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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1340
# of MS/MS Scans 997

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 57
Peptide Sequences 53

Table 4. PTM profile.
Name ∆Mass #PSM Position

Deamidation .98 2 Q

Pyro-glu from Q -17.03 1 N-term

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 22
Proteins 124
Proteins (#Unique Peptides) 0 (>2); 1 (=2); 104 (=1);
FDR (Peptide-Spectrum Matches) 10.5%
FDR (Peptide Sequences) 11.3%
FDR (Protein) 3.2%
De Novo Only Spectra 30

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
Q-TOF 0 0 0 0 53

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 53
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_1_180917.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: Quadrupole
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

3 4504 tr|A0A023ETG9|A0A023ETG9_AEDAL 128.71 10 4 1 N 49690 Tubulin beta chain OS=Aedes albopictus PE=2 SV=1

1 4494 tr|A0A0P5ZYN7|A0A0P5ZYN7_9CRUS 126.44 20 6 1 Y 50152 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4493 tr|A0A0P6A5L5|A0A0P6A5L5_9CRUS 126.44 20 6 1 Y 48456 Tubulin alpha chain (Fragment) OS=Daphnia magna PE=3 SV
=1

4 4505 tr|T1GUQ6|T1GUQ6_MEGSC 123.64 12 4 0 N 42846 Tubulin beta chain OS=Megaselia scalaris PE=3 SV=1

4 4506 tr|R4G588|R4G588_RHOPR 123.64 11 4 0 N 48432 Tubulin beta chain (Fragment) OS=Rhodnius prolixus PE=2 S
V=1

4 4509 tr|C7SAG3|C7SAG3_9MUSC 123.64 10 4 0 N 49870 Tubulin beta chain OS=Anastrepha ludens PE=3 SV=1

4 4508 tr|A0A023FK66|A0A023FK66_9ACAR 123.64 10 4 0 N 49838 Tubulin beta chain OS=Amblyomma cajennense PE=2 SV=1

4 4507 tr|C7SAG4|C7SAG4_BACDO 123.64 10 4 0 N 49870 Tubulin beta chain OS=Bactrocera dorsalis GN=TBB2 PE=3 S
V=1

4 4513 tr|A0A0P5E5N2|A0A0P5E5N2_9CRUS 123.64 10 4 0 N 50179 Tubulin beta chain OS=Daphnia magna GN=APZ42_016801 P
E=3 SV=1

4 4512 tr|A0A069DTP4|A0A069DTP4_9HEMI 123.64 10 4 0 N 50257 Tubulin beta chain OS=Panstrongylus megistus PE=2 SV=1

4 4511 tr|B4QE31|B4QE31_DROSI 123.64 10 4 0 N 50147 Tubulin beta chain OS=Drosophila simulans GN=Dsim\GD253
19 PE=3 SV=1

4 4510 tr|V9IK78|V9IK78_APICE 123.64 10 4 0 N 50175 Tubulin beta chain OS=Apis cerana GN=ACCB10461 PE=2 SV
=1

4 4516 tr|A0A0J7L622|A0A0J7L622_LASNI 123.64 6 4 0 N 88812 Tubulin beta-1 chain OS=Lasius niger GN=RF55_1586 PE=3 S
V=1

7 4525 tr|A0A0P5F7I2|A0A0P5F7I2_9CRUS 123.31 13 3 1 N 51108 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

total 124 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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7 4524 tr|A0A0P5YRH3|A0A0P5YRH3_9CRUS 123.31 14 3 1 N 47483 ATP synthase subunit beta (Fragment) OS=Daphnia magna P
E=3 SV=1

7 4523 tr|A0A0P5RWN8|A0A0P5RWN8_9CRUS 123.31 14 3 1 N 45219 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4522 tr|A0A0P6FT42|A0A0P6FT42_9CRUS 123.31 14 3 1 N 44893 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4521 tr|A0A0N8D2L0|A0A0N8D2L0_9CRUS 123.31 16 3 1 N 41594 ATP synthase subunit beta (Fragment) OS=Daphnia magna P
E=3 SV=1

7 4520 tr|Q6W4K6|Q6W4K6_DROSI 123.31 16 3 1 N 40608 ATP synthase subunit beta (Fragment) OS=Drosophila simula
ns GN=ATPsyn-beta PE=4 SV=1

7 4519 tr|D8VIP0|D8VIP0_HELME 123.31 17 3 1 N 37534 ATP synthase subunit beta (Fragment) OS=Heliconius melpo
mene melpomene PE=4 SV=1

7 4518 tr|G3KAV3|G3KAV3_HELNM 123.31 17 3 1 N 36677 ATP synthase subunit beta (Fragment) OS=Heliconius numata
arcuella GN=ATPs PE=4 SV=1

7 4517 tr|G3KAY5|G3KAY5_HELNM 123.31 17 3 1 N 36677 ATP synthase subunit beta (Fragment) OS=Heliconius numata
silvana GN=ATPs PE=4 SV=1

7 4540 tr|E0W1G3|E0W1G3_PEDHC 123.31 11 3 1 N 58998 ATP synthase subunit beta OS=Pediculus humanus subsp. cor
poris GN=8239544 PE=3 SV=1

7 4539 tr|A0A0P5T3L7|A0A0P5T3L7_9CRUS 123.31 11 3 1 N 57546 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4538 tr|A0A0P5BBW0|A0A0P5BBW0_9CRUS 123.31 11 3 1 N 57228 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4537 tr|A0A0P5UBV1|A0A0P5UBV1_9CRUS 123.31 11 3 1 N 57274 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4536 tr|A0A0P5EU29|A0A0P5EU29_9CRUS 123.31 11 3 1 N 57156 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4535 tr|A0A0P5BBX0|A0A0P5BBX0_9CRUS 123.31 11 3 1 N 56983 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4534 tr|A0A0J7KRQ1|A0A0J7KRQ1_LASNI 123.31 12 3 1 N 55523 ATP synthase subunit beta OS=Lasius niger GN=RF55_7041 P
E=3 SV=1

7 4533 tr|Q1HPT1|Q1HPT1_BOMMO 123.31 12 3 1 N 54988 ATP synthase subunit beta OS=Bombyx mori GN=Atpsyn-bet
a PE=2 SV=1

7 4532 tr|I4DIU5|I4DIU5_PAPXU 123.31 12 3 1 N 54872 ATP synthase subunit beta OS=Papilio xuthus GN=RR46_148
19 PE=2 SV=1

7 4531 tr|A0A1B0CLT6|A0A1B0CLT6_LUTLO 123.31 12 3 1 N 54969 ATP synthase subunit beta OS=Lutzomyia longipalpis PE=3 S
V=1

7 4530 tr|A0A1I8NT76|A0A1I8NT76_STOCA 123.31 12 3 1 N 54485 ATP synthase subunit beta OS=Stomoxys calcitrans GN=1060
84826 PE=3 SV=1

7 4529 tr|A0A182FTY6|A0A182FTY6_ANOAL 123.31 12 3 1 N 53768 ATP synthase subunit beta OS=Anopheles albimanus PE=3 SV
=1

7 4528 tr|E3XEC7|E3XEC7_ANODA 123.31 12 3 1 N 53768 ATP synthase subunit beta OS=Anopheles darlingi GN=AND_0
06288 PE=3 SV=1

7 4527 tr|A0A0P4WJ96|A0A0P4WJ96_9CRUS 123.31 12 3 1 N 53651 ATP synthase subunit beta OS=Daphnia magna PE=3 SV=1

7 4526 tr|A0A0P5ULZ6|A0A0P5ULZ6_9CRUS 123.31 12 3 1 N 52829 ATP synthase subunit beta (Fragment) OS=Daphnia magna P
E=3 SV=1

2 4498 tr|A0A1V9X7H2|A0A1V9X7H2_9ACAR 115.10 16 5 0 Y 50038 Tubulin alpha chain OS=Tropilaelaps mercedesae GN=BIW11_
12319 PE=3 SV=1

2 4500 tr|A0A2A3E7F9|A0A2A3E7F9_APICC 112.09 11 4 0 Y 53593 Tubulin alpha-2 chain OS=Apis cerana cerana GN=APICC_042
79 PE=4 SV=1

2 4499 tr|A0A088ATP8|A0A088ATP8_APIME 112.09 11 4 0 Y 53663 Tubulin alpha chain OS=Apis mellifera PE=3 SV=1

2 4497 tr|A0A0K2TRK8|A0A0K2TRK8_LEPSM 112.09 12 4 0 Y 50170 Tubulin alpha chain OS=Lepeophtheirus salmonis PE=3 SV=1

2 4496 tr|A0A0L7QLG6|A0A0L7QLG6_9HYME 112.09 12 4 0 Y 49893 Tubulin alpha chain (Fragment) OS=Habropoda laboriosa GN
=WH47_10606 PE=3 SV=1

2 4495 tr|A0A154PSW5|A0A154PSW5_9HYME 112.09 12 4 0 Y 49370 Tubulin alpha chain (Fragment) OS=Dufourea novaeangliae G
N=WN55_07811 PE=3 SV=1

6 4515 tr|A0A1W4X4A3|A0A1W4X4A3_AGRPL 107.40 10 3 1 N 50100 Tubulin beta chain OS=Agrilus planipennis GN=LOC10873829
5 PE=3 SV=1

6 4514 tr|A0A0F6PKG8|A0A0F6PKG8_LYGLI 107.40 10 3 1 N 50193 Tubulin beta chain OS=Lygus lineolaris PE=2 SV=1

5 4503 tr|A0A1J1HUL7|A0A1J1HUL7_9DIPT 107.17 6 4 0 Y 132932 CLUMA_CG004748, isoform A OS=Clunio marinus GN=CLUMA
_CG004748 PE=3 SV=1

5 4502 tr|A0A1W4XPI9|A0A1W4XPI9_AGRPL 103.40 11 3 0 Y 50922 Tubulin alpha chain OS=Agrilus planipennis GN=LOC1087433
52 PE=3 SV=1

5 4501 tr|O01943|O01943_GECLA 103.40 11 3 0 Y 49199 Tubulin alpha chain (Fragment) OS=Gecarcinus lateralis PE=2
SV=1

8 4541 tr|A0A023FND3|A0A023FND3_9ACAR 67.98 10 3 1 N 56225 ATP synthase subunit beta (Fragment) OS=Amblyomma cajen
nense PE=2 SV=1

9 4660 tr|A0A0P6CCE9|A0A0P6CCE9_9CRUS 58.88 11 2 2 N 35810 Glyceraldehyde-3-phosphate dehydrogenase OS=Daphnia ma
gna PE=3 SV=1

11 4715 tr|T1ITF6|T1ITF6_STRMM 51.75 5 1 1 N 42895 Uncharacterized protein OS=Strigamia maritima PE=3 SV=1

11 4714 tr|L7M4J4|L7M4J4_9ACAR 51.75 5 1 1 N 41399 Putative histone macroh2a1.1 strongylocentrotus purpuratus:
similar to histone OS=Rhipicephalus pulchellus PE=2 SV=1

11 4713 tr|A0A224YUU6|A0A224YUU6_9ACAR 51.75 5 1 1 N 41492 Core histone macro-H2A.1-like OS=Rhipicephalus zambeziens
is PE=3 SV=1

11 4712 tr|A0A293LN19|A0A293LN19_ORNER 51.75 5 1 1 N 39238 Histone H2A (Fragment) OS=Ornithodoros erraticus PE=4 SV
=1

11 4711 tr|A0A293LE62|A0A293LE62_ORNER 51.75 5 1 1 N 39238 Histone H2A (Fragment) OS=Ornithodoros erraticus PE=4 SV
=1

11 4710 tr|G3MG27|G3MG27_9ACAR 51.75 6 1 1 N 32542 Uncharacterized protein (Fragment) OS=Amblyomma maculat
um PE=2 SV=1

11 4709 tr|A0A087U9P4|A0A087U9P4_9ARAC 51.75 12 1 1 N 17993 Histone H2A (Fragment) OS=Stegodyphus mimosarum GN=X
975_16210 PE=3 SV=1

11 4708 tr|A0A0A9Z7N0|A0A0A9Z7N0_LYGHE 51.75 14 1 1 N 16371 Histone H2A (Fragment) OS=Lygus hesperus GN=h2afx PE=3
SV=1

11 4707 tr|A0A1B6LDW1|A0A1B6LDW1_9HEMI 51.75 14 1 1 N 15417 Histone H2A OS=Graphocephala atropunctata GN=g.7519 PE
=3 SV=1

11 4706 tr|A0A146KQ63|A0A146KQ63_LYGHE 51.75 14 1 1 N 16129 Histone H2A (Fragment) OS=Lygus hesperus GN=h2afx PE=3
SV=1

11 4705 tr|A0A0P6A1I4|A0A0P6A1I4_9CRUS 51.75 14 1 1 N 14860 Histone H2A (Fragment) OS=Daphnia magna PE=3 SV=1

11 4704 tr|A0A1W4WD58|A0A1W4WD58_DROFC 51.75 16 1 1 N 13319 Histone H2A OS=Drosophila ficusphila GN=LOC108102292 PE
=3 SV=1

13 4719 tr|A0A1B0GP78|A0A1B0GP78_PHLPP 41.52 2 1 1 N 100688 Histone H4 OS=Phlebotomus papatasi PE=3 SV=1

14 4720 tr|A0A0P6CVG1|A0A0P6CVG1_9CRUS 40.23 6 1 1 N 31798 Malate dehydrogenase OS=Daphnia magna PE=3 SV=1

15 4723 tr|A0A0L7KSH4|A0A0L7KSH4_9NEOP 38.13 3 1 1 N 33687 Glutamate receptor, ionotropic kainate 1 OS=Operophtera bru
mata GN=OBRU01_21965 PE=4 SV=1

total 124 proteins
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15 4724 tr|A0A075TD97|A0A075TD97_HELAM 38.13 2 1 1 N 62708 Ionotropic glutamate receptor (Fragment) OS=Helicoverpa ar
migera GN=iGluR3 PE=2 SV=1

15 4725 tr|A0A0L7LL85|A0A0L7LL85_9NEOP 38.13 2 1 1 N 63721 Ionotropic glutamate receptor OS=Operophtera brumata GN=
OBRU01_06179 PE=3 SV=1

15 4726 tr|H9JJ96|H9JJ96_BOMMO 38.13 2 1 1 N 67158 Uncharacterized protein OS=Bombyx mori PE=3 SV=1

15 4727 tr|A0A0V0J1A3|A0A0V0J1A3_CYDPO 38.13 1 1 1 N 94424 Putative ionotropic glutamate receptor iGluR5 (Fragment) OS
=Cydia pomonella GN=iGluR PE=3 SV=1

15 4728 tr|A0A194Q9S0|A0A194Q9S0_PAPXU 38.13 1 1 1 N 97873 Glutamate receptor, ionotropic kainate 2 OS=Papilio xuthus G
N=RR46_08055 PE=3 SV=1

15 4729 tr|A0A2A4JAT1|A0A2A4JAT1_HELVI 38.13 1 1 1 N 97912 Uncharacterized protein (Fragment) OS=Heliothis virescens G
N=B5V51_5128 PE=4 SV=1

15 4730 tr|A0A212EM67|A0A212EM67_DANPL 38.13 1 1 1 N 102903 Glutamate receptor ionotropic kainate 2 like protein OS=Dana
us plexippus plexippus GN=KGM_215109 PE=3 SV=1

15 4731 tr|A0A0N1IIG3|A0A0N1IIG3_PAPMA 38.13 1 1 1 N 104776 Glutamate receptor, ionotropic kainate 2 OS=Papilio machaon
GN=RR48_01726 PE=3 SV=1

16 4750 tr|Q5TWK1|Q5TWK1_ANOGA 31.51 2 1 1 N 61246 AGAP006906-PA OS=Anopheles gambiae GN=3290265 PE=4
SV=3

16 4749 tr|A0A182TCZ3|A0A182TCZ3_9DIPT 31.51 2 1 1 N 61244 Uncharacterized protein OS=Anopheles melas PE=4 SV=1

16 4751 tr|A0A182UV11|A0A182UV11_ANOME 31.51 2 1 1 N 63737 Uncharacterized protein OS=Anopheles merus PE=4 SV=1

16 4752 tr|A0A2C9GS79|A0A2C9GS79_ANOAR 31.51 2 1 1 N 63932 Uncharacterized protein OS=Anopheles arabiensis PE=4 SV=1

16 4753 tr|A0A182L3Q7|A0A182L3Q7_9DIPT 31.51 2 1 1 N 64366 Uncharacterized protein OS=Anopheles coluzzii PE=4 SV=1

16 4754 tr|A0A182WWF7|A0A182WWF7_ANOQN 31.51 1 1 1 N 120340 Uncharacterized protein OS=Anopheles quadriannulatus PE=4
SV=1

17 4755 tr|A0A0K2VDA2|A0A0K2VDA2_LEPSM 31.50 7 1 1 N 8419 Uncharacterized protein (Fragment) OS=Lepeophtheirus salm
onis PE=4 SV=1

17 4756 tr|T1GNU9|T1GNU9_MEGSC 31.50 2 1 1 N 28927 Uncharacterized protein OS=Megaselia scalaris PE=4 SV=1

17 4761 tr|A0A067RJ46|A0A067RJ46_ZOONE 31.50 1 1 1 N 45235 von Willebrand factor D and EGF domain-containing protein O
S=Zootermopsis nevadensis GN=L798_11028 PE=4 SV=1

17 4822 tr|A0A1J1J4I8|A0A1J1J4I8_9DIPT 31.50 1 1 1 N 63903 CLUMA_CG019121, isoform A OS=Clunio marinus GN=CLUMA
_CG019121 PE=4 SV=1

17 4842 tr|E0VC82|E0VC82_PEDHC 31.50 1 1 1 N 77829 Protein pns1, putative OS=Pediculus humanus subsp. corporis
GN=8231471 PE=3 SV=1

17 4868 tr|A0A212F9M7|A0A212F9M7_DANPL 31.50 1 1 1 N 97384 Putative NP95 OS=Danaus plexippus plexippus GN=KGM_203
968 PE=4 SV=1

17 4880 tr|A0A212FGX5|A0A212FGX5_DANPL 31.50 1 1 1 N 108442
Transient receptor potential cation channel protein painless is
oform 1 OS=Danaus plexippus plexippus GN=KGM_211899 P
E=3 SV=1

17 4957 tr|A0A0M4F702|A0A0M4F702_DROBS 31.50 0 1 1 N 141392 Metalloendopeptidase OS=Drosophila busckii GN=Dbus_chr3
Rg2662 PE=3 SV=1

17 4958 tr|A0A182H9K0|A0A182H9K0_AEDAL 31.50 0 1 1 N 139002 Metalloendopeptidase OS=Aedes albopictus PE=3 SV=1

17 4991 tr|B4LW38|B4LW38_DROVI 31.50 0 1 1 N 161963 Metalloendopeptidase OS=Drosophila virilis GN=Dvir\GJ2365
1 PE=3 SV=1

17 4996 tr|B4QTR3|B4QTR3_DROSI 31.50 0 1 1 N 164942 Metalloendopeptidase OS=Drosophila simulans GN=tok PE=3
SV=1

17 5000 tr|A0A034VDR1|A0A034VDR1_BACDO 31.50 0 1 1 N 166249 Metalloendopeptidase OS=Bactrocera dorsalis GN=TLD PE=3
SV=1

17 5003 tr|A0A1A9WC30|A0A1A9WC30_9MUSC 31.50 0 1 1 N 174608 Metalloendopeptidase OS=Glossina brevipalpis PE=3 SV=1

17 5018 tr|A0A1A9WXH7|A0A1A9WXH7_9MUSC 31.50 0 1 1 N 177630 Uncharacterized protein OS=Glossina brevipalpis PE=4 SV=1

17 5040 tr|A0A1B6LZH3|A0A1B6LZH3_9HEMI 31.50 0 1 1 N 179787 Uncharacterized protein OS=Graphocephala atropunctata GN
=g.24631 PE=4 SV=1

17 5052 tr|A0A1I8PPZ3|A0A1I8PPZ3_STOCA 31.50 0 1 1 N 188941 Metalloendopeptidase OS=Stomoxys calcitrans GN=10608433
1 PE=3 SV=1

17 5125 tr|A0A088ACM0|A0A088ACM0_APIME 31.50 0 1 1 N 322436 Uncharacterized protein OS=Apis mellifera PE=4 SV=1

17 5121 tr|B4QT41|B4QT41_DROSI 31.50 0 1 1 N 248569 GD21088 OS=Drosophila simulans GN=Dsim\GD21088 PE=4
SV=1

17 5120 tr|A0A224X4P4|A0A224X4P4_9HEMI 31.50 0 1 1 N 249239 Putative nidogen (Fragment) OS=Panstrongylus lignarius PE=
4 SV=1

17 5112 tr|A0A232F5I4|A0A232F5I4_9HYME 31.50 0 1 1 N 237992 Uncharacterized protein OS=Trichomalopsis sarcophagae GN=
TSAR_012850 PE=4 SV=1

17 5106 tr|A0A1B6LVD0|A0A1B6LVD0_9HEMI 31.50 0 1 1 N 207218 Uncharacterized protein (Fragment) OS=Graphocephala atrop
unctata GN=g.24646 PE=4 SV=1

32 5135 tr|A0A2A4K6P5|A0A2A4K6P5_HELVI 27.31 0 2 1 N 498248 Uncharacterized protein OS=Heliothis virescens GN=B5V51_1
066 PE=4 SV=1

18 1175 tr|E2BYR5|E2BYR5_HARSA 24.05 1 1 1 N 107524 Dynein intermediate chain 2, axonemal OS=Harpegnathos sal
tator GN=EAI_14044 PE=4 SV=1

19 4758 tr|A0A0K8SP95|A0A0K8SP95_LYGHE 24.00 1 1 1 N 86434 Protein transport protein Sec23A OS=Lygus hesperus GN=SE
C23A PE=4 SV=1

10 4759 tr|A0A084VFX3|A0A084VFX3_ANOSI 23.17 2 1 1 N 41010 CYP6M1c OS=Anopheles sinensis GN=ZHAS_00004044 PE=4
SV=1

21 4762 tr|A0A0A9YA46|A0A0A9YA46_LYGHE 22.80 2 1 1 N 44058 Steroid hormone receptor ERR2 OS=Lygus hesperus GN=Esrr
b_8 PE=3 SV=1

21 4763 tr|A0A0A9VQS0|A0A0A9VQS0_LYGHE 22.80 2 1 1 N 44457 Steroid hormone receptor ERR2 OS=Lygus hesperus GN=Esrr
b_0 PE=3 SV=1

21 4765 tr|A0A0A9Y8J4|A0A0A9Y8J4_LYGHE 22.80 1 1 1 N 48439 Steroid hormone receptor ERR2 OS=Lygus hesperus GN=Esrr
b_2 PE=3 SV=1

21 4766 tr|A0A0A9Y9B6|A0A0A9Y9B6_LYGHE 22.80 1 1 1 N 49133 F-box/LRR-repeat protein 12 OS=Lygus hesperus GN=FBXL12
PE=4 SV=1

21 4768 tr|N6U3G5|N6U3G5_DENPD 22.80 1 1 1 N 54464 Uncharacterized protein (Fragment) OS=Dendroctonus ponde
rosae GN=YQE_10244 PE=3 SV=1

21 4774 tr|B7QA75|B7QA75_IXOSC 22.80 1 1 1 N 60362
Acetyltransferase component of pyruvate dehydrogenase com
plex (Fragment) OS=Ixodes scapularis GN=8038202 PE=3 SV
=1

21 4777 tr|A0A0A1XHZ0|A0A0A1XHZ0_ZEUCU 22.80 1 1 1 N 65807 Sphingomyelin synthase-related 1 OS=Zeugodacus cucurbita
e GN=SMSr_0 PE=4 SV=1

21 4794 tr|A0A0E4GBG0|A0A0E4GBG0_ANOGA 22.80 1 1 1 N 84871 Uncharacterized protein OS=Anopheles gambiae PE=4 SV=1

21 4816 tr|A0A0P6GKE9|A0A0P6GKE9_9CRUS 22.80 1 1 1 N 98080 Eyes shut OS=Daphnia magna PE=4 SV=1

21 4825 tr|A0A0P5YUZ6|A0A0P5YUZ6_9CRUS 22.80 1 1 1 N 122636 Leucine-rich repeat-containing protein OS=Daphnia magna G
N=APZ42_023826 PE=4 SV=1

total 124 proteins
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

12 4773 tr|A0A087UQW5|A0A087UQW5_9ARAC 21.19 6 1 1 N 10714 Xin actin-binding repeat-containing protein 2 (Fragment) OS=
Stegodyphus mimosarum GN=X975_08866 PE=4 SV=1

12 4788 tr|A0A182SD20|A0A182SD20_9DIPT 21.19 4 1 1 N 13061 Uncharacterized protein OS=Anopheles maculatus PE=4 SV=
1

12 4806 tr|A0A0T6BBI1|A0A0T6BBI1_9SCAR 21.19 3 1 1 N 16954 Trypsin (Fragment) OS=Oryctes borbonicus GN=AMK59_1783
PE=3 SV=1

12 4805 tr|A0A182N5F4|A0A182N5F4_9DIPT 21.19 3 1 1 N 16461 Uncharacterized protein OS=Anopheles dirus PE=4 SV=1

12 4859 tr|A0A182SSD0|A0A182SSD0_9DIPT 21.19 1 1 1 N 48967 Uncharacterized protein OS=Anopheles maculatus PE=4 SV=
1

12 4902 tr|A0A1A9XPY1|A0A1A9XPY1_GLOFF 21.19 1 1 1 N 99363 Uncharacterized protein OS=Glossina fuscipes fuscipes PE=4
SV=1

12 4901 tr|A0A1B0BCP2|A0A1B0BCP2_9MUSC 21.19 1 1 1 N 99340 Uncharacterized protein OS=Glossina palpalis gambiensis PE=
4 SV=1

12 4912 tr|A0A1B0FND5|A0A1B0FND5_GLOMM 21.19 1 1 1 N 101723 Uncharacterized protein OS=Glossina morsitans morsitans PE
=4 SV=1

12 4916 tr|A0A1A9VCZ7|A0A1A9VCZ7_GLOAU 21.19 1 1 1 N 103003 Uncharacterized protein OS=Glossina austeni PE=4 SV=1

22 4815 tr|A0A132AHU8|A0A132AHU8_SARSC 20.93 0 1 1 N 350222 Zinc finger homeobox protein 4-like protein OS=Sarcoptes sc
abiei GN=QR98_0091340 PE=4 SV=1

total 124 proteins

tr|A0A023ETG9|A0A023ETG9_AEDAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.MSSTFIGNSTAIQEIFKR.I Y 65.32 2029.0303 -32.6 677.3287 3 26.79 979 1 363 380

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|A0A0P5ZYN7|A0A0P5ZYN7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 244 264

R.GHYTIGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 106 121

R.LISQIVSSITASLR.F Y 52.65 1486.8718 -17.5 744.4302 2 32.35 1168 1 230 243

R.AVFVDLEPTVIDEVR.T N 45.87 1700.8984 -18.4 851.4409 2 27.54 1004 1 65 79

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 244 264 Deamidation (NQ)

R.LISQ(+.98)IVSSITASLR.F Y 22.80 1487.8558 -19.1 744.9210 2 33.11 1189 1 230 243 Deamidation (NQ)

R.GHYTIGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 106 123

R.Q(-17.03)LFHPEQLITGKEDAANNYAR.G N 15.06 2397.1711 -25.5 800.0439 3 23.91 883 1 85 105 Pyro-glu from Q

total 8 peptides

tr|A0A0P6A5L5|A0A0P6A5L5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 244 264

R.GHYTIGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 106 121

R.LISQIVSSITASLR.F Y 52.65 1486.8718 -17.5 744.4302 2 32.35 1168 1 230 243

R.AVFVDLEPTVIDEVR.T N 45.87 1700.8984 -18.4 851.4409 2 27.54 1004 1 65 79

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 244 264 Deamidation (NQ)

R.LISQ(+.98)IVSSITASLR.F Y 22.80 1487.8558 -19.1 744.9210 2 33.11 1189 1 230 243 Deamidation (NQ)

R.GHYTIGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 106 123

R.Q(-17.03)LFHPEQLITGKEDAANNYAR.G N 15.06 2397.1711 -25.5 800.0439 3 23.91 883 1 85 105 Pyro-glu from Q

total 8 peptides

tr|T1GUQ6|T1GUQ6_MEGSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 85 103

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 85 102

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 327 344

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 291 299

total 4 peptides

tr|R4G588|R4G588_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 88 106

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 88 105

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 347 364

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 294 302

total 4 peptides

tr|C7SAG3|C7SAG3_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.V N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|A0A023FK66|A0A023FK66_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|C7SAG4|C7SAG4_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.V N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|A0A0P5E5N2|A0A0P5E5N2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|A0A069DTP4|A0A069DTP4_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 105 123

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 105 122

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 364 381

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 311 319

total 4 peptides

tr|B4QE31|B4QE31_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|V9IK78|V9IK78_APICE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 104 122

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 104 121

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 4 peptides

tr|A0A0J7L622|A0A0J7L622_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDSVLDVVRK.E N 68.54 2086.0693 -32.4 696.3412 3 27.51 1003 2 441 459

K.GHYTEGAELVDSVLDVVR.K N 55.51 1957.9745 -18.0 979.9769 2 29.62 1074 1 441 458

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 700 717

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 647 655

total 4 peptides

tr|A0A0P5F7I2|A0A0P5F7I2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 231 259

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 319 336

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 162 174

total 3 peptides

tr|A0A0P5YRH3|A0A0P5YRH3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 231 259

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 319 336

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 162 174

total 3 peptides

tr|A0A0P5RWN8|A0A0P5RWN8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 175 203

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 263 280

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 106 118

total 3 peptides

tr|A0A0P6FT42|A0A0P6FT42_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 170 198

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 258 275

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 101 113

total 3 peptides

tr|A0A0N8D2L0|A0A0N8D2L0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 175 203

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 263 280

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 106 118

total 3 peptides

tr|Q6W4K6|Q6W4K6_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 133 161

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 221 238

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 64 76

total 3 peptides

tr|D8VIP0|D8VIP0_HELME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 210 238

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 298 315

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 141 153

total 3 peptides

tr|G3KAV3|G3KAV3_HELNM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 207 235

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 295 312

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 138 150

total 3 peptides

tr|G3KAY5|G3KAY5_HELNM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 207 235

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 295 312

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 138 150

total 3 peptides

tr|E0W1G3|E0W1G3_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 305 333

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 393 410

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 236 248

total 3 peptides

tr|A0A0P5T3L7|A0A0P5T3L7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 294 322

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 382 399

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 225 237

total 3 peptides

tr|A0A0P5BBW0|A0A0P5BBW0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 291 319

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 379 396

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 222 234

total 3 peptides

tr|A0A0P5UBV1|A0A0P5UBV1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 291 319

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 379 396

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 222 234

total 3 peptides

tr|A0A0P5EU29|A0A0P5EU29_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 290 318

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 378 395

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 222 234

total 3 peptides

tr|A0A0P5BBX0|A0A0P5BBX0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 288 316

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 376 393

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 219 231

total 3 peptides

tr|A0A0J7KRQ1|A0A0J7KRQ1_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 275 303

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 363 380

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 206 218

total 3 peptides

tr|Q1HPT1|Q1HPT1_BOMMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 271 299

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 359 376

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 202 214

total 3 peptides

tr|I4DIU5|I4DIU5_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 269 297

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 357 374

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 200 212

total 3 peptides

tr|A0A1B0CLT6|A0A1B0CLT6_LUTLO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 265 293

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 353 370

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 196 208

total 3 peptides

tr|A0A1I8NT76|A0A1I8NT76_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 261 289

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 349 366

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 192 204

total 3 peptides

tr|A0A182FTY6|A0A182FTY6_ANOAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 257 285

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 345 362

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 188 200

total 3 peptides

tr|E3XEC7|E3XEC7_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 257 285

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 345 362

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 188 200

total 3 peptides

tr|A0A0P4WJ96|A0A0P4WJ96_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 252 280

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 340 357

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 183 195

total 3 peptides

tr|A0A0P5ULZ6|A0A0P5ULZ6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 92.63 3341.7295 -8.2 1114.9080 3 43.95 1576 1 282 310

D.PAPATTFAHLDATTVLSR.A N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 370 387

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 213 225

total 3 peptides

tr|A0A1V9X7H2|A0A1V9X7H2_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 244 264

R.GHYTIGKELIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 106 121

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 230 243

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 244 264 Deamidation (NQ)

R.GHYTIGKELIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 106 123

R.Q(-17.03)LFHPEQLITGKEDAANNYAR.G N 15.06 2397.1711 -25.5 800.0439 3 23.91 883 1 85 105 Pyro-glu from Q

total 6 peptides

tr|A0A2A3E7F9|A0A2A3E7F9_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 275 295

R.GHYTLGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 137 152

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 261 274

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 275 295 Deamidation (NQ)

R.GHYTLGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 137 154

total 5 peptides

tr|A0A088ATP8|A0A088ATP8_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 275 295

R.GHYTLGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 137 152

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 261 274

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 275 295 Deamidation (NQ)

R.GHYTLGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 137 154

total 5 peptides

tr|A0A0K2TRK8|A0A0K2TRK8_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 244 264

R.GHYTIGKEILDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 106 121

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 230 243

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 244 264 Deamidation (NQ)

R.GHYTIGKEILDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 106 123

total 5 peptides

tr|A0A0L7QLG6|A0A0L7QLG6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 242 262

R.GHYTLGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 104 119

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 228 241

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 242 262 Deamidation (NQ)

R.GHYTLGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 104 121

total 5 peptides

tr|A0A154PSW5|A0A154PSW5_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 241 261

R.GHYTLGKEIIDLVLDR.I N 53.63 1841.0046 -30.0 614.6571 3 28.97 1053 1 103 118

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 227 240

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 241 261 Deamidation (NQ)

R.GHYTLGKEIIDLVLDRIR.K N 20.91 2110.1897 -34.4 528.5366 4 31.29 1130 1 103 120

total 5 peptides

tr|A0A1W4X4A3|A0A1W4X4A3_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDAVLDVVRK.E Y 67.89 2070.0745 -32.3 691.0098 3 29.83 1081 1 104 122

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 3 peptides

tr|A0A0F6PKG8|A0A0F6PKG8_LYGLI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.GHYTEGAELVDAVLDVVRK.E Y 67.89 2070.0745 -32.3 691.0098 3 29.83 1081 1 104 122

K.MSATFIGNSTAIQELFKR.I N 55.02 2013.0353 -35.1 671.9955 3 27.94 1017 1 363 380

R.YLTVAAIFR.G N 36.00 1052.6018 -21.0 527.2971 2 26.15 958 1 310 318

total 3 peptides

tr|A0A1J1HUL7|A0A1J1HUL7_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 426 446

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 412 425

R.AVFVDLEPTVIDEVR.T N 45.87 1700.8984 -18.4 851.4409 2 27.54 1004 1 247 261

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 426 446 Deamidation (NQ)

R.Q(-17.03)LFHPEQLITGKEDAANNYAR.G N 15.06 2397.1711 -25.5 800.0439 3 23.91 883 1 88 108 Pyro-glu from Q

total 5 peptides

tr|A0A1W4XPI9|A0A1W4XPI9_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 250 270

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 236 249

R.AVFVDLEPTVIDEVR.T N 45.87 1700.8984 -18.4 851.4409 2 27.54 1004 1 71 85

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 250 270 Deamidation (NQ)

total 4 peptides

tr|O01943|O01943_GECLA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FDGALNVDLTEFQTNLVPYPR.I N 63.91 2408.2012 -15.4 1205.0894 2 31.68 1145 1 237 257

R.LIGQIVSSITASLR.F N 48.39 1456.8613 -14.8 729.4272 2 31.20 1127 1 223 236

total 4 peptides
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.AVFVDLEPTVIDEVR.T N 45.87 1700.8984 -18.4 851.4409 2 27.54 1004 1 58 72

R.FDGALNVDLTEFQ(+.98)TNLVPYPR.I N 24.08 2409.1851 -12.7 1205.5845 2 33.59 1205 2 237 257 Deamidation (NQ)

total 4 peptides

tr|A0A023FND3|A0A023FND3_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.PAPATTFAHLDATTVLSR.G N 38.04 1867.9791 -25.0 623.6514 3 22.48 836 1 368 385

K.SLQDIIAILGMDELSEEDKLTVSR.A Y 36.57 2674.3735 -27.9 892.4402 3 36.44 1300 1 431 454

K.TVLIMELINNVAK.A N 34.97 1456.8323 -12.1 729.4146 2 33.90 1215 1 211 223

total 3 peptides

tr|A0A0P6CCE9|A0A0P6CCE9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VIHDNFGIVEGLMTTVHAITATQK.T Y 50.94 2594.3525 -31.0 649.5753 4 33.69 1208 2 161 184

R.VVDLMAYMASKE Y 15.88 1355.6465 -23.3 678.8147 2 25.38 932 1 322 333

total 2 peptides

tr|T1ITF6|T1ITF6_STRMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|L7M4J4|L7M4J4_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|A0A224YUU6|A0A224YUU6_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|A0A293LN19|A0A293LN19_ORNER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|A0A293LE62|A0A293LE62_ORNER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|G3MG27|G3MG27_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 50 69

total 1 peptides

tr|A0A087U9P4|A0A087U9P4_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



16/03/2023, 15:20 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/q-tof-p1/protein.html 23/48

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVIEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 2 21

total 1 peptides

tr|A0A0A9Z7N0|A0A0A9Z7N0_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AAVLEYLTAELLELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 62 81

total 1 peptides

tr|A0A1B6LDW1|A0A1B6LDW1_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AAVLEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 57 76

total 1 peptides

tr|A0A146KQ63|A0A146KQ63_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AAVLEYLTAELLELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 60 79

total 1 peptides

tr|A0A0P6A1I4|A0A0P6A1I4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVLEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 61 80

total 1 peptides

tr|A0A1W4WD58|A0A1W4WD58_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.AAVLEYLTAEILELAGNAAR.D Y 51.75 2087.1262 -29.3 696.6956 3 45.15 1623 1 52 71

total 1 peptides

tr|A0A1B0GP78|A0A1B0GP78_PHLPP back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.VFLENVIRDAVTYTEHAK.R Y 41.52 2104.0952 -27.2 702.3533 3 29.94 1086 1 870 887

total 1 peptides

tr|A0A0P6CVG1|A0A0P6CVG1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.ELTEEKETAFEFLSSA Y 40.23 1829.8571 -19.0 915.9185 2 26.83 980 1 274 289

total 1 peptides

tr|A0A0L7KSH4|A0A0L7KSH4_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 291 299

total 1 peptides

tr|A0A075TD97|A0A075TD97_HELAM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 84 92
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 1 peptides

tr|A0A0L7LL85|A0A0L7LL85_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 89 97

total 1 peptides

tr|H9JJ96|H9JJ96_BOMMO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 381 389

total 1 peptides

tr|A0A0V0J1A3|A0A0V0J1A3_CYDPO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.I Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 398 406

total 1 peptides

tr|A0A194Q9S0|A0A194Q9S0_PAPXU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 400 408

total 1 peptides

tr|A0A2A4JAT1|A0A2A4JAT1_HELVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 398 406

total 1 peptides

tr|A0A212EM67|A0A212EM67_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 398 406

total 1 peptides

tr|A0A0N1IIG3|A0A0N1IIG3_PAPMA back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.DPPPNVTLT.V Y 38.13 952.4866 -75.6 953.4218 1 12.91 568 1 400 408

total 1 peptides

tr|Q5TWK1|Q5TWK1_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 255 265

total 1 peptides

tr|A0A182TCZ3|A0A182TCZ3_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 255 265

total 1 peptides

tr|A0A182UV11|A0A182UV11_ANOME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 276 286

total 1 peptides

tr|A0A2C9GS79|A0A2C9GS79_ANOAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 278 288

total 1 peptides

tr|A0A182L3Q7|A0A182L3Q7_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 282 292

total 1 peptides

tr|A0A182WWF7|A0A182WWF7_ANOQN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.LYLEFRGLLPT.L Y 31.51 1320.7441 -46.1 661.3489 2 21.40 802 1 276 286

total 1 peptides

tr|A0A0K2VDA2|A0A0K2VDA2_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

W.CHNGY.K Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 46 50

total 1 peptides

tr|T1GNU9|T1GNU9_MEGSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.CHNGY.F Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 20 24

total 1 peptides

tr|A0A067RJ46|A0A067RJ46_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.CHNGY.G Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 280 284

total 1 peptides

tr|A0A1J1J4I8|A0A1J1J4I8_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.CHNGY.G Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 459 463

total 1 peptides

tr|E0VC82|E0VC82_PEDHC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.CHNGY.V Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 385 389

total 1 peptides

tr|A0A212F9M7|A0A212F9M7_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.CHNGY.H Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 375 379

total 1 peptides

tr|A0A212FGX5|A0A212FGX5_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.CHNGY.H Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 321 325

total 1 peptides

tr|A0A0M4F702|A0A0M4F702_DROBS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 925 929

total 1 peptides

tr|A0A182H9K0|A0A182H9K0_AEDAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.CHNGY.T Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1066 1070

total 1 peptides

tr|B4LW38|B4LW38_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1121 1125

total 1 peptides

tr|B4QTR3|B4QTR3_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

M.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1140 1144

total 1 peptides

tr|A0A034VDR1|A0A034VDR1_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1169 1173

total 1 peptides

tr|A0A1A9WC30|A0A1A9WC30_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1217 1221

total 1 peptides

tr|A0A1A9WXH7|A0A1A9WXH7_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

H.CHNGY.V Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 205 209

total 1 peptides

tr|A0A1B6LZH3|A0A1B6LZH3_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.CHNGY.Q Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 638 642

total 1 peptides

tr|A0A1I8PPZ3|A0A1I8PPZ3_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1344 1348

total 1 peptides

tr|A0A088ACM0|A0A088ACM0_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

H.CHNGY.S Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 196 200

total 1 peptides

tr|B4QT41|B4QT41_DROSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.CHNGY.K Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 967 971

total 1 peptides

tr|A0A224X4P4|A0A224X4P4_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.CHNGY.K Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1265 1269

total 1 peptides

tr|A0A232F5I4|A0A232F5I4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.CHNGY.D Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 1605 1609

total 1 peptides

tr|A0A1B6LVD0|A0A1B6LVD0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.CHNGY.Q Y 31.50 592.2064 -114.6 593.1458 1 4.61 218 1 894 898

total 1 peptides

tr|A0A2A4K6P5|A0A2A4K6P5_HELVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.FITLQ.T Y 19.63 620.3533 -78.0 621.3122 1 25.56 938 1 3477 3481

I.GGSGR.T N 15.37 432.2081 91.7 433.2550 1 9.65 438 1 1704 1708

total 2 peptides

tr|E2BYR5|E2BYR5_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TLPASAEAIAESPT.E Y 24.05 1356.6772 -32.4 679.3239 2 18.91 723 1 675 688

total 1 peptides

tr|A0A0K8SP95|A0A0K8SP95_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.TDIGLGGT.C Y 24.00 732.3654 8.5 733.3788 1 19.35 741 1 439 446

total 1 peptides

tr|A0A084VFX3|A0A084VFX3_ANOSI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPVAMPT.D Y 23.17 715.3575 15.2 716.3756 1 20.01 755 2 80 86

total 1 peptides

tr|A0A0A9YA46|A0A0A9YA46_LYGHE back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSLT.N Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 225 230

total 1 peptides

tr|A0A0A9VQS0|A0A0A9VQS0_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSLT.N Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 229 234

total 1 peptides

tr|A0A0A9Y8J4|A0A0A9Y8J4_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSLT.N Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 268 273

total 1 peptides

tr|A0A0A9Y9B6|A0A0A9Y9B6_LYGHE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.TDLSIT.A Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 346 351

total 1 peptides

tr|N6U3G5|N6U3G5_DENPD back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.TDISLT.T Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 117 122

total 1 peptides

tr|B7QA75|B7QA75_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.TDISLT.S Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 338 343

total 1 peptides

tr|A0A0A1XHZ0|A0A0A1XHZ0_ZEUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.TDLSIT.E Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 319 324

total 1 peptides

tr|A0A0E4GBG0|A0A0E4GBG0_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.TDLSLT.H Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 196 201

total 1 peptides

tr|A0A0P6GKE9|A0A0P6GKE9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDLSLT.L Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 277 282

total 1 peptides

tr|A0A0P5YUZ6|A0A0P5YUZ6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TDLSLT.S Y 22.80 648.3330 33.5 649.3620 1 9.87 453 1 275 280

total 1 peptides

tr|A0A087UQW5|A0A087UQW5_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

C.AHCCC.M Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 32 36

total 1 peptides

tr|A0A182SD20|A0A182SD20_9DIPT back to list
Prepared with PEAKS ™ (bioinfor.com)
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

C.AHCCC.C Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 73 77

total 1 peptides

tr|A0A0T6BBI1|A0A0T6BBI1_9SCAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.AHCCC.S Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 65 69

total 1 peptides

tr|A0A182N5F4|A0A182N5F4_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.AHCCC.T Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 49 53

total 1 peptides

tr|A0A182SSD0|A0A182SSD0_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AHCCC.K Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 409 413

total 1 peptides

tr|A0A1A9XPY1|A0A1A9XPY1_GLOFF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AHCCC.A Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 546 550

total 1 peptides

tr|A0A1B0BCP2|A0A1B0BCP2_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AHCCC.A Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 546 550

total 1 peptides

tr|A0A1B0FND5|A0A1B0FND5_GLOMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AHCCC.A Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 549 553

total 1 peptides

tr|A0A1A9VCZ7|A0A1A9VCZ7_GLOAU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AHCCC.A Y 21.19 535.1342 26.1 536.1554 1 6.22 295 2 550 554

total 1 peptides

tr|A0A132AHU8|A0A132AHU8_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TPVSNPT.A Y 20.93 714.3548 7.7 715.3676 1 20.11 766 1 2383 2389

total 1 peptides


