ARCQTTRTTI QPVSDNFPEK DEDRYESSLS
161l QTVANKGARR KEEMREQHRE SHEERHRLRE NNNRHQQPPR GPIGVGGGGV
241 RDDQIVEAERA QPVSLVTPPV KYVEAPLPTV NAWTKNRTSS SSSSSTEQPQ
321 TCADRPSDRE RRVLQPQPQQ QQOQQOQRQQ QQQQOQQQ0OH EDTIENGVED
401 TLGTQAERFA AISPSEQNGV VNDEPSTFEG NSTIESRGKE NEEQNHCQDD
481 GTMRSPRFQN HRERNGEAND GESWRERDYD RSSGYNQRGR AGRSYRGRGR
561 EHADTGYMIP FMGTCYFNNA NYVDIPTLEE CIRQQIEYYF CEENLVEDFEF
£41 LVINAVMESD KLEVLEFEDG YEIRTKLDPL EWPITDIASN MVISSLSQQS
721 PRVFESYSVL NSVPMANEIL NPDVPEFVPM DLTEKTNGFT AINESNETEN
201 IKIDDTLPAM VDSSTSDSLP EERINGELDT SSDNAWEEVR REVEQPHEDR
281 PTGRHNAFSE WSEDDEDYEL SDEDINKIVI FTQTHPPASG SRIPKHEGHD
96l WRONNQRYGS SSSIGSYETI NMISQEDFEK MAPKVPREKAN PEVPPPPPSC
1041 EWNEESQARE GRRASREFFAV VEEPSVDPTT PRERETRHSN NPEVEHHVGW
1121 YGSVGIISEH PSHALLEESG FTQQAYHEYR SRCLEKERKRL GIGQSQEMNT
1201 EGYRYGVECL FRFYSYGLEE EFRHVLYEDF EIETIYDYES GQLYGLEKFEW
J—
1281 FRVVK
Supporting Peptides:
Peptide (Uniq|-10IgP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End ([PTM
Y.GLEKFEW| N 28.97 [592.3220| 53.3|593.3608|1|25.88(1938 1 1245|1249
total 1 peptides
tr| AOA069DZQ6|A0A069DZQ6_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 NNNNEETEEI VEVGEQDTNE KEEFIEAPLP EYNPWSVNEN AAQVIKGEVN
81 GQANQONQSP SVVFASWDEEK RVNEEASDFS YTEDWPSLDK INNSQREASV
161 LTVLKEESSV SDESSGGRLS DSEPNTFHDI DNEEKGRNKG VARHEWVPLD
247 GHCGNARAED QGNAFRGERGN NESGRGERGEA SRGGLESREFT ETEYSDYPTD
321 LDDPTLREYL REQIEYYFSE ENLMEDLFIR REMDREGYLP VTLIASFHRV
401 EKIEPLEWPIP DTVGNPLYIS SGHPLAMHPL GPNATLVPMA GIQSIVNPSS
451 APPPLSFSPS LVDNLNPDVP EFIPSVILEE NVDSDDEQTG AKEEEHPNDS
561 KSVNVISARQ ALLESPESPV KPVEESWEEV SHVRRKSESF TGEESEQMLN
€41 WSEDEGEDYE LSDSEINELL IVTQTSQSSR GIKHEGYDRT GDWTTRVEMS
721 TVEIISQEDF DIMVPEAPKK PLQDVPPPPP PSLSALEVAD EDIVQEEVAT
201 KGPTRPEEGY KRETEHSNNP PVEHHVGWIM DVREHRPRTS STGSSTGTSP
281 HQVYHKYHSE CLEKERELLGS GQRSQEMNTLF RFWSFFLRQH FNQTMYEEFK
96l RPQLYQDFQQ ETINDYENGQ LYGLEKFWAF LEYYKHSSKEL TVDSELEEYL
I—
1041 GRCVSESGTA DEEKFLHIRS RTGSIGSPEM TRHENDSLPT NHEHTETQSR
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start|End|PTM
Y.GLEKFEW| N 28.97 [592.3220| 53.3|593.3608|1|25.88(1938 1 983 | 987

total 1 peptides

tr| AOA0O67R4G0|AOA067R4G0_ZOONE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

NIGEQVTVSQ
RTLADAHQDN
ARRGSDERSH
PQPQPQPQPQ
SAQPTIVRAP
SDEHTDNGEK
GGRGRAGFRH
LRREMNAQGF
SSSQNEVIHP
EIQFEKIKEE
SEEREKFENT
RTGDWITRVK
IEDLEIPQSA
IMDVREHRER
LERFWSFFLR
AFLEYYKNSD

KDNITKVQONN
DLETQDDADR
LDITKTRNKR
YTQLNKFLGG
RALTTDINKI
SNPESTSATT
QKENIVHEGK
ONPIEEQEVL
QDLEQAINLG
IEEPEKPKDW
NEGYLSGSTP
TLALEDAKLG
SRFKSIEDFR

SENNSHYDPQ

QOHQQOSQQ0
SQRDVAGQLN
RERGDRNGVA
PQQTAKTSSP
RDRRRENQNA
KEKKANKQEWV
RHDHEYTNYA
LPLTLIASFQ
TSETFCPAAK
IYRLTNSITV
RNKTREELNF
MTQDLEQLIN
SSLQLPSISL
THSVGSSAGT
ENFNRTMYEE
QLHVDSKLEE

QONGSEKRVL
SMPPPCSSNN
ERSPKNFSKD
SEFVVPYFGT
ISATIISSDQL
TVPENRSVNY
IIKSNAKILK
DFQFDEELNV
LOYYEESLWN
TEDRRTGRIK
SSLPTFQHPS
FRYGLECLFR
VCDDNEEKGA

back to list

QIQRQQQAAT
NGDVANDGEF

EHGPEEAHHH
LDVVFAAATS
SDEFTNIGDWP
PLEIDLFQNR
TTDYIQTHEY
RVQNLTMDID
PLLAIPIPAV
PHFSLNNNSPE
QFDEELDSFP
DGLNYYEDEL
EFEKDHRFEES
SFNEGYLASS
FEITIAKEDAC
YLSKEFESIED

back to list

QPHTVENGTS
SGSLAQNRED
ESVDDNEVEC
FYYNSSNYSN
DLVDNFEVRT
TAGGFPLPVV
TENANNEAIG
PVGRLNQFETD
EWPPISNTYEK
PTTFREYAVV
HSLLEENNET
YYSYGLEKVE
CGRLASEKRR

back to list
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1 SAGSLYDTQG PVEFVSEPSSK VEFTNSSGGER VDCSAHGNPA
51 DVHWAVYRCF VSNSVGAILS RDVTVRAVVI QRYEPEVQGP
161 SDYIDYSREL NSVQTQACRS VVVVNGEKYHM LPSGELMILN
241 PPVLNERLMI LTAKVDETIV VPCVAYANPR PQYRWVYHQQ
321 EGSETLEVQL SVSSPLQVLV HPSRQRVDLG KSATFRCSIS
401 GMYQCFVENQ LEVAQGSAEL RLGEVYPQLA YEFIEQTLQP
481 VFGDVISHVN ISSVKPEDGG EYECVAENRA GRTSHSARLN
561 GVRELPTNIRQ RVTNGTLALE NVQRASDQGT YSCTARNEQN
©41 GDLPLSEVWL KDHYSSLSPT TSTSISTSST GTTTSTDITT
721 RVNVPPRISP FYFEDGVTEG MRTQIMCTAS QGDRPFNITW
201 GNYTCVVTNE AGSAEYTAQL SVTVPPRWLV EPTDHSVVQG
581 HSLENGSLVI SEARQEHEGY YLCQAGNGIG PGLSKVILLT
961 KGSPIESDYE MRYTVKTTSL SHGSLSKELTI MDVLPVDRGD
1041 LLSWSPGAES DSPVTSYILY YEEASDVWHE HNPQLSVAGD
1121 EIPGGPPRQV SVEAASPQEL HVITWQPPEQQ LWNGELLGYEK
1201 YSVTVQAFNS RGDGPASDAV IIQTLEDVPS APPQDVICTP
1281 RENRAIAATT TVLHGLEPFT NYSIQLLAYT RAGDGVISPV
13261 TEYTVYLRVL EQGEELEIVK TTVAAHQLHY EVSGLLTSEM
1447 VIVEPWEVTIVE LACLCVGVPER PEAQWELGDL TLHHQPE
Supporting Peptides:
Peptide (Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
S.GLEKF.T| N 28.97 |592.3220( 53.3|593.3608 |1(25.88|1938 1 1194|1198
total 1 peptides
tr|B4QNL9|B4QNL9_DROSI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSWFNPWDGL EKTEMCRYLLQ RYLGQFFENN LNLEQLEVDL
81 VVPWNALMTN DSSLEIHNLT ITLRPVTRYQ SGTTMLESMW
161 DNVLNRIRAK LTNTTLNIEY LLPRSDRELV LSFQASHVEY
247 GLSLHTSEVL DVMDHQFGPT PYEQLCEIVE LEGAQNIQIN
321 NCGGQQERPE KGRSLESAPP SEYQMQSLQQ PTRMTGILGQ
401 VTSCTNTLQQ ELGYTEESGE ILKFEVQISK IYGIALHQDI
481 PLPNQQYLLL RAAPIIVSGS QQRYFQELTS RTTLSATAVD
561 FEQNHNRCSN KIECSLDECT AELDISIYDR LGALFGSSPF
©€41 NDPQEIPWWE KNVRRDFLAV EFRSLVVSSR SQISIVSDEL
721 GQEEPRESPF SSECTFGYTS HVEGLDCSVD KTDSLLEPGET
201 RLNGDLFMWE PRSPHYENNT DNEVPESEDL YAEPQLEEFK
281 FVEQGSLILF SHLLDPETNQ RSKECGEFQV NLEKELRLETV
96l EELLPTIYNF AHVHQQQDRK RMEVLSLVAE IKEQPEQRIEK
1041 EYEPFALVSE LQLHVWNAGI DYRPKFFPQR AFLDLGYCTL
1121 GLLNISFRLN AEGSGQPRVD LESSIHDMHL KTCYDSAAAL
1201 HTQNHVSELM ADAVIDVECS PNLRATESPG GREEGIEIFY
1281 LOSYYHQSQV QPQTSLGSQV QQELGSLGNA SLEERDFDITI
1261 RPPANFEVAE STYTLCEMTF TWHLYGGRDFE PDEPLEKSSS
1441 SQENLEVLVE MQLSEIREFSY ETYPLTSMYS SEQVLLVSEI
1521 PNPQESSAEE CSLRVSILPI KLNIDQDTLL FLEDFFSGMF
1601 SEVEEMVERN LNVLIEENSL DVELEEDTAT ASPVFFREVI
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
I.GLEKFA| N 28.97 |592.3220| 53.3|593.3608|1|25.88 (1938 1 152 (156

total 1 peptides

tr|AOA1W4VP26|A0A1W4VP26_DROFC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

PSVEWLGSDN
GGFLGNDVII
VTASDAMRSY
NGHETSLDGT
GEFPRSSIHWL
GSSVSLECSA
VYGLFYVRPM
YTAQRSVDVR
RQYDDFTSTL
REDLQPLGHE
NEVSLHCQVD
VHAGFRFEVR
FICIASNLYG
RSVVLVAGLH
IGFREIGPGP

VSAHDLQVSW
TECTTEETVP
YEAWVTATTR

YNGFAVVEDI
SSVSS5MQMA

ENKTGYEMFM
IEQTENIVGP
NADWCTGMSE
LIQNTANIDS
LIEVLDNSME
SGDSDSSTPY
DVEYCDADEQ
EEINEFCDSC
RNLLLSTSAM
NGLDNDSNRS
RMEMSFGISG
SSNIISSMSG
AQLIAYVAND
FPDEFEKEKRK
HDEEISEMDEK
SATSGFGMSD
EIRDRLRSSD
RNSASAAGGT
FSPALPICFEV

LAVSSIPAIR
RCNVEAFVKE
RCRTHHQLTQ
ERHIVRDGTL
KDGHPLRTGA
SGNPTPRISW
PPIPAVAGKQ
VLVEPKITEF
SIGSITRAHS
NGSDAPWINV
GFPKPTVTWK
SROERARKGE
QDRATIQLIV
PATTYHFRLY
EDEGPYNETR

LFPDERAHLHG
DAPEEVEAVS
VGQGAGTPVV

FLEVNAFNDL
EECMEQVDDD

STSQDTETEE
KVSLELSLDD
ADPSEYSAYG
CSTVFDHASY
HLLQFDRQRN
PDDENQTEEV
SAVHLLKCQQ
TQSSKLKIFT
ESSIYFSMAE
FFCIQLGEIE
AILQHHSCHS
CTLRLLAEDC
RDLCPPEEPI
STPAKLQTTS
FGVEQIYISD
TYKYGVSQAQ
INKELYHPTG
KTEVSSSSAT
LSWKAD

IVLGNGSIYF
HVTVTSWLQE
EVVVSRNVGR
VITTVRESDA
RIRQSSDDEV
TLDGFALPHN
LVVECPVAGY
SFARDLNVGD
GNYTCRVSNA
SDYAPFSSIL
QAVGTEPGEY
TVHLRCEADG
QEPPNEFPRNL
AENALGTSSP
IGAGIIDNEV

IVQGYRLFEFE
SSENAAYIGW
HLSPATSAGV

FEDQGWAFEV
VPFLNHNNAL

DPNSSFNALP
IYFMLTPRQI
NPPRSGYARS
LRYSDTASGF
CPDGYHIRFE
VKSENLRLHL
RMQPNKKIQT
FIPHVKVVLE
PTVSAPPAFPFE
ALHCGNTLQD
EHSWLNQLID
VLHLGLVKES
LNEDTKPAEP
IMVESPSVIG
DPLQIVDNHF
EQDRQDEKGS
NNLSHKPDEN
DMPVMSVSKM

PFFEAEVFRQ
PSFNIYFPSTV
IQLTDIRGRV
GTYLCNASNEK
HISAVSEEDR
ERLMIGQYVT
PIDTIIWEED
RTSIQCVVVT
AATITHTAQL
TINTVTSSHS
RDLSYHNQRI
DQPMDVIWEA
HVAEQTGRSV
SDTLHVMTES

RLSGLEKFTE
—

PVEERYELGI
LPPRHPNGMI
PASVVSFGQL

back to list

VSGHIGRLTV

IGLEKFAETTI
—

MIAFHNLVIE
HLLIEFSKGF
REMSESTNSM
FLGTVLENHM
IVLTQSSSFM
RFPVVDGRAA
DVLQLEDTTD
SESMYELIYN
VENEAFSFEL
LELAWSDLAD
FMDVADFPIE
NDSLIPVLNL
KEPNEEHEVSD
DILDFESNVI
ELPHEEKVDLL
EESLFEQPEG
MVIVEALNVR
PDEFSDELFD

back to list
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16/03/2023, 15:19

1 MSWFNPWDGL KTEMCRYLLQY RYLGQFFENN LNLEQLEVDL
51 VVPWNALMTN DSSLEISNLT ITLRPVTRFQ SGTTMLESMW
161 DNVLNRIERAK LTNTTLNIEY LLPRSDRELV LSFQASQVEY
247 GLSLHTSEVL DVMDPFRFGPT PYEQLCEIVE LEGAQNIQIS
321 NSGGQQERPK KGRSLESAPP SEYQMQGHQQ PTRMTGILGQ
401 SMLTSCTNTL QQELGYTEKS GEILEKFEVQI SKLYGVALHR
481 HMPLQQQOHYL LLEAAPIIVG GSQQRYFQEL TSRTTLSATA
561 SMFEQNHNRC ANEKIECSLDE CTAELDISIY DRLGALFGCS
64 AANDPQEVPW WQENVERDFL ALEFRALVVS SRTQISILAD
721 SAGDSQEEPA RESPFSSKCT FGYTSHVEGL DGGGDKTDSL
01 ELIYNRLNGD LFMWEPRSPH YESPREEESA GSRGLSMDAE
581 RNEAFSFEMF VEQGSLVLFS HLLDPESNQR TSECGEKFQVN
¢l VLAWSDLPDE SLLPTIYNLA AVHQQRERKR AEVLSLVAET
104 MDVADFPIEA YEPFALVSEL QLHVWNAGID YRPRFFPQRA
1121 DSLIPVLNLG LLNISFELGAR EGSGRPEVDL RASIHDMHLE
1201 PEASEEQEVS EHAQNHVSEL MADAVMDVEC APSPETNRTP
1281 VIGDILDFES NVILQSYYHQ SQNQDHQVPA SLGSQVQQEL
1361 IVDNHFELPH EEVDLLEPPA NFPVAESSYT LCEMTFTWHL
144 DELDEQEREG LSEQPEGSQE NPEVLVEIQL SEIRFSYESY
1521 VHEPDENMVI VEALNVEPNP QKSSAEECSL RVSILPIKLN
1601 PADMPVMSVS KLPEELADEL ADELPDSEVE EMVERNLNVL
1681 RIELSRGPVT GLIMGLAQLQY GSGISLEEIV NRRGILGWNE
1761 LFRLPIEQYN KDGRIIRGF(Q LGAQSFTART ALAALEITSR
1241 DLREGVANAY SIVRDGINES ASTLIEAAIT EHDQEGYSGA
1921 EARDEWEQET H
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |ppm| m/z [z| RT |Scan|#Spec|Start|End|PTM
I.GLEKFA| N 28.97 |592.3220| 53.3|593.3608|1(25.88|1938 1 152 (156
total 1 peptides
tr| AOAOJ9RP88|AOAO0I9RP88_DROSI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSWFNPWDGL KTEMCRYLLQ RYLGQFFENN LNLEQLEVDL
81 VVPWNALMTN DSSLEIHNLT ITLRPVTRYQ SGTTMLESMW
1¢1 DNVLNRIRAK LTNTTLNIEY LLPRSDRELV LSFQASHVEY
24 GLSLHTSEVL DVMDHQFGFET PYEQLCEIVE LEGAQNIQIN
321 NCGGQQERPE KGRSLESAPP SEYQMQSLQQ PTRMTGILGQ
401 VTSCTNTLQRQ ELGYTEKSGE ILKFEVQISK IYGIALHQDI
481 PLPNQQYLLL RAAPITIVSGS QQRYFQELTS RTTLSATAVD
561 FEQNHNRCSN KIECSLDECT AELDISIYDR LGALFGSSPF
©41 NDPQEIPWWE KNVRRDFLAV EFRSLVVSSR SQISIVSDEL
721 GQEEPRESPF SSECTFGYTS HVEGLDCSVD KTDSLLEPGET
201 RLNGDLFMWE PRSPHYENNT DNEVPESEDL YAEPQLEEFK
281 FVEQGSLILF SHLLDPETNQ RSEECGEFQV NLEELRLFTV
2¢l EELLPTIYNF AHVHQQQDRK RMEVLSLVAE IKEQPEQRIK
1041 EYEFPFALVSE LQLHVWNAGI DYRFEFFPQRE AFLDLGYCTL
1121 GLLNISFRLN AEGSGQPRVD LESSIHDMHL KTCYDSAAAL
1201 HTQNHVSELM ADAVIDVECS PNLRATKSPG GREEGIEIFY
1281 LOSYYHQSQV QPQTSLGSQV QQELGSLGNA SLEERDFDITI
13261 RPPANFPVAE STYTLCEMTF TWHLYGGRDF PDEPLEESSS
1447 SQENLEVLVE MQLSEIRFSY ETYPLTSMYS SRQVLLVSEI
1521 PNPQESSAEE CSLRVSILPI KLNIDQDTLL FLEDFFSGMF
1601 SEVKEMVERN LNVLIEENSL DVELEEDTAT ASPVFFREVI
1681 REIVNRRGIL GWNELCEFLA KEWLKDIERN QLPNILSGIG
1761 TARTALAALE ITSRIIHLLQ FTAETTFDML SAGPSMEKRE
1241 AATTEHDQEG YSGAVGAVVR QIPQLVVCPA VLATQATTNI

proteins

YNGEAVVEDI
S5VS55MQMA

ENKTGYEMTM
IKQTENIAGP
NADWCTGMSE
DILVQNTASI
VDLCEVLDNS
PFAGDSAPEN
ELDAFYCDAD
LPGDTEEINE
PQLEEFRRNL
LKELRLFTVN
KRQPEQRIKR
FLDLGYCTLS
TCFDSAAALA
GGREEGIEIF
GSLGNATLEE
YGGRDFPLDE
PLSSMYSSRQ
IDQDTLLFLE
IEENSSEADL
LCEFLAKEWL
IIHLLQFTAE
VGAVVRQIEQ

YNGFAVVEDI
SSVSSSMQMA

ENKTGYEMPM
IKQTENIVGP
NADWCTGMSE
LIQNTANIDS
LIEVLDNSME
SGDSDSSTPY
DVFYCDADKQ
EEINEFCDSC
RNLLLSTSAM
NGLDNDSNRS
RMEMSFGISG
SSNIISSMSG
AQLIAYVAND
FPDEPKEKRK
HDEEISRMDK
SATSGFGMSD
EIRDRLRSSD
RNSASAAGGT
FSPALPICED
PTNAVLQLEQ
GGRQGKRRRQ
LGGAKSSLVP

FLEVNAFNDL
EECMEQVDDD

STSQDTETET
KVSLELSLDD
PEPSEYSGYG
DSGSSVFDRA
MEHLLQFDRQ
PYPEDPSQTE
KQSAVRLAKC
FCDSCTQSSK
LLSTSAMESS
GLDNDATRSF
IEKMSFGISGA
SNIISSMSGC
QLIAYVANDR
YFPDEPKERR
RDFDFIHGEE
PPRRSSPSAS
VLLVSEIEVR
DFFSGMFRNS
EEDPATAFPFV
KDIKRNQLEN
TTEFDMLSAGP
LVVCPAVLAT

FLEVNAFNDL
EECMEQVDDD

STSQDTETEE
KVSLELSLDD
ADPSEYSAYG
CSTVFDHASY
HLLQFDRQRN
PDDPNQTEFV
SAVHLLKCQQ
TQSSKLKIFT
ESSIYFSMAE
FFCIQLGEIE
AILQHHSCHS
CTLRLLAEDC
RDLCPPEEPI
STPAKLQTTS
FGVEQIYISD
TYKYGVSQAQ
INKFLYHPTG
KTEVSSSSAT
YHGRRIELSR
GIYDLFRLPI
GRPEDLREGV
EAKLEARDKW

FEDQGWAFEV
VEFLNHNNAL

DFSSSENALP
IYFMLTPRQI
AGNAFRSVYS
SYLRYADTAS
RNCPDGYHIR
FSVECENLEL
QOSQNQRETQ
LEVFAFIPHV
IYFSMAEPFA
FCIQLGEIEA
VLEHHSCHSE
TLRLLAEDCV
DLCFPPEEPVL
ENLATPVELQ
VSRMDEFGVE
SSAGGFGMSD
DELRSSDINK
GGTSAGGGAP
FFREVIFSFA
ILSGIGFANA
SLEEREGGRQ
QATTNILGGA

FEDQGWAFEV
VPFLNHNNAL

DPNSSENALP
IYFMLTPRQI
NPPRSGYARS
LRYSDTASGF
CPDGYHIRPE
VKSENLRLHL
RMQPNEKIQI
FIPHVEVVLE
PTVSAPPAPP
ALHCGNTLQD
EHSWLNQLID
VLHLGLVKES
LNEDTEPAEP
LMVESPSVIG
DPLQIVDNHF
EQDEQDEEGS
NNLSHEPDEN
DMPVMSVSKM
GPVTGLIMGL
EQYNKDGRII
ANAYTIVREG
KQEIH

VSGHIGCLTV

IGLEKFAETTI
—

MIAKHNLVIE
HLLVELSKGF
RSRKMSESTN
GFFAGTLLEN
PEIVVTQSSS
HLRFPVVDGR
IDILOLQDGY
KVVLESKSMY
STSAAPPEEV
LHCGSTQQDL
HSWLTQLIDF
LOLGPLKEPN
FENEEARPAE
SKSLMVESPS
QIYVSEEPLQ
TYKYGVSQPL
FLYHPTGHSL
KAEGSGSSSA
LPICFDYHGR
VLOLFQGVYD
GRRRRQGRPK
KSSLVPEAKL

back to list

VSGHIGRLTV

IGLEKFAETTI
—

MIAKHNLVIE
HLLIEFSKGF
RKMSESTNSM
FLGTVLENHM
IVLTQSSSEM
RFPVVDGRAA
DVLQLEDTTD
SKSMYELIYN
VRNEAFSFEL
LELAWSDLAD
FMDVADEPIE
NDSLIPVLNL
KPNEEHEVSD
DILDFESNVI
ELPHEKVDLL
KKSLPEQPKG
MVIVKALNVR
PDEFSDELED
AQLOGSGINL
RGFQLGAQSF
INESANTLIE
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Supporting Peptides:

Peptide |Uniq|-10igP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
I.GLEKFA| N 28.97 |592.3220| 53.3|593.3608|1|25.88 (1938 1 152 (156
total 1 peptides
tr| Q2XXT5|Q2XXT5_DROSI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 QRYLGQFFEN NLNLEQLEVD LYNGEAVVED IFLEVNAFND
21 TITLREVTRY QSGTTMLESM WSSVSSSMQM AEECMKQVDD
161 YLLPRSDREL VLSFQASHVE YENKTGYEMP MSTSQDTETE
24 TPYEQLCEIV ELEGAQNIQI NIEQTENIVG PEVSLELSLD
221 PSEYQM@SLQ QPTREMTGILG QNADWCTGMS EADPSEYSAY
401 EILEFEVQIS KIYGIALHQD ILIQNTANID SCSTVFDHAS
481 SQQRYFQELT SRTTLSATAV DLIEVLDNSM EHLLQFDRQR
561 TAELDISIYD RLGALFGSSP FSGDSDSSTP YPDDPNQTEF
64 VEFESLVVSS RSQISIVSDE LDVEFYCDADE QSAVHLLECQ
721 SHVEGLDGSV DETDSLLPGE TEEINEFCDS CTQSSKLEIF
201 TDNEVPESKED LYAEPQLEEF RENLLLSTSA MESSIYFSMA
281 QRSEECGEFQ VNLEKELELFT VNGLDNDSNR SFFCIQLGEI
961l EKRMEVLSLVA EIEEQPEQRI KREMEMSFGIS GAILQHHSCH
1041 IDYRPEFFPQ RAFLDLGYCT LSSNIISSMS GCTLRLLAED
1121 DLRSSIHDMH LETCYDSAAR LAQLIAYVAN DRDLCPPEEP
1201 SPNLRATESP GGREEGIEIF YFPDEPEEKR KSTPAELQTT
1281 VQQELGSLGN ASLEERDFDI IHDEEISEMD KFGVEQIYIS
1261 FTWHLYGGRD FPDEPLEEKESS SSATSGFGMS DTYKYGVSQA
1447 YETYPLTSMY SSEQVLLVSE IEIRDRLESS DINEFLYHET
1521 TIELNIDQDTL LFLEDFFSGM FRENSASAAGG TETEVSSSSA
1601 LDVELEEDTA TASPVFFREV IFSPALPICF DYHGRRIELS
1681 AFKEWLEDIER NQLPNILSGI GPTNAVLQLF QGIYDLFRLP
1761 QFTAETTFDM LSAGPSMEER KGGRQGEERRR QGRPEKDLEEG
1841 ERQIPQLVVCP AVLATQATTN ILGGAKSSLV PE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
I.GLEKFA| N 28.97 |592.3220| 53.3|593.3608|1|25.88 (1938 1 133 (137

total 1 peptides

tr|Q2XXT4|Q2XXT4_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

LFEDQGWAFE
DVFFLNHNNA

EDPNSSFNAL
DIYFMLTPRQ
GNPPRSGYAR
YLRYSDTASG
NCPDGYHIRP
VVKSENLRLH
QRMQPNEKIQ
TFIPHVKVVL
EPTVSAPPAP
EALHCGNTLQ
SEHSWLNQLI
CVLHLGLVNE
ILNEDTKPAE
SLMVESPSVI
DDPLQIVDNH
QEQDKQDKKG
GNNLSHKPDE
TDMPVMSVSK
RGPVTGLIMG
IEQYNKDGRI
VANAYTIVRE

VVSGHIGRLT

LIGLEKFAET
—

PMIAKHNLVI
IHLLIEFSKG
SRKMSESTNS
FFLGTVLENH
EIVLTQSSSF
LRFPVVDGRA
IDVLQLKDTT
ESKSMYELIY
PVRNEAFSFE
DLELAWSDLA
DEMDVADFPI
SNDSLIPVLN
PKENEEHEVS
GDILDFESNV
FELPHEKVDL
SKKSLPKQPK
NMVIVEALNV
MPDEFSDELP
LAQLQGSGIN
IRGFQLGAQS
GINESANTLI

VVVEWNALMT
IDNVLNRIERA

EGLSLHTSEV
FNCGGQQERP
MVTSCTNTLQ
MPLENQQYLL
MFKQNHNRCS
ANDPQKIPWW
DGOKKPRESP
NRLNGDLEMW
LEVEQGSLIL
DEKLLPTIYN
EEYEPFALVS
LGLLNISFRL
DHTQNHVSKL
ILQSYYHQSQ
LRPPANFPVA
GSQRNLEVLV
RENPQKSFAE
DSEVKEMVER
LREIVNRRGI
FTARTALAAL
EAAITEHDQK

back to list

NDSSLETIHNL
ELTNTTLNIE

LDVMDHQFGP
KKGRSLKSAP
QELGYTEKSG
LRAAPIIVSG
NKIECSLDEC
KKNVRRDFLA
FSSKCTEGYT
EPRSPHYENN
FSHLLDPETN
FAHVHQQQDR
ELQLHVWNAG
NAEGSGQPRV
MADAVIDVEC
VQPQTSLGSQ
ESTYTLCEMT
EMQLSKIRFS
ECSLRVSILP
NLNVLIEENS
LGWNELCEFL
EITSRIIHLL
GYSGAVGAVV
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16/03/2023, 15:19

1 QRYLGQFFEN NLNLEQLEVD LYNGEKAVVED IFLEVNAFND
51 TITLRPVTRY QSGTTMLESM WSSVSSSMQM AEECMKQVDD
16l YLLPRSDREL VLSFQASHVE YENKTGYEMP MSTSQDTETE
241 TPYEQLCKIV ELKGAQNIQI NIKQTENIVG PEVSLELSLD
321 PSEYQMQOSLQ QPTRMTGILG QNADWCTGMS EADPSEYSAY
401 EILEFKVQIS KIYGIALHQD ILIQNTANID SCSTVFDHAS
481 SQQRYFQELT SRTTLSATAV DLIEVLDNSM EHLLQFDRQR
561 TAELDISIYD RLGALFGSSP FSGDSDSSTP YPDDPNQTEF
£41 VEFRSLVVSS RSQISIVSDE LDVFYCDADK QSAVHLLECQ
721 SHVEGLDGSV DETDSLLPGE TEEINEFCDS CTQSSKLEIF
01 TDNEVPESED LYAEPQLEEF RRENLLLSTSA MESSIYFSMA
581 QRSEECGEFQ VNLEKELELFT VNGLDNDSNR SFFCIQLGEI
¢l EKRMEVLSLVA EIKEQPEQRI KRMEMSFGIS GAILQHHSCH
1041 IDYRPEFFPQ RAFLDLGYCT LSSNIISSMS GCTLRELLAED
1121 DLRSSIHDMH LETCYDSAAAR LAQLIAYVAN DRDLCPPEEP
1201 SPNLRATESP GGREEGIEIF YFPDEPEEKR KSTPAELQTT
1281 VQQELGSLGN ASLEERDFDI IHDEEISEMD KFGVEQIYIS
1361 FTWHLYGGRD FPDEPLEESS SSATSGFGMS DTYKYGVSQA
1447 YETYPLTSMY SSEQVLLVSE IEIRDRLESS DINEFLYHFET
1521 IELNIDQDTL LFLEDFFSGM FRENSASAAGG TETEVSSSSA
1601 LDVELEEDTA TASPVFFREV IFSPALPICF DYHGRRIELS
1681 AFKEWLEDIER NQLPNILSGI GPTNAVLQLF QGIYDLFRLP
1761 QFTAETTFDM LSAGPSMEER KGGRQGERRR QGRPEDLREEG
1241 ERQIPQLVVCP AVLATQATTN ILGGAKSSLV PE
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
I.GLEKFA| N 28.97 |592.3220| 53.3|593.3608|1|25.88 (1938 1 133 137
total 1 peptides
tr|AOA182VIR2|AOA182VIR2_ANOME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MASTQVSHGT SVSNAANNNN NNNNNTNSSN NNNNNNNNNN
51 PGSGAPPNSS SSEGKSVAGK ESVTLGTATA HNPTNTARATG
161 VSHHERDREA KAAAAAAANR AAGASTPHGG PESSGEEQSA
241 YREKDFGERES SDRSRNLANA AGESAKDEEL HDATAEGGSA
321 DAEEFVEAPL PEVNAWEVTP SIEPAPIPAN DTRAQTESNT
401 SNEERNVQPE QPTEKAQGNGN QKAMPNDPENG SKPARPAGGK
481 EASAEKQNAR SKETTGSAVSS TSTAGVQPES SEPMNAFPPAQ
561 FKDNATKTADG TSARASTARA NNQTGPESTN EEGGEKNAAAP
641 ATTSQSRPHS RGRGTAAEGE VNGSAASASN NTREGPEPEW
721 GQQSAGQTQH ANQQPQAQQQ QQQPPQOQQQ QQAQHQQHQP
201 ATGRGGMNFG YRRGAPMRGG ANRHMNDRTT ATTGAAAGVE
581 YYNGAPLIGM DQLSIKECIK KQIEYYFSEE NLNRDFYLRR
¢l LIEDYEVRTR VNPTMWPIDH SVTIVNGAMN FGVTFADQQQ
1041 VPAPTSVPVA GDGADVAAVP QLQVASKILS SIPPPPLPREN
1121 PATQPPPAES GESAEENLNP DVPEFVFPARAR QVENEKPPESEK
1201 VDEKPATATA QPEEESAEQQ QQQPQPEAAL WEEVKRESRS
1281 AGSKEKAASME QLAKQSSSQQ AKPQQOGGSNA TTQQLEQDNL
1361 RVNHFTDNWS EDDDESDYEI PDTEINELLI VTQITNRLPEK
1447 DGREGGGYHG YRTVNLISQE EYDELVTEPT ELATLEVASP
1521 DVSGLNVSTA STTTGNRHEA RFYAVNEDEF VDPITPRERK
1601 SYGSLPHSLP VFQHPSHALL KENGFTQQVY HEYHSRCLEE
1681 EDAREGFRYG LECLFRFYSY GLEEKKFRAQL YEDFQHETVS
1761 SIEDFRVLEP QINEMLEGVG TLEPCQTERR PRSVSESEGV
1241 TGHYTSENR

Supporting Peptides:

proteins

LFEDQGWAFE
DVEFFLNHNNA

EDPNSSFNAL
DIYFMLTPRQ
GNPPRSGYAR
YLRYSDTASG
NCPDGYHIRP
VVKSENLRLH
QRMQENKKIQ
TEFIPHVEVVL
EPTVSAPPAP
EALHCGNTLQ
SEHSWLNQLI
CVLHLGLVKE
ILNEDTKPAE
SLMVESPSVI
DDPLQIVDNH
QEQDKQDKKG
GNNLSHKPDE
TDMPVMSVSK
RGPVTGLIMG
IEQYNKDGRI
VANAYTIVRE

NNNNNSSSSY
TAATSTAPMA
AGAARGSGRR
GGASSTSGAP
AKVAPAAAPS
SDKKRNNAKA
SSSSSPKKHQ
SSTARAAAPP
VPLEIELPKA
QSHRGNGAPP
NGVVGGIPLG
KMDPEGFLEV
QQLDRTSALP
IRNPVSKASK
ANEKKQPNEP
SQSHPQOAPA
GTAPAAARRA
HDGYDRTGDF
QPSAEMAPPS
TRHLNNPPVE
REKRMGPGQSQ
DYENGQLYGL

VVSGHIGRLT

LIGLEKFAET
—

PMIAKHNLVI
IHLLIEFSKG
SRKMSESTNS
FFLGTVLENH
EIVLTQSSSF
LRFPVVDGRA
IDVLQLKDTT
ESKSMYELIY
PVRNEAFSFE
DLELAWSDLA
DEMDVADFPI
SNDSLIPVLN
PKENEEHEVS
GDILDFESNV
FELPHEKVDL
SKKSLPKQPK
NMVIVEALNV
MPDEFSDELP
LAQLQGSGIN
IRGFQLGAQS
GINESANTLI

ANVLLNLKEQ
DEAKVPLSNE
PAAPGTQTHA
GRQLOQARAP
SAAARAAPAY
ADFTANSGDW
QPADVPVPES
KQPATAPSTT
RERRARTPRH
GGRMPRGRTT
TGQDFQDETA
TLIASFHRVQ
SQAVQGEQQA
TVPLLIPCVN
PTARAGGGKEKG
ROQQOOQORAK
GANAASTTEE
TTRTKITQDL
VTIASPPAAS
SHVGWVLDAV
EMNTLFREWS
EKFWAFQKYY

—

AVVVGSAPGP

SHAGSHAYQA

VVVEPWNALMT
IDNVLNEIRA

EGLSLHTSEV
FNCGGQQEGP
MVTSCTNTLQ
MPLPNQQYLL
MFKQNHNRCS
ANDPQKIPWW
DGQKKPRESPE
NRLNGDLEMW
LEVEQGSLIL
DEKLLPTIYN
EEYEPFALVS
LGLLNISFRL
DHTQNHVSKL
ILQSYYHQSQ
LRPPANFPVA
GSQRNLEVLV
RPNPQESSAE
DSEVKEMVER
LREIVNRRGI
FTARTALAAL
EAATTEHDQK

QGKDVSHQAD
LDVKNNTPEDE
GKQGKLSHER
GGAVAGPAGS
PSPASAVAAV
PTLGEKENTP
GPSTSKSTSS
SKQANSDGAT
RRYDDYEESG
RGGGGGPPAY
VNTRIGTDQA
ALTDDIDIIT
PDAKPAGPEQ
VAPMVEPCSV
KAAQQHGGGS
QOTKNSSATS
REELDEFQFDE
ERIINDGLYN
SPPSSAALND
EHRPRTTSIG
FFLRENFNKN
KNASKLTVNP

GVSRRGGSSG

NDSSLEIHNL
ELTNTTLNIE

LDVMDHQFGP
KKGRSLKSAP
QELGYTEKSG
LRAAPIIVSG
NKIECSLDEC
KKNVRRDFLA
FSSKCTEGYT
EPRSPHYENN
FSHLLDPETN
FANVHQQQODR
ELQLHVWNAG
NAEGSGQPRV
MADAVIDVEC
VQPQTSLGSQ
ESTYTLCEMT
EMQLSKIRFS
ECSLRVSILP
NLNVLIEENS
LGWNKLCEFL
EITSRIIHLL
GYSGAVGAVV

back to list

NNKENIGSER
LEDDANEVEV
GGGPDEKGGS
PSDEEDRGKE
EKSDVSSATG
ADGPKKGGSS
TNTSNNSAVV
TDTAASEQAT
WHQHQDSSTG
RGGRGGSGRI
AFIMPYLSTF
EAIKESEKLE
QQQGARAVSAA
KEVAQKTNAA
EGGKEGKTVK
SVSGPLSNDI
ELDIPRSCGG
YEEDLLTSKS
NSMVDDQSLL
SSAGTSPTAS
MYNEFRQLAI
KLKEYLDKEN

SGAGSS5SHSN
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16/03/2023, 15:19 proteins

Peptide (Uniq|-10IgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End [PTM
Y.GLEKFEW| N 28.97 [592.3220| 53.3|593.3608|1|25.88(1938 1 1729|1733
total 1 peptides
tr| AOAOP5PN82| AOAOP5PN82_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MFLNPWYGQI GAGPAREDAP TTTDEEAFPDA VANETAVEGD GTDIQETPEPT
51 TEPFENRLEC GWTAHMTQEG RLFYCNHINQ TSSWLPPIDN WNGSIQAGAS

161 YEDPREDWGE EPPQPREVEL SRHPELGFGF VAGSEKPVIV REVTEGGPSV

241 LPGDQIWRIN GEDVEHAPRD HVIQLVRSCK ETVHLAVCQP PLDNSTRESA

321 PLSQSLGEEE PCPPLMPNVM EKVYLENGQTK SFEYDSATTV SDVLNSLQQK

401 ESLAWIAARP GAHNLRCMLR IAFLPKDAYD LLREDTGSFE YLFTQCCNDV

451 MQGELTIENI EREYGLERFV PTSLVEAMER KELRELLSHF FEVNQQLTAP

561 TNFESDSNVE TVILVSPEFG VSQISGMRSS APLTLCNVED ITSLNVRRED

64 ILVLEGYHEL ATDEVLEVHE ERSEWTQDSA FPYHTRHTVL PSEWSEVEQP

721 GFQIPNNRYP CAGEHDEGAI GEREFDDPFD PTATYDSPRA LRGVSLALCP

201 RMPVLTSVSS REMPAARRVS TLETAVPSHEK LGFDMPSVVS MEILESQQQQ

881 EDAEQYLTGG GDRASRVSDV ETSSLLSDMS QLSKTESDQS GSGAGAGYGR

—

961l DHASSSDTDS VSTTPNQTPT HSPSQRPESA EGLKHGTPSR PPSMLEKFPSDS
1041 DLPLAEGSLI YLDPDIIDLT MIPPPITPEE DGLEMEFPAT INEPPTPFAD
1121 LOQDLTDLAQW SDVVSDSSCL NSSQERDFHD SEDKFSLSGV STRSVSSLAS
1201 LTANPDLDEF LSTVAVPLPP VGGNESSSQA GSGDFSNDDL SAYITPPPPA
1281 PPSGVNSAKQ SAKNFDEKDE VMVEMEVRFE QREPNHGVSS KIGEMHRLLA
1261 LSPASSHSSG YGSLESIADC SSNPPPELPA RQPAGQFSPR ENGFANFEMP

—

1447 EATPPFFPPFF ENFIFEMIIA AARAANARLS TPGEGSESAT VPFPGPLTES
1521 MGPSGVAGVE GMSASTESIS TVHENGQSGT SSPSKLSMAS SSDSIGSNAS
1601 PRNSPTRVVI PELPVTPQIE STTKSVIVNR VTRPSVDSRS APTTANVLPS
1681 QMVTPSANGP SGARTTVTEA AAPPPPPITS TPPPSPSHYA VPGVMEKFPLNE
1761 RVSQPGAPLS TSSPELGART NASIGNNVIS LNIRVEGEKGT PGQDLPTWTN
1241 DSLDGSTDFD LTTLISQSEQ AVSRVISRLA VSPVAKAEQA HFQGDEDLSQ
1221 QAMAICLSQC VVLIERMGIA VGDVSQREQN RDLPPEVRDV ARAFLHTLEA
2001 1LMRSLRP

Supporting Peptides:

Peptide |Uniq|-10IgP| Mass ppm m/z |z| RT |Scan|#Spec|Start| End |PTM
S.HSSGY.G| Y 19.20 |549.2183| -263.0|550.0812|1|22.00( 1553 9 1367 (1371
T.SSLLS.D N 17.03 |505.2748|-2450.2(505.0440|1| 9.20| 652 2 903 | 907
total 2 peptides
tr|AOA1D2MK27|A0A1D2MK27_ORCCI
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MQFPVILYQS AAFCWEMPQP FQESNNSFPF LFETVPAELC NPTNSHLMEG
51 FDEQCSVPER SVVAFQVVEN LMSSGFGGAL ILSYGTSKTI SVIIESEEGI

16l AVESFGFPRQ LNNQRYTICV KPSTGGSLLS WSICTDEDAE GLQLSRFEVS

Z41 GTNSRIRVNF DENESGDDIF TVELPDTVPE PMLECSNIGN PQGEQVYPSS

321 SLHLPMMAPS HGEHYCPTIQ GYTASPPMIF GGECKYFANI RVTDTANTDF

401 LALISCPELM ELSGFNEDVE REARDILSSC RGGSAGSYSD SRGMQIIREH

481 ACLELLESGE NVEKESYTNG DAVERNQNME QKAAVL;PVP EYPLYSATLE

561 KAREENCEPR AVVVINPGNP TGHILPRENM EATIIRFAYQQ RLVLLADEVY

©41 SVHSCSKGFV CECGLRAGYF EVVNMDPDVE SVLTASVAAN LCPTVLGQAV

721 ERAELAHREF NAIPGISCAQ LDGAMYAFPR IYLPEKAIRV AEKEAGYQPDV

501 TTILASTEEM KMMLDEFRTF HLEFVREYSE

Supporting Peptides:

Peptide

Uniq

-10IgP

Mass

ppm

m/z z| RT |Scan

#Spec

Start

End |PTM

L.H(sub T)PVPEYPL.Y

Y

27.57

950.4861

95.3

476.2956|2(29.01 2291

517

524 | Mutation

total 1 peptides

tr|AOA1A9TCY8|AOA1A9TCY8_ANOST

VSLNVAAGVA
GGTSLPYGWE
DRXXXXXKXG
LLSAAKKAKL
LGFKSMDNFS
VQERFAPELK
GOKQLTVLOA
ELIQYVEIRL
PASCGASEPE
QONNKVDSNM
TELLVQQLAD
LRHSDSLLLL

SFGLHSFDVI
RDSLENELAA
SVRAGSTSSL
NASTSSNNGL
SSNNASAVTE
ALNPLNGALEK

SSQGDLLGRI
VATVENAPGN
QEPPALFSEL
SPAFHSEYQI
NSPTHRESGN
VEAARDELIN
AAEASGQGVS

VCVSRERCLA
HENIRATQIF
ENSVPCLTDW
TFRQLCEYTP
GLLITQVRLR
VAEYIEEKRDG
EYNMEEVPYY

QDNVYGTEKEF
VDCLVDFPEE
FYSLSLLDTT

AKPENDDTEA
AATDREGKAY
SEKPVIVREV
RNNPSRVEFA
LCVEHVESIR
YDIALRIAAL
KLHYLKIIAE
KDPDKETLLL
EKLVRYADLS
NEPLPNNNVD
CSEARNDAVI
TQGQKQLSLE

PSVAGHEEED
MESTEPSGVAR
SVQTLTESER
VILQELYAAR
TVTVTTASSN
APGYGPNFRS

SVKTPSSGEM
FVTGISVTSV
REPEPVTSSVT
PVVSEVEPRTT
SGVVLPERDN
ESRQFVTASK
DFSMGRLMGK

FGGTSFGDCQ
CDSTNEAFDD
IAVDSEERCG
ATNSCLCRFES
SGATLVLASP
GIAAHPDDII
LDEHEDGWDV

LSFEEVLSEM
TDPSYELFME
GICVVPGSGM

back to list

DVATLPSGQQ
FINHLNKTTT
TEGGPSVDKL
EGVVINGTTL
KNKLTLLDPA
HMHQHALTNK
LPSYGRAKCFES
SLEERDAEEI
VPPEYHPPEQ
AAGATAAMEN
QRVSELKRLV
DNSTILLDAA

LEGLLRRLQD
GRPSFSDLGE
RWIADEKREH
EGIFQVMREE
ITSTEGTTFPD
TFIDDDDEDD

SDTHRLEMEE
KEESDSTFPLP
SFQEPTFPPATL
MAFPPFPSDSS
GSLDSGSFEQ
MFVESVTDSP
ATALAGVLTI

back to list

QGSAIGTCCE
CLQYFTSSTA
QNFTSLTTNT
NMPNFMAQTL
AVLSTVESLV
LSAGASEGIR
NVQELETIVE

EAPYNSTELI
EESTILNNLA
GOMPGTYHFR

back to list
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16/03/2023, 15:19 proteins
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MGDAINFGPFA WLREVSSDSN TASNHHSTNS SASSSHHTSS SHTMLNSNSG
21 SSHSSAYHSL HSLSQSGSGS SVAGGGNGGT GGGGLSNSSF AGGSVLANNG
1€l REEMLALFDG RTVEAPEILV QYERLFVEEP QPPLALTPCP EEELIVEPES
24 RGLYTSYQRS SSFYEDESRG VGREGERFWLE RENGTGGIGGD IEWNNSSSSPE
321 GVISNGGVGD WRSGGGAPGS ITGLVREEWT RSTSWRDEDS GAAHHGLDRG
401 GGIGDLSSGG HSMGGPGGMR RPNWDTDELP EWATENFPSDF GGSFDATGAF
421 TTNHAKDDDR LEDMRREAED GEATIESRRGG SDEALGRNRS EGAAVASGEG
561 DRENEPNDDEN LPSTGAIDSS QQQEQORIKR QAGGGKDGGN QVSGVVESES
64 SSTVSGTAAG NAAAATASDG GDGROQNSPSW QEGNEVSASS ENTPDHQHEV
721 EKRNEPEKSPS STSVDRMQEV ADDMVAQLIM DDEFLATDGD PSVISSIAAS
501 TSAGGLPMNM VLPEALQPMQ QLFGNGNMSR VNPLLLSDPV AANRAAMAAR
281 DPQGEVQGPF QAAEMTEWYR AGYFDESLSV RRECDEVYNT LGTLVALCGG
26l LOQOTPQPNA SASQGGQQEQ QIAPGANGNT VMPSPNQOQQ QQPAGQROGPG
1041 IVLQELQNSE GWNLLSPEQQ NMIITQQOMNQ LLSSEAATRL GMISPSAGSS
1121 GMPSGPFDALV NLELREMQQQ QQQGQPQQOQQ PPPAHVMMEQ LOESVPGNQH
1201 NVDPSTARAV AARAASSQLMH GIGFNHQAAG QNIGPLGPNN LLLNRGGLLG
1281 FMQLSLHENQ QASQQOQQLPN HQPESDMMGG GAPAGWMQTG QPQGANAGTA
13261 SFASIMQQOQQ QOQOQPHMATLA GHHPLLLGGS GPMNDGSNEP QAPSVVSLFE
1447 LOQOMHQENYV LAQQEQQOLY QOSQHVQENQ GOEAARFKQOE NSQAGTGGESS
1521 QEELEEQQQE EQRKRELAEEK KVLEELEAQK RAKLLESQRR EAMEIQEQQQ
1601 TEIQKETERAL LARREHSLRE QQEQQOLLEM QSQLLDGRLE WNAQNLMPAK
1681 AATARAQGTVE GGGAEKEDSL ASLLGGGGSG SAAGSAVWQV RGGGSSSSST
1761 VSSGGFWEEP TQPSVVTAAS IVARAAGEKASA AGARKQSSGV TASSGGEQQQ
1841 EQQQGATEGG SASNAAGGKES AGENGNATGN NDREDEREKHP NEQQQPTNEF
1921 FEVEDYIRLY LGENEECSEF AKQFLERRSK YENQQRQENA HIDDMCEPAP
2001 ILGFSVTAAP DELNVGERDY GDNV
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass ppm m/z z| RT |Scan|#Spec|Start| End |PTM
G.GGVGL.H| N 18.26 |401.2274(-1954.1(401.4507|1|50.80 (4837 1 67 71
G.GSAGL.S| N 16.06 |403.2067 (-2204.6 (403.3250|1|49.11 (4643 1 1753|1757

total 2 peptides

tr|AOAOP4ZIA8|AOAOP4ZIA8_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

GGGGGSTTIV

GTGPGTANSA
RREWPSRSVS
REKEYGTRVIR
LNSGGGGDRM
HDSDNDGESG
RGETPGKGMN
TVAPSEPAPN
PSAPGERRET
GTGGLVGKSP
AAAARAGVNP
MPFLNSSVIQ
QQSGQASAGA
SAGGTNQHHQ
SNAFLELHLP
AGGPAQQQPL
TAGGLAGLVP
HHQOAERQQQ
NSSNGQATTI
QQQOQRSVPER
VKPLAEIQAE
SNMLYFNSTK

QQQQQLLSES
TDWCTRALSS

ATINPSSNDFQ

NNAGGGGGVG
—

TATTTTATAI
LGIPGRGARG
TGGSTMESWR
IPPYKSRLSS
GNGANRYGGD
HVGGGGGGSG
AQSNSTEKGIS
GNEIIDENDG
VEGMSAAGGG
MAQLHHLMGP
PFEAPANGAK
SGGGGGPNVV
QQQQQQAGAG
EFNQVSQAPA
PQQPHPAAGK
RGPMVGAASG
TEKEQQQQQQ
TSEEESEFII
AVPAPWSAAM
EAAAAFERARE
AWDGDTSGIL

KTMGSISTSS
LNSNVDIPTF
ETKGENEEKVEK

LHHQHHHQPP

RYPLAEFRYG
GSVDRGRGRG
RSRTDEESVG
GSGLGSGGVV
ASNETNGGTK
SSRAEEESLA
SSRESIESSV
AKHHHPAQHE
GPSGPAATSM
PRGMDIWYYC
H3PQQOQOQO
PSIHLLRQQS
IFSGGGSAAG
AGVRPMLGNM
PGGEDPIQSL
WGDLPPPTSA
QOQOLLOOQO
VEKEMEEKKR
AEIANSKLSL
KHANASGLTV

GGGSAGLSNS
—

SSTVTARKQQ
VGFLQDIESP
KNKMMELDSR

back to list
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16/03/2023, 15:19 proteins
1 MGSENEETME LEAEHLFLLM KEDYRISENA RAEWYFNHLN HTVQIPEADK
51 QYVISLSTVV TFLSHTYRLV LCLDLSPSAA TVDCVEGVTL LDEILTSFEN
161 PFLVSKGQQV LVAGWLLQQOD NVNAFVDLVQ FELSSIEVRL SCWTNFVEEQ
247 ISIATPEVSFE ISILRYGMLA LELLPEESSA GIIIFTDGVE GTTDAGWSEA
321 LPNNDLMEFV ASTTFGTCLS GAPHVDGGYD YOMNVYHQYF LTWGFEEYLL
401 VSDYPVNCSL HSVLSCRELRE GFTIKEVHLD DDVVEVHLAL PWRPSIQVEY
481 CEEIQSLCSR YRQLVVQSYW ALVENLSETD QLLVHLHSFS SNPAFYTVPE
561 DAFWEKPICVL DIGYWQRRWLH CHRIGILLQH DRPLPKHLHL PSTSGRYHSI
64 VCTDSEEFVS FYLVRELTHEF PCVILERIAFL GGTAGSIEQE VVADLENAVQ
721 EEILLRYENF QVVPHDPFVG QNNNIQMERP SASPGTQWST LSHYLHHERW
201 EGFSFAHSSS GIFTFLLEVD MERQHGQLLP GSTDDESQDQ RAQNCSCVVQY
581 DAQLEIVTEC WVEPQAGIVG DSPDERGFFQ GLDYHALAES FHPMDLDCIS
961 SPAIPGRRDV LSPLTGNGSS YNFTPPSGWD RRTEEALEDD TVSCVPFCFEQ
1041 NPADTVNELL FDLLTRQLSQ LGLREVILQE GDCRQLLENL NLQAAADCPH
1121 SPRDINISNF PSRPSLLTPL NISYRSGINS HDDRAESAAN ENEPLTPMWR
1201 EHLQMPRSAH LTKVEPDFIP HAEPYSNNDG SVESKSTNEE VAKHMTTDDD
1281 PRLASHSSVQ AARTRAGSLD TAPLPHGQQQ QSHPQQFQHH HVHASCSVGS
1261 SSPVRSAPVH ASLSLPVYVFE DCPLTNLVSQ LLSRGANPEV TIYRDHTFPN
144 SAGSINILSQ YCAVVEALYC EKCLGQALFTS LQLGEQIHSE DVDAAMNLCE
1521 LRQREKQSSSS GEPLVEDDAK WDFPLSLLRL HQPCANLEHL HELIRTRFQE
1e01 EEEAIHDLSI GHDDTELVEF RESSDTDNSV SQTCSVTGGE SDSASEPIDD
1681 NVTSQSLNAL PTCLGDLMTS ISGSSAVLDL KGLEITLDFL CLTFRSDLED
1761 TSQSELSEDE DGLPMDEDDR TESISRQLLH IPEGQRERIK AATADIEWML
HEFSCREENV PLHEVLNEQE SSERFLVEFT ELPIQGHLLE EEGSFYYLTE
ASASRESLVAQ TSTDSCATAG LGVEEQPGEG EADERIDYQME NTVGESESEA
VREPDDVQSDS LFEETSERRE ESGTTSIPGT RHSDSSSVVD SIENTEDGYE
EVNEEAVVTY FHCRFELARP EEIQOWEQIH EDLINSITAL GELINQOMLL
2161 EPTCHRINSD HLHTYGSQEQ PGYLEATLEL QPGSFQCRQV WETHFPLHPR
224 NMEVYQENSG NVFYLRELNES SCVSHENPSD SVSISRYNAD EADGASYSCS
Z3Z1 RDSVGGDEMS LGSVSLNRSL HYQSQQHLLR KEDCIQLKVH GITEAGPAIK
2401 LTSDDVHFIQ KEPNEPPHIIL QSTVQACALP YLPALAYYLR QNLLDSVVYT
2481 RPQASGNRGI ACIAFALVDG VGNPVSQLEW PRPATAVEMD GGIGPSSLSE
J—
2561 ERGHVNEDTL REELELAIQH ALWDVVLEYR LLPFPLCAVT DQNGVLVPQN
264 FVDFPFESRESVS FSGLFPNESC VASGTTNFLA TSSAIDPEWE VEHTSGTSSI
VS5TS55VTSS5L TTGTLPELDE LELGERGVLH PVYSELLEEW FNLGLQENVA
TPELSMEIFS SSEPGAPYIP YLPASRCPEQ GSVDRSVLDE THILIGRNMA
AHQREEFVSYVH DSPVNPCPEA VELVQSQSGN FGSDVDEANT SGDHSSVVSL
ESLTEQCHNL VQWHNAEWAL LSSIVAQELG LFHNQQCSGE THAHQTIRHN
PSQSSLPHFA YLETYRDSKP NRLLSNTPYG NQGDLVTRHG QOWIEERYSE
3121 FEQVARIIHY CFTPLLFLPE WRIQVARTRED PNMATASLTS EFRPRHESGN
3201 SAYLQEYVQY LHTLGFLQME IKPLATKRGP KSALESQRIV GEEAGRVEHV
3281 SHQGGILVCE VAIQEPFFYT EVYALEMSEL LHVGMGGAFP NVGHIASAQA
LNSEFVSGRQY LLEPGFHLVS FLDDFTEYYN KAPNFARNQV VSNSLTLEDFP
3441 SDNDEVTTEF VLAKQWSFET IQREYGDLEH ADDYDVTLLV SHESVVEDPM
3521 TVSTATEVEA ASAPPLETVD RVAEDSDATA SSTQDVQOMP APGNGQGEIS
3601 IQREKGSIMVN AALPEENRTS PAGPAVVAAA AAAFIRQEVI NYLGYYTEHE
3681 RDTLWQRLQQ SPASSSTNLT YLEFRELLTL SHTEPISSGE PQLVPLLAQP
3761 YVIVLNQRLP GTAMMLSCDV HADKAELSSL CQEIPSTEME VSTVESMDNG
Supporting Peptides:
Peptide Uniq |-10IlgP| Mass ppm m/z z| RT |[Scan|#Spec|Start| End |PTM
I.GPSSL.S N 17.78 |459.2329|-1577.6|459.5157(1|48.81 (4609 1 2524|2528
L.SPAPDGGL.A| Y 16.96 [712.3391| -131.4|713.2528(1|49.05(4636 1 1596 | 1603

total 2 peptides

tr|AOA0J9R316|A0A0I9R316_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

VENFKGEIEI
CVQGLAREFI
RDAHLADAER
LLSQLRHNTI
RPTQTVKDTK
SIRGQWPITQ
ATIKSGVPLEY
QCRQAATALN
SLNFPQRSLP
IWCIQGSPGL
VLEPPHRTGS
SLVTFEHLNL
LPRLLPKCSR
KEEDFPNNSV
CEVKSVSSSH
QMTSCSQSQS
ADRRHNSKTS
DEDISASTGE
ETLLEIDITA
ILCLSFKPVP

VEWEEDGEDE

LVPGPHNQRT
RDEIVAFMLD
NTCQAKFQGS
TKDAAVMMDS
GGSSNSEDEF
KDLHDTRSCN
LKTGPGKLGS
RRSSNWNVSD
IDLVRVLONK
PKYMDNEVGH
FEEFIRADLC

LGDGLPCSEP
SIERPLSPVT
SIKFQKASLL
QWKESLSGEI
LIPRQRLLWA
PFLVLSEMEA
RREEMQRLLV
SVNSGRNSPS
SHPTRVNGGP
HYTDRFLNEC
ATTGEQLENY
TIFIKFYVIM
KSDADLQLAD
QDMQSMMSEQ
VSWYQGLAKL
FHSRPMIMQG

VSAIFQETPI
VPGSQLLFECPF
IVGGLFETVS
ACSFVQVGSR
IWNLSNECFE
GTVRCGISVQ
LFPNESSLVN
AARLRDETSEV
QDFSKTIAAT
ALSLNSVARI
FGLEDSEDEA
MCRQADEVGV
AFLLESTEVQ
DADTEVESFA
ILLVLLFPASFEF
TSQPCSLGPT
SSLFGSGASY
EEANEEDRQA
FLONICGHLE
SLEFDYYFYCP

TEATSVPLFL

TSFCSSSSGI
SFPITEATLA
LDPPLGSSRY
TITLVSNGEG
EWLKELDMEK
GLLEPETNDD
SKGVQQLRIV
RGGLDEDSID
LDDAVLEVLH
HFQDYSEFFP
VKATDRKGEG

TTPVRREWQL
SIQLRSSGPI
APLTVPTLLK
NLSDSTQQEN
TVSRDQEWTM
LVKLHVPPAS
LCPARSSGNN
NSPPRQPRRP
SPSSPSSTSS
DHIKVLLHLH
LLTRERRYGF
TSKREYYPRL
KERNTPTPEL
AKKAEDLIRA
LLSRYPENHR
FIEDFVNLCA

EWDWDTSHLY
KIYVTVIAHT
DRTTNSSCST
TCHPASSEGF
SSATHRVKERK
GPYDFLHDVT
ASSDLSYPHF
LLENHSYIGL
PCCKVLQKPA
LSIITKMRLQ
TEESDILDSS
TCEQEKSVES
EFKAPIRYIP
TAREANSTPR
QDLKLLMLNE
RTNSFAGQQR
FRPVTSLESF
ESQSIPEDEV
DFKMKAGLEL

PDHPLSPAPD
—

HLTATVESEER

LDANNPCPTL
AVVQHVQSSP
RETDADLTSE
DAVGEPEASD
PRMPPFWLVL
IWHQDDLAHT
LNAFSVNNRN
SQRRSGSFSE
SLLSRNPACK
APTSDVYLYN
PMAAMEFRIW

IQPIVHEEDI
SPVERFCERS
AVNHICSSSV
NGQVALKVQR
WLYNFNEDNY
RDYNVSTTRE
ILVTEDIIQL
TDDHWHQSLC
SDANTLYFHK
SFTYDFHLRS
QVLRMASSSN
LVEKKPGKFR
LSVSNPEVSF
IVNQAKVHCR
HYSSADGKIQ
FHIWSGLLG

back to list
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16/03/2023, 15:19 proteins
1 MDFERGASGG GGFSPNGNGG PGSGDVSRTA RYDSGEGDLG GGNNIMGIDS
51 AAGQERQQORR GKPQPDRPQR ALFCLSVENP LRALCIRIVE WEPFEFLILL
16l EYVFLVIFTA ECVMEKILAYG FVLHNGAYLR NGWNLLDFTI VVIGAISTAL
247 LOVVLNSILE AMVPLFHIAL LVLEVIIIYA IIGLELFSGE LHEACRDEIT
321 DGITNFDNFG LAMLTVFQCV TLEGWTDVLY SIQDAMGSDW QWMYFISMVI
401 FQELREEQQI EEDLRGYLDW ITQAEDIEPD AVGGLISDGK GEQPNEMDST
481 MRRACREAVE SQAFYWLIIV LVFLNTGVLA TEHYGQLDWL DNFQEYTNVE
561 CFVVIGSITE TLLTNTGMMP PLGVSVLRCV RLLRVFEVTK YWRSLSNLVA
64 FGGEFNFDGE EEEYEMNEDC FWQALLTVFQ IMTGEDWNAV MYVGINAYGG
721 AVDNLADADS LSEVEKEEEP HDESAQKKSH SPTPTIDGMD DHLSIDIDME
01 DEEGMITARP REMSEVNTAT KILPIPPGTS FEFLEFSQTNRF RVFCHWLCNH
581 NEVLNEFDYF FTAVFTIELI LELISYGFVL HDGAFCRSAF NLLDLLVVCV
961l NRAKGLEYVV KCVVVAIETI GNIMLVTYLL QFMFAVIGVQ LFEGKFFECT
104 EWSNNEFHFD DVAEGMLTLEF TVSTFEGWPG LLYVSIDSNE ENGGPIHNFR
1121 QNEGEQEYEN CDLDENQRNC IEFALKAEPV RRYIPEHGIQ YEVWWEVTSS
1201 LLDALNMIFT AVFALEFVFE LAAFRFENYF GDAWNVFDFI IVLGSFIDIV
1281 NLISINFFRL FRVMRLVELL SKGEGIRTLL WTFIKSFQAL PYVALLIVLL
13261 TFQQAVLVLF RSATGEAWQE IMMSCSAQPD VECDMNSDTP GEPCGSSIAY
144 EDWSILGPHH LDEFIERLWSE YDPDAEGRIE HLDVVTLLEE ISFPLGFGEL
1521 AVVRTSLSIK TDGNIDDANS ELRATIEQIW KRTNPELLDQ VVPPEGNDDE
1601 HPDSNTVTLQ AGLRTLHEVS PALERAISGN LDELDQEPEP MHRRHHTLFG
1681 IGGSASAALG VGGSSLVLGS VDPAGGDYLY DTLNRSVADG VNNITENIMQ
1761 MRPLAENGGG AATVAGTLPP EANAINYDNR NRGILLHPYN NVYAPNGALP
1241 SLIGGVLAAE GLGKYCDSEF VGTAAREMRE ALDMTPEEMN LAAHQILSNE
1921 GGSSSIENAF GGSGSGPSSL SPQHQPYSGT LNSPPIPDNR LERVATVTTT
J—
2001 TAQPVQQQSP QRGQGNPTYS S
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass ppm m/z |[z| RT |[Scan|#Spec|Start| End [PTM
S.GPSSL.S| N 17.78 |459.2329|-1577.6|459.5157|1|48.81 (4609 1 1936 | 1940
LALAVY.T N 15.56 [535.3006| 2301.4|537.5398|1|48.28 (4548 1 138 | 142

total 2 peptides

tr| AOAOA9Z5R4|AOAOA9Z5R4_LYGHE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSIRGPIRID VWKGDWGLPS VDLECLQFLA YIKINAIDME ITNVNNEYET

—

21 NPDYGLNREQ QAFEAQAYRTL LEEKLFPALQ YVWWLDQNNE TGVTTPWYSR
161 NDEDIESEVI GDAEKCLTAI SIRLGSSDFI FGSHPTSIDA TLYAYLAPLL
241 FSQDYNEYEA KREKEMEAQK EQVEQDPTLR RNQFIAVFVA LAAMYGYAVS

Supporting Peptides:
Peptide |Uniq|-10ilgP| Mass |ppm m/z z| RT ([Scan |#Spec|Start|End|PTM
N.VNNPY.F| Y 24.90 |605.2809(-19.1(606.2766|1|32.04 (2642 1 44 | 48

total 1 peptides

tr|B4P0S9|B4P0S9_DROYA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

MGIANIFETM

NGTTIGPSGA

TIFANCIALA VYTPYPGSDS
—

SQLMKDAFDV
GEYEENIRPC
LGAFFVMNLI
ENLGEEMPEV
FIGLFTCEML
SLLNSIQSIA
VSSYGALACI
QQELDDEDKM
SNEGNIILCC
SLISLVSSSN
DGSKMTQDEC
PIVAAYYIIY
SFEYTIFILI
YSEIKSKDTS
FEIYAVVGMQ
PYFISFYVLC
CPHRMACKRL
VTVGKEYATY
SVWSSIRRHG
ARLARAGKLQ
GHERMIQSTP
HSLSLIGSSN
NNNNEKSQVSQ

FALRAFRVLR
GVGYQCFPPGY
LGVLSGEFSK
QMTESRWREM
LEMYSLGFQG
SLLLLLFLFI
YFIILFICGN
DHETLSDEEV
IMESSAMLAA
AISVVKILEV
YGTYLVYDDG
IIIIAFFMVN
MINTVTLAME
QIAECDIVEG
VFGKIALDGN
SFLIINLEVA
VSMNMPLNSD
LIQDYFRRFK
NGTFRRSAFA
DELQGAGSGG
ASPYDQRRLP
GSIFGGSAGG
NNSSSLNVEA

GGEOEGGAARG
NVTNQTLEEWV

PLRLV3GVPS
KECYGGWDGFEN
ERNFAEKNRGD
EFEDFDRVNRR
YEFVSLENRED
VIFALLGMQV
YILLNVELAT
REMCEEEEEV
ENPLEANDDL
LEVLRPLRAT
DVHEFRLRER
IFVGEVIVTFE
FYNQPLWYTE
CESTEEKSAGS
NATITANNNEQ
VIMDNFDYLT
GTVLFNATLF
KEREEQEGKEG
TASQSNGALA
ELRTFGESIS
TSSDMNGLAE
LGGAGSGGGEL
NANSQMNMSP

back to list

PEGELPVIRL KDRNISRFED LVEYMEDEKNM

ILPIPFNFYY PGEFEREAEG MLTALFDNYE
EAPLESTGLY NHLEACTNLN EYVSEMSQRY

TGALQEKLH
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16/03/2023, 15:19 proteins
1 MAPAGLYILL SACCVSLASA GFGFGFGGGS LGLGGGNGGG SAQASLPGLS
51 VIHSAGSAAR SHGAQAANGV LGAAGSGADA VHSAGSTAAR HGAQAINGVL
161 AAGSGVDARAH SAGSTAANHG AQATNGILGV AATGANAVHS AGSTAASHGA
241 ASEHSGSSSV SIGAGHLNIQ SSDNSGAKPN AAHLTIGSSG VTGSSGLHHS
]
321 QVVNGVLGVA GAGANVVHSA GSIARAHGAQ AANEVASGIA NGASTGSGAS
401 ANTAQITGSS SAGAHHTGSV QAGSAKITAG HGEIEASGSN SGAAGAGHLD
481 GGATSGSTSG QLSIGASGGS GSAGSHGVGN FNIKSSETTY SSKTEESKFES
561 KVESSGSSSS LTGSGSASIG AGHLNIQSAG STGSSQTASN SASIGVGHLS
£41 AGSGAGSSKEI NAGHLSIGTS GISGSAGSGA AAGSSKINAG HLSIGSSGIS
721 GAGSAKINAG HLSIGSSGIS GSAGSGAAAG SSKEINAGHLS IGSSGISGSA
501 GLSVGANGHEK SSTVGSIGLA GAHDAASLDH GVASGILTSE CFEMGNQSI
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
I.GSAGI.S N 16.06 (403.2067(-2204.6|403.3250(1(49.11|4643 1 633 | 637
T.GSSGL.H| N 16.00 (419.2016(-2022.7|419.3610(1| 3.18| 234 1 283 | 287

total 2 peptides

tr| AOAONSCGV4|AOAONSCGV4_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

LGGEYNRGSS
GVAATGANVI
HDAHAVLGAR
TGSATVDAAN

SGHLSIGSSG
VGATGASAME
AGHRHISSGS
IGATDSTSEE

GSAGSGAGSS
GSGAGSAEIN

GSVLNQAANG
HSAGSAAASH
ATGVNAVHSA
AVLNAAGAGA

ISGSSSGSHG
TSSTYHEAES
STIGASGTQA
SSAHASSGHL

EINAGHLSIG
AGHLSIGSSG

ILGAASTGAN
GAQAANGVLG
GSTAADQLHE
TGSSGAAHGA

NGHLSVGTSG
SEVSAGHAST
GSAHIKTEHEK

SIGSAGISGS
—

TSGISGSAGS
NAGSASLGSN

back to list
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16/03/2023, 15:19 proteins
1 MEALDVYALN IPSAVVAETT GSLNSTLTGF PAAGVTANRY TVPAQTIRSK
51 YVVERIYRNS ALQVVANSFL ANPSTSAVFA TILVEYLLNH MEEMGLNVER
161 PHIVNKSMEL ALSAKEPYNY FLLLRALFRS IGGGSHDLLY QEFLPLLPNL
247 LSSLLPYLFM LMDPLVSSLN GSQTLVSQGL RTLELCVDNL QPDFLYEHIQ
321 FKFGGGNREMM VEPQRLDYWD KDSGPCVVIH FQELKQPVSL PVEKIMETAF
401 DDDRLVMQRL LSHHSFLEGD VHPVQSPSFQ CSDEQARHVH QTAVTAMFVA
481 GPFPMLVEGR SAQRILGMDP LVLVDALATI MGHEEKELCK PGHLALVLML
561 YDRAWYAELG GCIAIKFLFE RMAFEWVLDH QYVFLEKALLF VMMDLTGEVS
64 IVSAQEKSLH DVTHELVEQV TSPNSTVEEQ AMHLLOVLAR ITNQTPFTAIM
721 DGNTFCTTLE PRLFTIDLNV VEHEVFFHEL LSLCEVDDTV LLELPCYESV
201 IFKALSCNNA ELQETAFSCM KKILVGTQIE METVHAAVRP LLLLLGDYRS
581 HLREWLEVVI VAFKTGGNRP VATHSSHGPF SSSTSSSSSL CSNEVEVAIG
961 GLEPGSPFRE PLIKFLLRYP TETIDLLLED DIIADADWNR FLEHFVRHSD
104 KPHALQVTVR ILRIIICEDD QWISEQPELI NVLTEAWCHX XXKXXXXXKX
1121 DQWISEQPEL INVLTEAWCS GRYDEKKTSD LSIAERKEQR QLAKILLHYF
1201 FLEKTVGQSY GADWERASFF EFVELFRNPFN LGQELKAKIL QHIITPGFSV
1281 NEVIDPDNPF GTSDAVRILL LQLSCLLVEQ ASQHIHDAAN KRQGNKLRRL
1261 AFRFATHERIV LQVFHSLLEA HAVEARSVVR QALEILTPAM PLEMEDGNTM
144 EVYYPVEHHL VQYMITSIQE LGFTPTATLE HEELAVELAE VVLEWELQEM
1521 LEEPRLASSS SSGKTLEVSK PIEKTHCDAI ANFLLRLACQ VNDATSTANS
1601 WFDRLFQTAD NTPAAATASA ATVSAPNFTN ICTALDLLTF LLSILREEQI
1681 SRLMSVFPTE PTNSNVASEH EELEGLYAAV TEAIYEGLGA YERNTTAPST
1761 LQORMAREHSA PATGDREQTTA ASTTTESGFS SCELLILSLD LVENRVGVMG
41 MLDEWMETKET PIAINQGPSL REKSILLVEM MQCLEKRFPD DVELNIAFLE
PQPSTRAEKFF HVLDTSMERER LHDRLLYIVC SQNWEAISAH YWIEQCLELI
ASERENFSVA GNIEEEFEEL LDVFAHVEED DIDMDLSNAP NDPLTPSGVN
AQLAHMDTSL AEVILWLDLFF RIWEVLGERQ QQALSVELVP FLCSGAHVVQ
YLGESHNLWH RTTLMLEQLA FDSGNSTAHT EVEQEEAGND FDLDPGAVSH
224 PETIIAVAYE QQGFFEQAQG TYELAMTEVR QEFANTPAPI SLQSEYRLLE
—]
23221 VLESAWRTPN WVVVRDALTQ LEQACPEEYA WEVNLYRGFL AMCHPEEQHT
2401 TTLQAAQOVV ELQEAAQIHQ GLLQSRPGTL HDVEAIVETW RNELPVIADD
1 SAQSMLGVHA SAQATIHFGK VAREKHNLTGV CLDSLARIYS IPSVPIVDCF
1 STNLEYFAEE MTAELYALEG MLLAQIGEPD DANKAFSAAV QMHDTLVEAW
2641 ACRHQNESKES REYLAKVLWL LTYDDDELSL AEALDEYCVG VPPVQWLPWI
2721 YFPIRTLYLT LEIEQRERYE SAELAATQAT ADSGSTVGNG TPQASTPVAA
2801 VLSSLEGIVD QMVWFRENWY EEVLRQLRQG LAKCYAIAFE NRGSVAEATI
SSAASESLAR RAQATAQDEV FQEMETQFST DFDFTLPGAM FELHNLIHELE
LOTAEVELFG EFLLFEHTHY YVEIARFLFE VEIVQEHNTA ARRLYIRGHN
NNYLNEHEET SERFLNFTVP REVVAVSPOME LVEDNFPSSAT LLDIYRLRCV
3121 VLRDIHEKDVQ QIMVPRTLLR EWANVTFPTA TEFYWTFREML TLOMALVNLA
3201 DVEDSNGELD ANRPVPFELT PNLADFLTMI GVAGPLTASM IAARARCLVQP
EGGGSVQVEG DILIGLVNEA VTATIINRLYS LSTFDGNESE VSTLVAAANS
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass ppm m/z z| RT |[Scan|#Spec|Start| End |PTM
E.AAGPI.K| N 16.18 |427.2430(-2476.4|427.1923|1|59.58| 5608 1 2774|2778
N.TPAPL.S| N 15.20 [497.2849| 214.7(498.3990(1(47.42|4448 1 2276 (2280

total 2 peptides

tr|D6N9W7 | D6N9W7_BOMMO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

EEKEVLEHFA
SNLYLKLFKL
LQSLNSLQSG
PVRAELMQAL
SALKSSSTEP
AATKELRQAV
DTASIVLGSK
SGAIDMAKAN
EPHKEVLADM
SNLTPLRKSA
LSTNVILRLS
IIGLFHQIPA
GKPFRGAIKG
KXXKKAXKKK
QQHPEEVELL
SFERGEGELL
MTFAWPCLLS
LTHWTRKIIV
KDEADSGGES
SGEQLSKRCV
LAGFKPLQRG
SLLGTLMLLK
VEMREAFIGS
LINEVYCEES
LVTSVSGAPI
KTGLATLVNR
RDCQPSAINT
HETLDALSEM
DHWMRCGKEL

NMVERYVELA
LSHWSDVETW
QRIRQQVKCY
ALWGDHLEQV
PQLLVCLVRD

GAEAAGPIEA
—

TPHTLSEFVEK
EWIEKILEAKT
GEIYPFYLVVN
KENIEHDMPI
EYVLHLTRLN
SVEVSAILEA
NDNLCRMDFA

GVEAMMNPQT
VEFGSVSLFAA
LHKQHMEDLF
WRTLRNPNDQ
FYRTQCWEVV
LPTMVSLVRH
ERACKLPLME
LEKMLLLCAT
IPPRKHLLREH
LOALAACHYI
HTTQLEPHVF
ASARFLEILC
NTTRLINEVL
XXKKKKEXKK
FHLMRALCDR
IGTPPTPDQD
KNCVDPTTRY
EEGHTIAQLV
CDETLPSGSQ
ALLEMALKED
LSSLMNCVNP
AACTNNECYI
ILVGLLEKSN
LEGSELVSKL
HTAPASALLP
QVKFLESGRE
FAEALSLCVE
YSTLKEEDLW
NOWELLQEFG

SSLCIREWRR
RQHHYQFIVS
LOAANVLGKN
FTKDSRNIGI
EGKLVLNLLS
TEPMWRCSRI

LVATFGIGIE
ELLPRSFLIE
DAGLGDARERE
AFYYERLATI
ADMLYIHQDS
ILRDEMIAWH
WHEWL

FKEVFATTIE
ENEQMLKPHL
VELCLTVPVR
IAHVAFRVLG
RCFLLSSLHL
YTLVAVVQQA
YLAERMCSLC
PLPELLPSPE
QPVNAQIGLM
TQCRDKILNV
NEKLCEQLLQ
KLVLQTERAL
GGISSESATA
XXXXXIICKD
TIPDEYFLEE
NNESVVSVEI
HGHLLLSHIT
HILQLLVRHY
KRAGNDGQPE
VWPNCELKLA
KVVRCLHGLL
DRLITSFMRA
EPKVVRSIVR
EPAFLAGLRC
GVTSVIATAD
ITSAQFLEAV
PIRIKPCLLE
SGLWQRRAHL
CSPECLNYQL

LPAIVSHVHL
HYDQQSDQQA
ELQEGLEVIE
GISAITCFLH
QVGRMEPQAV
MHMQRDLHEPT

NIANSASGSF
EKCREFLSNEN
ERVLOLLRML
QARGCQASHQ
GLLSVSYFKF
KKKTADEKEK
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16/03/2023, 15:19 proteins
1 MTEMPPYHAV EDEEKTSGQS DSDSSSDTDD WDLSQCFDKFP QHLEFIKGAE
51 DVVETQPCAR LECWIDPLSL SPSKALESIG HALQSQYERW QPRARYEQSL
161 GVPEPTAQGE IWVFNRTYTQ YIPLSMYDLQ TWMGAPSLYV YDCSNAGIIV
247 YENCIQLAAC AAGQSLPFMNP ELPANLFTAC HTTPVETAME WEVLRETRTRY
321 TAITDTIAWS SLPADLFQQL FRADLLTASL CENFLLADRI MRSYNCTPVS
401 SSAPHPLDYS HSPFFRDQLT AFQVWLDLGC GGRGVPEQLP MVLOVLLSTL
481 YMLELLQASA PVLRASMVYI WARITIAVDPS CQADLVNAKG HTYFLSVLQD
561 QGSMISICLE QLGDREPVLA QWICISLGRL WRGFEAARWT GVRDLAHEEL
641 RCEQANALDL QVGVQLAARIL PLDASPLVEA EILAALQWLV LIFEQHFIAV
721 GAAGGRSRPP HYSLPAIGEFG SVPVRLFSTL CAMAREFPHPR VAQMATDILN
501 HEHARTLPGH GHRRGESGLP HTISEESVAN RDRDSGGDRE RHEDSLSSNS
81 PDCESREHHQ RRWTLAERNRE LREEARAACR VSRLETQALH SRCPLPPAVV
96l GSWRPAWGRI SSLAYLNEHQ HALLAVASHT GNLAVYRPSG SSTEPALVSA
1041 FSSNEDELAT NENEQQADPN LGGGTVVEWV AARRWVAAGG RARGVEFPWDA
1121 GFQDGAVRLW DQRTLAPTHD LERHAAPVLA AAHSLRADLL VTGCANGEIC
1201 VACGSPNQCI SLYDLEGNAL NTIKFHEGFM GPRIGPVSCL AFHPLRWAPT
1281 EKLNSI
Supporting Peptides:
Peptide Uniq|-10IgP| Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
L.GAWAVRAM.L| Y 22.74 |860.4327|137.2|431.2826|2(25.10| 1857 1 466 | 473

total 1 peptides

tr|AOA224XHBO|AOA224XHBO_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RVEHSWEVEE
DETSEEVEKEL
DSFELFADQH
ADRDLHDLID
SPALPSLAAH
HEVRALQLLC

PTVDSEHRTL
FPLLEHSEPE
YIQERVRRND
YISNQSAQVD
SQTCTSKKAI
LFHPYDQHLA
WRALDVSPEP
RRELRVGDLA
IYDTREMAVL
ARRLTWRSWT

KYKTHCVALV
CCSLERRNAED
EREYEAQENE
KIPGQVTDERR
PLWAAWEQTL

LCLNVGVDFEP
EEVLFHYNGH
EGTSSIFQVS
TMLGELNWIF
DSALAQLVTL

RFLALGAWAV RAMIAVGIFP
—

AAYVLAGIVD
VRAACAFALG
RGGPSGRAEA
SVAEPARNSA
VSTEEVEWAG
VASKDNEGIW
QYTPPRAQPI
APGDAALTAL
EEIRAPGPLA
HLHSYFCDVL

GYPAGQEAAL
SEVWWCGGAG
GQEALAGGGG
SLPPSPGTRH
GAFSRPEPAR
DWGTARKLCV
YSIAQLVSDQ
GAARPDVLAA
AVDVHPLCDL
SRNWAKYSLM
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16/03/2023, 15:19 proteins
1 KSEGEEEMET PVAPPDEEAE TEMKAPDEKE KEKQMEQIRE SIGELQRDIE
51 EGRPILSAPS TYVSTAESTM KTVSLCEILR TFATNPEERG VWDRYLEMID
161 LFEVEKLEVID NELSHEPSLV DDENLEGTFL CEIVSIINNI NAIALLIPRI
247 RMVMMTARNY SSNFDEFSYL WTDNEDLTLE QFLEFSRRLT PEEMDMENAE
321 DLLRLEEEEI IDEWFCLSYK VFEEQVLNYS ASWAMLYEQH LIDEVMNTVT
401 YLREVEVYEV KATDLFEKPVE ESMDMLESYG HVFPLEIYRM LETLEPDRWEEK
481 DVEMDLYLVE FEEKPFWLWE CDAYYELDET NTEIKRLEDL EANLDNQATL
561 VTSMISTWEN TRWRTIDSES MDMDLKRLLEK ELRTLDRTVR NWDIFNIIEN
64 EVEISLEITD ETTLEDLLSL SLHEYEDEVE TIVDESVEEQ QIEEMLTELT
721 LEENQVQVQON MLSSKFVGEY LEEVTTWQEK LSSAEQMITT WSEVQRIWRY
201 SMLESMEATP NVVLAASQPS ILDNLNMLLA NLQECEKALT SYLDTKELIF
581 LYDAISNLRF AEKVDGEMTET ATGMHAKDGE FVDMFWPCEC VGAVEDWLNS
961 DFPAQPVMVI IQIMWAAEVT VAFRFLEEGH ENSMEDYQEE QIFMLSQLIN
104 MIASEVGSAK EFQWQSQLEH RWDHGVGDCE INICDAQFEY QYEYFGNQPR
1121 GTGKTETTED LSKGLGIMIY VENCSEQMDY RSIGNIYKEGL SQTGAWGCFED
1201 FNFQGEVIRM IPTVGMFITM NPGYAGRAEL PENLKALFRP CAMVVPDFDL
1281 LLSKQDHYDW GLRATIKSVLR VAGSLRRGDK ERPENQVLMR ALRDFNIPKI
1261 ELVHQAALDM KLQPEDGFIL EVVQLVELFA VRHSVFIIGD AGTGESMVWE
144 IINFSTREWE DGLFSVLLRD QANMSGDGFE WMVMDGDIDF MWIESLNTVM
1521 TATPATVSRA GILYINPTDL GWTPYVRSWL QENKDENIRN TLESYFEEYI
1601 ELLLTPVNVP RECPEEWYEI YFVFCCVWAF GSACHQDQVE DHRVEKFTQWW
1681 EKFFPWTDKII PFILDYDIPL QSTLVNTAET TRVRYFIDLL IEEKEPVMLV
1761 FYTTSEMLQE ILEKPLEEKEKS GRNFGPPGNE TMIYFIDDMN MPEVDEYGTV
£41 FVSCMNPTAG SFTIDSELQR HFAVFALSFP TADALKHIYT SLLSQHVHNP
LPTATEFHYI FNLEDLSNIF QAIILMTSSEC ITSPEVTFIRV YLHEASEVYG
EYTEEPRIYC HFADGIGDPE YNEIPSWDYL ERILTEAMQQ YNDLIANMNL
GSGEQSLSEL SAFISSLESF QIQLTEGYTS NDLEADLAGI YIFKAGLENVG
LFGDDEVENI VQTIAFPEVEG AGINDTRENC WRFFIDEARE NIEKTMLCFESPE
224 ATENVSLEFL ADLEDLEDNL HLEVSLLMAY MHTSVNHMSE IYERNNEERYN
23221 RLENGLEELV SCAEQVSGLY EQLAGQSVIV AEENENASDL IAVVAKETQI
2401 EDLAKAMPAL EAAQAATINTL NETNLTEMKS FGTPPEAVAK VAARAVMVLLS
2481 YNEENIHPEI VEAIIPYIKD SEFTPENVIT KSSAAAGLCA WVINIMEFHE
em—]
2561 REISALEAKL SELTEEKYELA LEEENICQAE EDETRQAIDL ANRLVNGLAS
2641 SYVGCFTRRY REELMEKIWE PRLDVYKPPI PYTEGVDPLL MLTDDAQIAR
2721 PQLQGIEWIE NEYGTTLQVI RLGQEHYLDE IEQAVSEGREV MLIENIGEAM
2801 RFRLIIQTEL ANPHYLPEIQ AQTTLINFTV TEDGLEDQLL AEVVEAERPD
SAAGPDILSD RDLVEELEST KKTAENINIEK VEEARITSVE IDTAREGYRT
TVFHHATIATS LPATTAELEV ENLMENITFC VEFMYTSREGLF ECDELIFLSQ
SPVSFLTHTA WGGIHTLCEM EDFSNLDEDI ISAADEWEREF VNGETPEREE
LYIQAELGDE YVSARTVEFE ESYQETTAST AVFFILSAGV DPTYDVEELG
FGSEHGHWVI LONLHLVANW LPELDEEMEE AQENPHQTFE LFLSSEPSSD
FATENFNQAT LDMCTEETEF ESILFALCYFE HAVVAEREREF GPQGWNESYP
LFGEIMYGGH ITDDRDRELC RTFLEVYLEF SLIEGELEFA PGFPSPPNSD
LTTQVQNLEFE TLIELQPREA GEAALGGVSE EEQVFTMIDS ILEVAHHEFI
EIERRTLNELS LGLEGELTIT SDMEALQESL VMDVVEGGWA AFAYPSQLGL
GLFNPSSFLT ATMQOMTARKN EWPLDEMCLQ CEVLEQESED QVNVPEEGAN
3681 PVIFVEAITQ DEQDLEGTYE CPVYKTRMEG PTYVQSFHLR TRDEPSEWIL
Supporting Peptides:
Peptide |(Uniq|-10IgP| Mass ppm m/z z| RT |Scan|#Spec|Start| End [PTM
W.VINIM.K| Y 20.81 [588.3305|156.4(589.4298|1|32.22| 2664 2522 (2526

total 1 peptides

tr|TLHU69|T1HU69_RHOPR

| Protein Coverage | Supporting Peptides |

Protein Coverage:

HLEEESSTGL
EFVEEGLKHA
SYFQKDRTYEK
DEFGRRLIPF
TEDEFVTEAT
LEKRARAKYQV
FYIETGATPI
MVENLITALR
ATWAHVEFEY
LESIFTESED
PREYFLSNND
LTRAMVRTVR
VMLGDLSDDS
LVITPLTDRC
EFNRISVEVL
ICENMLIGEA
VTEDRPIFMG
TLHETYANMK
DDNEVLTLAS
PNTLKASKSA
TGEFKSVREP
APAGCGKSVI
QPHTLIRQHM
QHRFELNVIQ
DELITLAEQD
VLFEDAMAHI
IMFLMTDSQV
VGSTLRIRAR
YTTPKSFLEL
VSREKIIAKD
KKGEIPRDRS
VWMVVLPKKK

ENVRWRETVN
WNNEGLENDR
EPVLDNLLGR
LESQKSTLTK
IATRGSLMYF
MSLQILVHSQ
FPQEWSNKTH
KQLGFTFDKK
PQFCVIPQGV
FNVGDLTISV
YEGYHKYIDA
MVEMLARMEE
TAWYADLELR
ISNLYMEGAR
RGVGLLLSV

FEKVPDGENI
VGASISYLIS
DELLTEEKIV
LSPTLDDFRT
AGLHENLEEG
LVEPLIARET
IEQLRKEVTL
AITELQNPAI
EPHLRTGLKT
IRKTLPEDTK
LMDILANSMQ
EYFRLALLAY
RLMITAICTI
YITLTQSLHL
SYVAVQVKTV
FQEARVLGEKK
LIGDLEFPALD
MKPHYNDLEP
NERIALTPAM
WKIITPIPEN
DAVMKENEATV
IGSKMRALSE
DYQHWYDRQK
FIDKLLATAL
VFQELLKQQA
CRINRVMEMP
PDERFLVLIN
KFPALVSCTT
INLYSKLLIQ
EERKCQIIEE
WKAAKAMMGS
AEARAKAELA

SLRVQLGTLP
MSSENATILT
NLIRKGKVVK
QONNFEIQLK
IMNDLYKINL
EIVMNELDFL
FQQLLILRTL
NFHNVSLGQG
LESSIKITNE
MVLYNYLESN
MLPPESPLLY
RTPYNIVALQ
IRELEGWTNT
WDVATNSIAE

MDEPCDLEDM
EMNNDHNNGPE
DLQOMIILNA
KIDYYEEIYK
DYEGLVKIMG
DTIRKRLSLF
MKVVWDYLYV
KPRHWEELMA
LRVSEENVEM
LFDQSDKLFR
PDLVCRHLTK
DGKPRHEWVFEF
EVHSRDIVAK
IMGGAPAGPA
LDAIKGKKSI
FITLYELCKE
VPRERDMAFE
KAVTNNELFG
RLLFEISNLR
AHIHVLCTLL
FHYYVDEETK
DYAVTNIAFN
LSLKDIHNIM
SVHGRMQAEF
IQFTQDLEEA
RGNALLVGVG
DMLSSGEIPE
IDWEMEWEQV
KNREINTKIE
DVRVEQRMCE
ADGFLYTLVH
ASRAQLAALD

GNVILITAFTI
NSERWPLMID
IGDREIDENP
ILEDELLQRL
LYQFSLEAFS
LEFPYNFHVT
RPDREMSYALEK
QEPVAEHAIE
PPFTGMMANLH
VTIPWVDLREY
GLHLNAEIGFEF
ECERMNMLTA
FELFTAVWLG
ARLFEMEFPLM
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16/03/2023, 15:19 proteins
1 LRAITELQNP AIKPRHWEEL MEEVEISLVI KDDTTLEDLL SLNLHKYVEE
51 EYEPHLRTGL KTLRVSEENV EMLEENQVQV QNMLSSKFVG IYLEEVTSWQ
161 EDIRKTLPED TELFDQSDSL FRSMLEKSVEARA MPNVVLAASQ PSVLDNLNML
247 NDLMDILSNS MLPELVCEHL TELYDSISNL EKFAFMPDGEL TESAIGMHAE
321 AMVRTVREYF RRALLAYGDK PRHEWVFDFP AQTVMVIVQV MWSAEVTVAF
401 SDATRLMITA ICTIEVHSRD IVAEMIASEV GSAREFQWQS QLRERHRWDHDL
481 TDRCYITLTQ SLHLIMGGAP AGPAGTGETE TTEDLSEGLG IMIYVEFNCSE
561 VEVLSVVAVQ VETVLDAIKG KEKSMENFQGE MIRLIPTVGM FITMNPGYAG
64 IGEAFQEARV LGEEFITLYE LCEELLSEQD HYDWGLEAIE SVLSVAGSLE
721 IFMGLIGDLF PALDVPERERD LAFEEKFVHTA AVEMELQPED GFILEVVQLV
201 ANMEKLKPHYN DLEPKAVTNN ELFGIIHPAT REWKDGLEFSV LLRDQANMAG
581 TLASNERIAL TPSMRLLFEI SNLRTATPAT VSRAGILYIN PTDLGWTPYV
961 SESVWEIVTP IPETAHIHVL CSLLELLLTP TNVPRDCPRE WYEIYFVFECC
1041 VRFPIAVTEG ETTVFHYYVD EETEKRFYPGF NYNYAIEVPQ LERWHLWFEI
1121 LDLLIEHEEP VMLIASAGCG KSVIIKAEKIG NLSDDYAVTN IAFNYYTSSE
1201 DDLNMPEVDE YGTVQPHTLI RQHMDYQHWY DRQELTLEDI HNIMFVTCMN
1281 HIYSSLLGQH LHNPNQKEFEL AVIQFADKELL ATALSVHIEM QAEFLPTATIK
1261 FLRVYMHEAS RVYGDELISL AEQEAFQRIL KEQALQHAQV RNYFWRDDFEC
1447 TNWEYLEELL TEAMQOYNDL IANMNLVLFE DAMSHICEIN RVMEMFPEGNA
1521 TEGYTSNDLR ADLATIYLEA GLENIGSMFL MTDSQVEPDER FLVLINDMLS
1601 DTEENCWEFF IERARENIKT MLCFSPVGST LRIRARKFPA LVNCTTIDWE
1681 LMAYIHTSVN HMSEVFENNE KRFNYTTPKS FLELINLYSKE LLMEENQEVH
1761 SIIVAEENEE ASDLILVVTEK ETQIVSEEKI IAEKDEERKCQ IIEEDVEVEQ
1841 EMESFGTPPFP AVAKVAAAVM VLLAKKGEIP KDRSWEAAKV SATGYVNAMM
1921 EKDPEFTPETV ITKSSAAAGL CAWVINIMKF HEVWMVVLPE EFAEAAAKAE
I—
FAVEEENICQ AQEEETRETI DLANRLVNGL ASENIEWERET VHNLEMQLIT
WIPRLSYYEP RIPYTEGIDF LLLMTDDAQI AVWNNEGLPT DEMSSENATI
VIERLGQEHYL DELEQATISDG RIMLIENIGE TMEPVLDNLL GRENLIREGEV
IQAQTTLINF TVTRDGLEDQ LLAEVVEAER PDLENQE
Supporting Peptides:
Peptide |(Uniq|-10IgP| Mass ppm m/z z| RT |Scan|#Spec|Start| End [PTM
W.VINIM.K| Y 20.81 [588.3305|156.4(589.4298|1|32.22| 2664 1 1944|1948
total 1 peptides
tr|AOA224XPX1|A0A224XPX1_9HEMI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 PIVEIIVSPV ISRSSLRLLD INWDVGEQWS KGDWVALYNV PPDLRINPLF
81 CLGFWAAYWE AHLNTPVATS CLGTNPEWMG ESKEVMENLEK LEDMFIPGTH
161 QLIHGARYLD FRIGNYNGVW WLNHGIVEVH PLQHVLEEIK LEFLNNTQEITI
247 YMAPPWLSWN ANLGQLWDEN ERLVVAYNDE SIVAEHFDIL WWEVMQEWED
321 AMAELTPDVW GVISDEKYGGL RNLAYAVNHN VIQWFRDDWG SLCNAVAVDFE
Supporting Peptides:
Peptide Uniq|-10IigP| Mass |ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
L.HSYFVGVEN| Y 20.79 |954.4599-88.5|478.1950(2|29.10( 2301 1 298 (305

total 1 peptides

tr|W5J800|W53800_ANODA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

VKTIVDKSVK
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ELQIEEMLTE
ATWAEVQRIW
LSSYLDTEKI
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QFKYQYEYFG
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LFRPCAMVVE
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DIDPMWIESL
RIRNLIDSYF
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LNFYQQTLVN
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SNLFQAVLMA
KPRIYCHFAE
QSLSRLSAFI
EEVENLIQSI
VSLRFISDLE
EKLVSCAEKV
MPALEAAQAA
VHYNKENTHQ
LDRKITALEV

FISYVGCEFTR
IDPQLQGIKW
HPRFRLIIQT

TRTGVPEGRR
PFRETRYHKY
FRERETHQQL
FVGVENMFER

—

IRSTGIVDAA

IRWNVEEATR

LAATWAHVEF
RYLESIFSES
IFPRFYFLSN
VEDWLNALTL
QLINVMLGEL
NQPRLVITPL
GCFDEENRIS
DFDLICENML
IPKIVTEDRP
MVWETLHKTY
NTVMDDNKVL
EKYVPIILKA
SNWWVNEFKT
TAETTRIRYF
PGNKTMIYFI
LSFPSIDDLK
SSDCISSPAV
GIGDPRYNEI
SSLEAFQIQL
APEVKGEGRV
DLEYRLEMSL
TGLODQLALQ
LNTLNKTNLT
EIVKAVQPYT
KLQELTEKYE

EYREELMERTI
IENRYGASLQ
ELANFHYLFE
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VFAQDENILE
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KSRSSSLAWA
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16/03/2023, 15:19 proteins
1 MFGSHSECVE EEWQSWWSGS GSAGGYSFMH PNYERPATSG GHTSVEDANR
51 KTSFRAKDIT REFTAGIKER CMIPVINCQA VTSVLDPVTG HISTVLTTTA
161 EKEPSYLNLAC CVNGYSNLTT YDSKELRQDIN KSREVSPSRP ITATLHYNRT
247 YSGESTVGETGE QLSLAGSEMF ELNGSATSNG VGELEGMNGT ANGVGGGGEAV
321 S5QISSITRDD PSQMTPEESFE IQQRVEELYG ATEGVVINEY IYSNSERKYL
401 VLNGSACGAK NGSTNLTNGG THSRIVDENN KLIEGDEQSQ DDADVEALPV
481 TTAAVNSGSV VHHTNGSHCG SSVEETLYSQ TQSNTTTTGY YSSLESNLSD
561 TTTEKSIESS SSEYHHYQET ISHHGNDTST LQHTVTDPSE KIVSSLPVVV
64 ATVEVDIVGY QQEETPTASV SCGVLENDIQ QNSVAEQQOEG IYGNDSEYIE
721 EQERTVEENS MHTAMNGVGG VNTTMAADLE GITSSGEDIT AETTTAVATS
201 EQNRLQTMAT EVENEMQQLE SNGVVLCEDI NGYLLVAIGE ARLLCSQEMK
581 MVMLQVNDVD ATYAEIDTFR ENGWEKPVIK SPPVSVENGA NRTTELVERP
961 EKASAALAAAK REAQRKQLLE MEREQKLANG QNGLQAVEIF TPTVLTSDDG
Supporting Peptides:
Peptide Uniq|-10igP| Mass | ppm | m/z |z| RT |Scan|#Spec|Start| End |PTM
L.SSSAGASTTTL.V| Y 20.57 |981.4615|852.3|492.1562|2(30.36| 2444 1 1016|1026
total 1 peptides
tr|B4QZ32|B4QZJ)2_DROSI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MECVFLILAA LGLSVAEGST YDHFRLPTAL RPQRYDVELL TQLENPDDFR
21 DVTLSQIGGE ATTENCITST AVNPTHDFYI LNTCKELLAG QVYELSLPFS
161 FEPASARLAF PCFDEPGYKA SFAITLGYHK KYTGLSNMPV EKETRPHESIP
241 TLPNGTLFRT WARPNAIDQC GYAAEFGPEV LNYYEELFGI KEFPLPEVDQI
321 ALEAKQATAN IVAHELAHQW FGNLVTMEWW TDLWLNEGFA TYVASLCVED
401 ISRPIEMTSQ ISESFDEISY QEGSSVIRMM HLFLGEEAFR TGLNHPETIQ
481 LIETLNSEDY QSIHVVNERAQ LIDDVMYFAW TGEQNYEIAT QVISYLERER
561 FTRRLITPIY EHLNGINDTV ASEQQQDETI LEKAMVADWAC LFEVSDCIAQ
—
£41 TAIKHGSVED WDFLWTRYQK ANVATEEQII LDSLGCSQEV WVQQRYLERN
721 KYLMDNVDSI SKEFYHPQSES LSELLPPLCE QIFTRRDYDE FMNFLASSKE
201 TRATIREYV
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
R.RLITPIY.E| Y 20.31 |874.5276| 62.9|438.2986(2|28.71 (2256 564 | 570
total 1 peptides
tr| AOAOK2SZ75|AOAOK2SZ75_LEPSM
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MDNDPLYQYF EFDNPELSLG LEDSFFDFSN EIHGESDEFY SDDEDDLGSY
51 SQLENPESEE WHYEALFFLL EELETFFLTW KRRTTHSFTI HLESDNENTT
161 FYSIFPEYDQ FYQVYREIQG IKNRILDIRF ALFLSSIPSD IVREQLPDELW
241 EKNRLSQLFLS VFELHEIMYE ILFTFLLEHP PMQEMQMYSD TSMNIIAGLL
321 EKTEMNHGIFA FETVNLHGNE LCDVEQVGIG DSFFMPESQS PVWNASNVEFE
401 LSNSLEAIIY THILLVDYIS CCEYGYNLIS FCGQDVAITL PSLTSDNLIF
481 EPNSFEYEPN SVSQATIISAN GAQLTVIMYA IDNEFSELFV YEDSEEVYFET
561 QLFDLSQREI LYTYVADNVA DLCRSSVSAL FDDDPDLHRF IIYTHNERYY
©£41 LTFYEDMLFF IEEGTQLQODQ YQYYIMFFDF KSTRILTPIY HEESSSVYPR
J—
721 LDFTADRASS VLEELEYLNS AN
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
T.RILTPIY.H| Y 20.31 |874.5276| 62.9|438.2986(2|28.71 (2256 1 674 | 680

total 1 peptides

tr|Q9VAM2|Q9VAM2_DROME

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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———
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DLEPGPDQWVI
ELLPWKSAFD
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HYDDHYWRCG
GSDTDEERFQ
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16/03/2023, 15:19 proteins
1 MECVFLILAA LGLSFAGEGS TYDHFRLPTA LEPQSYDVRI LTQLENEDDF
51 TEITLSQIGG EETTENCITS TAVNPTHDFY ILNTCKELLA GQFYELSLPF
161 QFEPAAARLA FPCFDEPGYK ASFAITLGYH KEYTGLSNMP VNETRPHESI
247 STLPNGTLFE TWARFNAIDQ CDYAAELGPE VLEYYEELFG IEFPLPEVDQ
321 SSQEARQETA NIVAHELAHQ WEGNLVTMEW WIDLWLNEGF ATYVASLCVE
401 PISRPIEMTS QISESFDEIS YQEGSSVIRM MHLFLGEEAF RTGLELVLES
481 AQNWELLIET LNSEDYHSIH VVNRAQLIDD VLYFAWTGEQ DYEIALQVIS
561 FREFFENFTRR LITPIYEHLN GINDTVASEE QQDETILEAI VADWACSFEV
641 RGVVYCTAIK HGCDEDWDFL WTRYQKANVA TEEQIILDSL GCSQEVWVLQ
721 GFLLAKEYLM DNVDSISKFY HPQSESMSEL LPPLSEQIFT QRDYDEFMNF
201 RNYERFTRAI SEHF
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
R.RLITPIY.E| Y 20.31 |874.5276| 62.9|438.2986(2|28.71 (2256 1 570 |576
total 1 peptides
tr|AOA1S3D1G5|A0A1S3D1G5_DIACI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAATPGLLSH LLLTLHATSG DVANVEVLLE ALMSLVSHAT TVEEMLAEGG
1 EKLSGPRVELA LDHFLPPTLT DSLEEAPASS IGLFDSEQEN PELLWNQNQR
161 PPPPIMNTRE IIVGGVYLRL FALNTGWNLR KPEHFLSGLL DEGLRVMGAT
241 LGHIPRLCCQ LSSSPLPVSK SIVATLHILS LSEACVGSMS QVDCIGPIEY
321 AIDADLISTL LNLLSGQGGL ESCDNASTVEK AHIVKALESM AQSAMYGGEV
401 LTGVPATAGY LTQGNTSMPS SEEWRLLTPL YILSL
Supporting Peptides:
Peptide |Uniq|-10IigP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
W.RLLTPLY.L| Y 20.31 |874.5276| 62.9|438.29862(28.71| 2256 1 425 1431
total 1 peptides
tr|AOA182RG1I7|A0OA182RGI7_ANOFN
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MNDAGSENES SSIAGYNDRV PGTTVQNAIN SHVQREYHVE IVEDMAIEEM
21 EKQCNLNNYER KQLYNGESSN GTDAQRONST LNGELPIEVF RARNSLLTDM
161 GTGSINLGLR PIIAGFGEFH IAVMLWCCMQ TSNFLLYPCF RMWAAKRNNY
241 ASHVWFDLPP ATGVAYLMEM VEFMMESHAF VRSSAPEALT SDENEADFES
221 PRTRTIRWRV VARHALEMVG TVFFLSFILE RLLTPLYENF GTAQISSGNF
—
401 AELTRFADRM FYRDWWNEST FNEYIRSWNI VVSDWLYTYL YRDCVEYVFR
481 PVMFVQFEFV GILLLVITQR MGEDTGNFLL WLALAIGNGL HLSLYSMEYY
561 MNWTITAPWNL Q
Supporting Peptides:
Peptide (Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
E.RLLTPLY.E| Y 20.31 [874.5276| 62.9(438.2986|2|28.71| 2256 1 351 | 357

total 1 peptides

tr|B4QZJ4|B4QZJ4_DROSI

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:19 proteins
1 MECFLLLVLV IGLDLSSANS IPSYNHYRLP TALRPQEYYL RILTLLESFD
51 DESRITLRQI SGASNEDNCV SSTSVNPTHD YYIMHTCEEL LAGNVYELGL
161 ATQFEPSFAR KAFPCFDEPG FEASFVVTLG YHEQFKAISN MEVREIREKHE
241 KPSTLPNGAL FRTWARPNAI DQCNYAAEFG PEVLQYYEEF FGIRYPLPKI
321 NHSSLADEQD LANVIAHELA HQWEFGNLVTM KWWTDLWLNE GFATYVAGLG
401 SHPISRPIRM VAEIEESFDA ISYQEGSAVL RMMHLFMGEE SFRTGLEEYL
481 YDINTIMDSW TLQTGYPVLN ITREDYSAGTA EITQERYLREN SQIPQADRVG
561 DEGVPTIIDH QAGPDEWLIL NIQLSTPYEA NYDARNWELL IDALNSEKEFE
©41 VTNYLRRERD LIPWESALDN LELLNRILRQ TPFNFGSFERY MERLLTPIYE
—
721 YDVSDCVTQA QAYFRRWERAE ANPDENNPVP LNLRSTVYCT AIGQGTEEDW
501 ILQRYMEESF DPESAIRKQD SSLCFQAVAS GQVGFLLAKQ YFIENVELIH
581 RSFANDSRQL LEGIRQAMQQ SLETMLTNVQ WMDWNYHQFS RTIRRHL
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
K.RLLTPIV.E| Y 20.31 |874.5276| 62.9|438.2986|2|28.71| 2256 683 | 689
total 1 peptides
tr|B4HZ86|B4HZ86_DROSE
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEWFLLVVLV ISLDLSSANS ISSYNHYRLP TALEPQEYYL RILTLLESPD
21 DESRITLRQI SGASNKDNCV SSTSVNPTHD YYIMHTCEEL LAGNVYELGL
16l ATQFEPSFAR KAFPCFDEPG IKASFVVILG YHEQYKAISN MPVREIRKHE
241 KPSTLPNGAL FRTWARPNAI DQCNYAAFEFG PEVLQYYEEF FGIRYPLPKI
321 THSSLADEQD LANVIAHELA HQWEGNLVTM EWWTDLWLNE GFATYVAGLG
401 SHPISRPIRM VAEIEESFDA ISYQKGSAVL RMMHLFMGEE SFRSGLEKEYL
451 YDINTIMDSW TLQTGYPVLN ITRDYSAGTA EITQERYLRN SQIPKADRVG
561 DEDVPTIIDH QAGPEEWLIL NIQLSTPYEARA NYDAKNWELL IDTLNSEKEFE
64 VTNYLRRERD LIPWESALDN LEKLLNRILERQ TENFGSFERY MERLLTPIYE
—
721 YDVSDCVTQA QAYFRRWERAE ANPDENNPVP LNFRSTVYCT AISQGTEEDW
201 ILQRYMEESF DPESATRKQD SSLCFQAVAS RQVGFLLAKR YFIENVELIH
281 RSFANDSRQL LEGIRQAMOQ SLETMLTNVQ WMDWNYHQFS RTIRRHL
Supporting Peptides:
Peptide (Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
K.RLLTPIY.E| Y 20.31 |874.5276| 62.9|438.2986|2|28.71| 2256 683 | 689

total 1 peptides

tr|AOA1IS8MW53|AOA1ISMW53_MUSDO

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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16/03/2023, 15:19 proteins
1 PERIRLEDSH YRKNALHYCAA QSVARTGDLV AAASIAVAAP ELLESADEDG FTPLHLAVIQ
&

21 KEGHSVVHWA TVCGEVAALR AVLAAGANVT TPDINGGSPL HYAAQMCGAT YEGELSQASS
161 VEDEDGRQPL LWAASAGSAK AILALVEAGA RVETADEDGL TALHCAASRG HTECIDTLIS
247 VTLGHADATS RLLDFEADPN RQDEEGRTFA HCGCAKGQFE TVELLEERNA NLWLENAEGD
321 QRPEQVNTTS NDGRSLLHIA AYNDYTDMCK LLIDYGADIN AVYRNSKGIV ITPLDCSLQK
401 EKLAARRPNPF TQPPMEAVEP LQYVEKEEIH DLSNSKEYVV YLERSESDGA EDGNCSCSEQ
481 RHLRRRTSSC GDPEESDHEC SGMCRSESNI EIRRRKSRER YLSSSEWEDD EDDSDSCENC
561 RSKDAIDSDG KHEGGGIEEA QAKAAQKSGD LEVRESDQSP EALIVPEDAA KQNTAEARGK
©41 PSVPSTPTTA VEEGTFIETP PAPEEEADTS ALISGAEFTD DDENASKSIV TEVQVHHPAE
721 ESTEKAPLEE EVAKQVEEIV DTATATAETA TAPPLAPETS TDAEEQQKAM EEKAIEAEES
201 TSEDLGEPSK ENMETNLETP VQANQTSASP LPQTSEAHEI HDIPPQPEQP NQEEEKETHT
581 DLPPQSNAAN AEEAHKISSK QETNEEERDD EDLDERFPHPV REQESRRESFT LLPSDSAEDE
961 SDDSVIEVDD SNSARDEVEM SDSTVFEVLT SPQTQLFEAD SNRSEEVTLQ DDEHEDEDET

1041 GRERRLEKRV KSGTEKSESNW QRTEAEAAEM QQNTRDQDSG FEPSPRTLET KIPTPRNIYT
1121 LENREKAGDEG ACDMTAVTRS IQRNIRRYYM ERKIFQHLLE LESLQIRSNE LNEAVLVERA
1201 RYNFSEYTFE NFELFLYETL KALQEPGTYN FQNINEVYDE AERRLSPDYN SYERKALQCTT
1281 IPMMNHHTMP EFGFGPYEKT GVGSFYLPKI LTTGTGCGGE VSLELSHGES KQLISLPSDK
136l ASAAAGVGAG NCEGENTADG CTSGDVAGEK
Supporting Peptides:

Peptide Uniq |-10IgP| Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
M.C(+57.02)GATY.E| Y 20.19 |570.2108(2039.4|572.3810(1(32.60|2708 1 127 | 131 |Carbamidomethylation

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)
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DEGNTSEKPE
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QTOKRFRPQD
AHLPRRPLYT
VDDYHKSCRA
RTHRCLHAAH
LDSNKRYEVT

ANKADVNAVD [ carb

LLAHFQCSVD

SNGCTALHYA
RRELVEWLLE
SHECLPAGKL
ICHRHRKGKG
LHKKRSISNK
VFSRSASPTK
RIAIDAQEKE
GQTDGVQPQE
TASNPQTTSN
RRKSSFQVLK
EPISPYDYAT
TLDGRSCSSR
LGGETGTRLR
AYTGIPCAAY
FTVKETERAA
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