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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1692
# of MS/MS Scans 810

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 16
Peptide Sequences 16

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 3 C

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 9
Proteins 97
Proteins (#Unique Peptides) 0 (>2); 0 (=2); 97 (=1);
FDR (Peptide-Spectrum Matches) 0.0%
FDR (Peptide Sequences) 0.0%
FDR (Protein) 1.0%
De Novo Only Spectra 49

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
Q-TOF 0 0 0 0 16

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 57
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_2_180917.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: Quadrupole
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

2 4567 tr|A0A1W7R9B8|A0A1W7R9B8_9SCOR 63.31 8 2 1 N 49805 Tubulin alpha chain OS=Hadrurus spadix PE=3 SV=1

2 4560 tr|T2BCS0|T2BCS0_9ORTH 63.31 31 2 1 N 12967 Tubulin-alpha I (Fragment) OS=Acanthodiphrus sp. OR584 P
E=3 SV=1

2 4561 tr|T2BCU0|T2BCU0_9ORTH 63.31 31 2 1 N 12953 Tubulin-alpha I (Fragment) OS=Sasima sp. OR131 PE=3 SV
=1

2 4559 tr|A0A166ASE2|A0A166ASE2_9NEOP 63.31 35 2 1 N 11265 Alpha tubulin (Fragment) OS=Chelisoches morio GN=TUBA P
E=3 SV=1

2 4558 tr|T2BCQ2|T2BCQ2_9ORTH 63.31 42 2 1 N 9513 Tubulin-alpha I (Fragment) OS=Acanthoproctus vittatus PE=
3 SV=1

2 4564 tr|A0A023GKQ6|A0A023GKQ6_9ACAR 63.31 11 2 1 N 36142 Tubulin alpha chain (Fragment) OS=Amblyomma triste PE=2
SV=1

2 4563 tr|A0A224Z8W6|A0A224Z8W6_9ACAR 63.31 14 2 1 N 27820 Tubulin alpha 1c OS=Rhipicephalus zambeziensis PE=3 SV=1

2 4562 tr|A0A224ZAW8|A0A224ZAW8_9ACAR 63.31 14 2 1 N 27554 Tubulin alpha chain (Fragment) OS=Rhipicephalus zambezien
sis PE=3 SV=1

2 4577 tr|B7PGI8|B7PGI8_IXOSC 63.31 7 2 1 N 54955 Tubulin alpha chain OS=Ixodes scapularis GN=8052898 PE=
3 SV=1

2 4576 tr|A0A023GNK0|A0A023GNK0_9ACAR 63.31 7 2 1 N 53649 Tubulin alpha chain (Fragment) OS=Amblyomma triste PE=2
SV=1

total 97 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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2 4575 tr|L7MD37|L7MD37_9ACAR 63.31 7 2 1 N 53220 Tubulin alpha chain (Fragment) OS=Rhipicephalus pulchellus
PE=2 SV=1

2 4574 tr|G3MGN2|G3MGN2_9ACAR 63.31 7 2 1 N 52672 Tubulin alpha chain (Fragment) OS=Amblyomma maculatum
PE=2 SV=1

2 4573 tr|A0A023FK91|A0A023FK91_9ACAR 63.31 8 2 1 N 50855 Tubulin alpha chain (Fragment) OS=Amblyomma cajennense
PE=2 SV=1

2 4572 tr|A0A131XWB5|A0A131XWB5_IXORI 63.31 8 2 1 N 50311 Tubulin alpha chain (Fragment) OS=Ixodes ricinus PE=2 SV=
1

2 4494 tr|A0A0P5ZYN7|A0A0P5ZYN7_9CRUS 63.31 8 2 1 N 50152 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

2 4571 tr|A0A1W7RAY3|A0A1W7RAY3_9SCOR 63.31 8 2 1 N 50120 Tubulin alpha chain OS=Hadrurus spadix PE=3 SV=1

2 4570 tr|A0A087TLA4|A0A087TLA4_9ARAC 63.31 8 2 1 N 49938 Tubulin alpha chain (Fragment) OS=Stegodyphus mimosaru
m GN=X975_18866 PE=3 SV=1

2 4568 tr|A0A293M7T6|A0A293M7T6_ORNER 63.31 8 2 1 N 49907 Tubulin alpha chain (Fragment) OS=Ornithodoros erraticus P
E=4 SV=1

2 4569 tr|L7M1J3|L7M1J3_9ACAR 63.31 8 2 1 N 49942 Tubulin alpha chain OS=Rhipicephalus pulchellus PE=2 SV=1

2 4566 tr|A0A224YJ96|A0A224YJ96_9ACAR 63.31 8 2 1 N 48660 Tubulin alpha chain (Fragment) OS=Rhipicephalus zambezien
sis PE=3 SV=1

2 4565 tr|A0A023FZA1|A0A023FZA1_9ACAR 63.31 9 2 1 N 42766 Tubulin alpha chain (Fragment) OS=Amblyomma parvum PE
=2 SV=1

1 4613 tr|Q7PSI5|Q7PSI5_ANOGA 53.29 8 2 1 N 50865 Tubulin alpha chain (Fragment) OS=Anopheles gambiae GN=
1270985 PE=3 SV=4

1 4579 tr|A0A0X9PE16|A0A0X9PE16_9ORTH 53.29 32 2 1 N 12316 Tubulin-alpha 1 (Fragment) OS=Tettigonia tsushimensis PE=
3 SV=1

1 4580 tr|A0A0X9TMY8|A0A0X9TMY8_9ORTH 53.29 32 2 1 N 12316 Tubulin-alpha 1 (Fragment) OS=Tettigonia ussuriana PE=3 S
V=1

1 4583 tr|A0A0P4Z4W3|A0A0P4Z4W3_9CRUS 53.29 12 2 1 N 32000 Tubulin alpha chain (Fragment) OS=Daphnia magna PE=3 S
V=1

1 4581 tr|A0A185N6J1|A0A185N6J1_9ODON 53.29 23 2 1 N 17500 Tubulin-alpha I (Fragment) OS=Hetaerina cruentata PE=3 S
V=1

1 4582 tr|A0A185N6J8|A0A185N6J8_9ODON 53.29 23 2 1 N 17500 Tubulin-alpha I (Fragment) OS=Hetaerina occisa PE=3 SV=1

1 4615 tr|A0A1B6INX8|A0A1B6INX8_9HEMI 53.29 8 2 1 N 51592 Tubulin alpha chain (Fragment) OS=Homalodisca liturata GN
=g.17932 PE=3 SV=1

1 4612 tr|A0A1B6IMY7|A0A1B6IMY7_9HEMI 53.29 8 2 1 N 50785 Tubulin alpha chain OS=Homalodisca liturata GN=g.17933 P
E=3 SV=1

1 4606 tr|A0A0K8RBU4|A0A0K8RBU4_IXORI 53.29 8 2 1 N 50016 Tubulin alpha chain OS=Ixodes ricinus PE=2 SV=1

1 4611 tr|B7PH43|B7PH43_IXOSC 53.29 8 2 1 N 50016 Tubulin alpha chain OS=Ixodes scapularis GN=8028862 PE=
3 SV=1

1 4595 tr|A7UIK9|A7UIK9_MONAT 53.29 8 2 1 N 49908 Tubulin alpha chain OS=Monochamus alternatus PE=2 SV=1

1 4596 tr|A0A0N7ZFH6|A0A0N7ZFH6_9CRUS 53.29 8 2 1 N 49859 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4597 tr|A0A0K8TTW1|A0A0K8TTW1_TABBR 53.29 8 2 1 N 49937 Tubulin alpha chain OS=Tabanus bromius PE=2 SV=1

1 4598 tr|A0A0P5NHY4|A0A0P5NHY4_9CRUS 53.29 8 2 1 N 49770 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4599 tr|A0A182J1K8|A0A182J1K8_9DIPT 53.29 8 2 1 N 49908 Tubulin alpha chain OS=Anopheles atroparvus PE=3 SV=1

1 4600 tr|A0A131ZV00|A0A131ZV00_SARSC 53.29 8 2 1 N 50028 Tubulin alpha chain OS=Sarcoptes scabiei GN=QR98_001009
0 PE=3 SV=1

1 4601 tr|Q7PUE2|Q7PUE2_ANOGA 53.29 8 2 1 N 49908 Tubulin alpha chain OS=Anopheles gambiae GN=1281950 PE
=3 SV=5

1 4602 tr|A0A0P4YX17|A0A0P4YX17_9CRUS 53.29 8 2 1 N 49810 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4603 tr|A0A0P6A1J6|A0A0P6A1J6_9CRUS 53.29 8 2 1 N 49891 Tubulin alpha chain OS=Daphnia magna GN=APZ42_014287
PE=3 SV=1

1 4604 tr|A0A131ZUS5|A0A131ZUS5_SARSC 53.29 8 2 1 N 50083 Tubulin alpha chain OS=Sarcoptes scabiei GN=QR98_000951
0 PE=3 SV=1

1 4605 tr|A0A0P5GV80|A0A0P5GV80_9CRUS 53.29 8 2 1 N 49839 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 6437 tr|A0A023F9U2|A0A023F9U2_TRIIF 53.29 8 2 1 N 50120 Tubulin alpha chain OS=Triatoma infestans PE=2 SV=1

1 4593 tr|A0A0X9H6Y0|A0A0X9H6Y0_NILLU 53.29 8 2 1 N 49824 Tubulin alpha chain OS=Nilaparvata lugens PE=2 SV=1

1 4592 tr|A0A0P5GQJ7|A0A0P5GQJ7_9CRUS 53.29 8 2 1 N 47024 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4591 tr|A0A0P5FTK3|A0A0P5FTK3_9CRUS 53.29 8 2 1 N 46077 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4590 tr|A0A0P5FQ62|A0A0P5FQ62_9CRUS 53.29 9 2 1 N 45682 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4589 tr|B7QP04|B7QP04_IXOSC 53.29 9 2 1 N 43524 Alpha tubulin, putative OS=Ixodes scapularis GN=8044135 P
E=3 SV=1

1 4588 tr|A0A0P5NAD9|A0A0P5NAD9_9CRUS 53.29 9 2 1 N 43010 Tubulin alpha chain (Fragment) OS=Daphnia magna PE=3 S
V=1

1 4587 tr|A0A0N8CYL8|A0A0N8CYL8_9CRUS 53.29 9 2 1 N 42559 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4586 tr|A0A0P5I692|A0A0P5I692_9CRUS 53.29 10 2 1 N 40534 Tubulin alpha chain OS=Daphnia magna PE=3 SV=1

1 4585 tr|A0A0P5Y6N4|A0A0P5Y6N4_9CRUS 53.29 10 2 1 N 37131 Tubulin alpha chain (Fragment) OS=Daphnia magna PE=3 S
V=1

1 4584 tr|A0A0P5GEQ6|A0A0P5GEQ6_9CRUS 53.29 11 2 1 N 36445 Putative Tubulin alpha-1 chain OS=Daphnia magna PE=3 SV
=1

1 6438 tr|A0A2A3EL84|A0A2A3EL84_APICC 53.29 7 2 1 N 52768 Tubulin alpha-1 chain OS=Apis cerana cerana GN=APICC_05
992 PE=4 SV=1

5 4540 tr|E0W1G3|E0W1G3_PEDHC 38.97 5 1 1 N 58998 ATP synthase subunit beta OS=Pediculus humanus subsp. co
rporis GN=8239544 PE=3 SV=1

6 6443 tr|A0A224Y123|A0A224Y123_9ACAR 31.46 1 1 1 N 90149 7DB family member OS=Rhipicephalus zambeziensis PE=4 S
V=1

3 6439 tr|A0A1B6CHY3|A0A1B6CHY3_9HEMI 24.65 2 1 1 N 45011 Uncharacterized protein (Fragment) OS=Clastoptera arizona
na GN=g.30965 PE=4 SV=1

3 6440 tr|A0A1B6EG82|A0A1B6EG82_9HEMI 24.65 1 1 1 N 52410 Uncharacterized protein (Fragment) OS=Clastoptera arizona
na GN=g.30971 PE=4 SV=1

3 6441 tr|Q173I4|Q173I4_AEDAE 24.65 1 1 1 N 121406 AAEL007127-PA (Fragment) OS=Aedes aegypti GN=AAEL00
7127 PE=4 SV=1

3 6442 tr|A0A0P6IU66|A0A0P6IU66_AEDAE 24.65 1 1 1 N 123498 Putative leucine-rich repeat-containing protein 49 (Fragmen
t) OS=Aedes aegypti PE=2 SV=1

3 6444 tr|A0A1S4FFQ6|A0A1S4FFQ6_AEDAE 24.65 1 1 1 N 136121 Uncharacterized protein OS=Aedes aegypti PE=4 SV=1

3 6445 tr|A0A182GHL5|A0A182GHL5_AEDAL 24.65 1 1 1 N 136122 Uncharacterized protein OS=Aedes albopictus PE=4 SV=1

3 6448 tr|A0A1J1HJS3|A0A1J1HJS3_9DIPT 24.65 8 1 1 N 10376 CLUMA_CG001453, isoform A OS=Clunio marinus GN=CLUM
A_CG001453 PE=4 SV=1

3 6450 tr|A0A182ST32|A0A182ST32_9DIPT 24.65 2 1 1 N 39779 Uncharacterized protein OS=Anopheles maculatus PE=4 SV=
1

total 97 proteins
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3 6451 tr|R4N7H8|R4N7H8_LITVA 24.65 2 1 1 N 46639 Serine proteinase inhibitor OS=Litopenaeus vannamei GN=S
ERPIN PE=2 SV=1

3 6452 tr|A0A0Q9WK24|A0A0Q9WK24_DROVI 24.65 1 1 1 N 72237 Uncharacterized protein OS=Drosophila virilis GN=Dvir\GJ26
009 PE=4 SV=1

3 6453 tr|A0A0J7P5Y5|A0A0J7P5Y5_LASNI 24.65 1 1 1 N 67228 Mothers against decapentaplegic homolog OS=Lasius niger G
N=RF55_61 PE=3 SV=1

3 6456 tr|A0A088AF28|A0A088AF28_APIME 24.65 1 1 1 N 71575 Mothers against decapentaplegic homolog OS=Apis mellifera
GN=Smad4 PE=3 SV=1

3 6457 tr|A0A151J4K9|A0A151J4K9_9HYME 24.65 1 1 1 N 71593 Mothers against decapentaplegic homolog OS=Trachymyrme
x cornetzi GN=ALC57_10143 PE=3 SV=1

3 6458 tr|A0A151JWE9|A0A151JWE9_9HYME 24.65 1 1 1 N 71760 Mothers against decapentaplegic homolog OS=Trachymyrme
x septentrionalis GN=ALC56_07567 PE=3 SV=1

3 6459 tr|A0A182MMM2|A0A182MMM2_9DIPT 24.65 1 1 1 N 92199 Uncharacterized protein OS=Anopheles culicifacies PE=4 SV
=1

3 6464 tr|A0A0K2ULM4|A0A0K2ULM4_LEPSM 24.65 1 1 1 N 102645 Protein smoothenedlike [Apis florea] OS=Lepeophtheirus sal
monis PE=3 SV=1

3 6465 tr|A0A182JTY0|A0A182JTY0_9DIPT 24.65 1 1 1 N 112299 Uncharacterized protein OS=Anopheles christyi PE=4 SV=1

3 6466 tr|A0A182XZ28|A0A182XZ28_ANOST 24.65 1 1 1 N 112587 Uncharacterized protein OS=Anopheles stephensi PE=4 SV=
1

3 6467 tr|W5J7J2|W5J7J2_ANODA 24.65 1 1 1 N 114344 Uncharacterized protein OS=Anopheles darlingi GN=AND_00
9649 PE=4 SV=1

3 6468 tr|A0A151X5F3|A0A151X5F3_9HYME 24.65 1 1 1 N 148441 Mothers against decapentaplegic homolog OS=Trachymyrme
x zeteki GN=ALC60_05470 PE=3 SV=1

4 6449 tr|M9VSG2|M9VSG2_9ARAC 24.10 11 1 1 Y 22726 Actin (Fragment) OS=Tylogonus yanayacu PE=3 SV=1

9 6478 tr|A0A034VY87|A0A034VY87_BACDO 23.29 1 1 1 N 103437 Golgin subfamily A member 2 OS=Bactrocera dorsalis GN=G
OGA2 PE=4 SV=1

9 6479 tr|W8BRA7|W8BRA7_CERCA 23.29 1 1 1 N 104076 Golgin subfamily A member 2 OS=Ceratitis capitata GN=GO
GA2 PE=2 SV=1

9 6480 tr|A0A0A1WSG1|A0A0A1WSG1_ZEUCU 23.29 1 1 1 N 103532 Golgin subfamily A member 2 OS=Zeugodacus cucurbitae G
N=Golga2_2 PE=4 SV=1

9 6537 tr|A0A1W4WI16|A0A1W4WI16_AGRPL 23.29 0 1 1 N 208801 eIF-2-alpha kinase activator GCN1 OS=Agrilus planipennis G
N=LOC108733105 PE=4 SV=1

9 6589 tr|A0A0J7NUE4|A0A0J7NUE4_LASNI 23.29 0 1 1 N 285140 Translational activator gcn1 OS=Lasius niger GN=RF55_3722
PE=4 SV=1

9 6593 tr|A0A0M9ABE9|A0A0M9ABE9_9HYME 23.29 0 1 1 N 290199 Translational activator GCN1 OS=Melipona quadrifasciata GN
=WN51_09965 PE=4 SV=1

9 6595 tr|A0A067RTH7|A0A067RTH7_ZOONE 23.29 0 1 1 N 290702 Translational activator GCN1 (Fragment) OS=Zootermopsis n
evadensis GN=L798_15201 PE=4 SV=1

9 6597 tr|T1HJQ7|T1HJQ7_RHOPR 23.29 0 1 1 N 290116 Uncharacterized protein (Fragment) OS=Rhodnius prolixus P
E=4 SV=1

9 6598 tr|A0A151WN86|A0A151WN86_9HYME 23.29 0 1 1 N 292488 Translational activator GCN1 (Fragment) OS=Trachymyrmex
zeteki GN=ALC60_11607 PE=4 SV=1

9 6599 tr|A0A088ABA5|A0A088ABA5_APIME 23.29 0 1 1 N 293874 Uncharacterized protein OS=Apis mellifera GN=LOC409457 P
E=4 SV=1

9 6600 tr|A0A224X4L0|A0A224X4L0_9HEMI 23.29 0 1 1 N 291128 Putative translational activator gcn1 OS=Panstrongylus ligna
rius PE=4 SV=1

9 6601 tr|R4WJK2|R4WJK2_RIPPE 23.29 0 1 1 N 290265 Translational activator gcn1 OS=Riptortus pedestris PE=2 SV
=1

9 6602 tr|A0A069DYI0|A0A069DYI0_9HEMI 23.29 0 1 1 N 291122 Putative translational activator gcn1 OS=Panstrongylus megi
stus PE=2 SV=1

9 6603 tr|A0A232FBG6|A0A232FBG6_9HYME 23.29 0 1 1 N 293417 Uncharacterized protein OS=Trichomalopsis sarcophagae GN
=TSAR_002295 PE=4 SV=1

7 6454 tr|A0A1Y9H1Z4|A0A1Y9H1Z4_9DIPT 21.96 1 1 1 N 86670 Microtubule-associated protein OS=Anopheles dirus PE=4 SV
=1

7 6455 tr|A0A1Y9H2G1|A0A1Y9H2G1_9DIPT 21.96 1 1 1 N 95122 Microtubule-associated protein OS=Anopheles dirus PE=4 SV
=1

8 6460 tr|A0A0P5ZW48|A0A0P5ZW48_9CRUS 20.57 5 1 1 N 17406 Uncharacterized protein (Fragment) OS=Daphnia magna PE
=4 SV=1

8 6461 tr|A0A0P5AGV2|A0A0P5AGV2_9CRUS 20.57 5 1 1 N 17900 Uncharacterized protein (Fragment) OS=Daphnia magna PE
=4 SV=1

8 6462 tr|A0A0P6AEJ7|A0A0P6AEJ7_9CRUS 20.57 5 1 1 N 18085 Uncharacterized protein (Fragment) OS=Daphnia magna PE
=4 SV=1

8 6463 tr|Q16KV7|Q16KV7_AEDAE 20.57 4 1 1 N 18154 AAEL012853-PA OS=Aedes aegypti GN=AAEL012853 PE=4 S
V=1

total 97 proteins

tr|A0A1W7R9B8|A0A1W7R9B8_9SCOR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|T2BCS0|T2BCS0_9ORTH back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 30 43

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 44 64

total 2 peptides

tr|T2BCU0|T2BCU0_9ORTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 30 43

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 44 64

total 2 peptides

tr|A0A166ASE2|A0A166ASE2_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 17 30

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 31 51

total 2 peptides

tr|T2BCQ2|T2BCQ2_9ORTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 18 31

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 32 52

total 2 peptides

tr|A0A023GKQ6|A0A023GKQ6_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 107 120

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 121 141

total 2 peptides

tr|A0A224Z8W6|A0A224Z8W6_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 28 41

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 42 62

total 2 peptides

tr|A0A224ZAW8|A0A224ZAW8_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 150 163

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 164 184

total 2 peptides

tr|B7PGI8|B7PGI8_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 280 293

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 294 314

total 2 peptides

tr|A0A023GNK0|A0A023GNK0_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 261 274

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 275 295

total 2 peptides

tr|L7MD37|L7MD37_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 259 272

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 273 293

total 2 peptides

tr|G3MGN2|G3MGN2_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 253 266

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 267 287

total 2 peptides

tr|A0A023FK91|A0A023FK91_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 239 252

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 253 273

total 2 peptides

tr|A0A131XWB5|A0A131XWB5_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 234 247

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 248 268

total 2 peptides

tr|A0A0P5ZYN7|A0A0P5ZYN7_9CRUS back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A1W7RAY3|A0A1W7RAY3_9SCOR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A087TLA4|A0A087TLA4_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A293M7T6|A0A293M7T6_ORNER back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides
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tr|L7M1J3|L7M1J3_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A224YJ96|A0A224YJ96_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A023FZA1|A0A023FZA1_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LISQIVSSITASLR.F Y 51.37 1486.8718 -17.9 744.4299 2 33.10 1223 1 241 254

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 255 275

total 2 peptides

tr|Q7PSI5|Q7PSI5_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 238 251

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 252 272
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 2 peptides

tr|A0A0X9PE16|A0A0X9PE16_9ORTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 25 38

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 39 59

total 2 peptides

tr|A0A0X9TMY8|A0A0X9TMY8_9ORTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 25 38

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 39 59

total 2 peptides

tr|A0A0P4Z4W3|A0A0P4Z4W3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 195 208

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 209 229

total 2 peptides

tr|A0A185N6J1|A0A185N6J1_9ODON back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 41 54

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 55 75

total 2 peptides

tr|A0A185N6J8|A0A185N6J8_9ODON back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 41 54

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 55 75

total 2 peptides

tr|A0A1B6INX8|A0A1B6INX8_9HEMI back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 243 256

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 257 277

total 2 peptides

tr|A0A1B6IMY7|A0A1B6IMY7_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 237 250

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 251 271

total 2 peptides

tr|A0A0K8RBU4|A0A0K8RBU4_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|B7PH43|B7PH43_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

total 2 peptides

tr|A7UIK9|A7UIK9_MONAT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0N7ZFH6|A0A0N7ZFH6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0K8TTW1|A0A0K8TTW1_TABBR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P5NHY4|A0A0P5NHY4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A182J1K8|A0A182J1K8_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A131ZV00|A0A131ZV00_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|Q7PUE2|Q7PUE2_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P4YX17|A0A0P4YX17_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P6A1J6|A0A0P6A1J6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A131ZUS5|A0A131ZUS5_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P5GV80|A0A0P5GV80_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A023F9U2|A0A023F9U2_TRIIF back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0X9H6Y0|A0A0X9H6Y0_NILLU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P5GQJ7|A0A0P5GQJ7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 202 215

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 216 236

total 2 peptides

tr|A0A0P5FTK3|A0A0P5FTK3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 195 208

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 209 229

total 2 peptides
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tr|A0A0P5FQ62|A0A0P5FQ62_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 191 204

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 205 225

total 2 peptides

tr|B7QP04|B7QP04_IXOSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 77 90

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 91 111

total 2 peptides

tr|A0A0P5NAD9|A0A0P5NAD9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0N8CYL8|A0A0N8CYL8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 159 172

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 173 193

total 2 peptides

tr|A0A0P5I692|A0A0P5I692_9CRUS back to list
Prepared with PEAKS ™ (bioinfor.com)
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P5Y6N4|A0A0P5Y6N4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 230 243

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 244 264

total 2 peptides

tr|A0A0P5GEQ6|A0A0P5GEQ6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 103 116

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 117 137

total 2 peptides

tr|A0A2A3EL84|A0A2A3EL84_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.LIGQIVSSITASLR.F Y 41.35 1456.8613 -25.6 729.4193 2 31.98 1179 1 255 268

R.FDGALNVDLTEFQTNLVPYPR.I N 23.88 2408.2012 -19.3 1205.0846 2 32.06 1182 1 269 289

total 2 peptides

tr|E0W1G3|E0W1G3_PEDHC back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F Y 38.97 3341.7295 -24.5 1114.8898 3 44.24 1735 1 305 333

total 1 peptides

tr|A0A224Y123|A0A224Y123_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPGGSVTP.S Y 31.46 714.3548 15.3 715.3730 1 20.38 769 1 735 742

total 1 peptides

tr|A0A1B6CHY3|A0A1B6CHY3_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TDLSGIT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 145 151

total 1 peptides

tr|A0A1B6EG82|A0A1B6EG82_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TDLSGIT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 210 216

total 1 peptides

tr|Q173I4|Q173I4_AEDAE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.TDISGLT.S Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 320 326

total 1 peptides

tr|A0A0P6IU66|A0A0P6IU66_AEDAE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.TDISGLT.S Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 331 337

total 1 peptides

tr|A0A1S4FFQ6|A0A1S4FFQ6_AEDAE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.TDISGLT.S Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 445 451

total 1 peptides

tr|A0A182GHL5|A0A182GHL5_AEDAL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

I.TDISGLT.S Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 445 451

total 1 peptides

tr|A0A1J1HJS3|A0A1J1HJS3_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.TDLSGLT.I Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 66 72

total 1 peptides

tr|A0A182ST32|A0A182ST32_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.TDLSGLT.V Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 194 200

total 1 peptides

tr|R4N7H8|R4N7H8_LITVA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

N.TDLSGIT.D Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 34 40

total 1 peptides

tr|A0A0Q9WK24|A0A0Q9WK24_DROVI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.TDLSGIT.F Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 196 202

total 1 peptides

tr|A0A0J7P5Y5|A0A0J7P5Y5_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 171 177

total 1 peptides

tr|A0A088AF28|A0A088AF28_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 170 176

total 1 peptides

tr|A0A151J4K9|A0A151J4K9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 170 176

total 1 peptides

tr|A0A151JWE9|A0A151JWE9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 170 176

total 1 peptides

tr|A0A182MMM2|A0A182MMM2_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDISGLT.Y Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 798 804

total 1 peptides

tr|A0A0K2ULM4|A0A0K2ULM4_LEPSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.Q Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 791 797

total 1 peptides

tr|A0A182JTY0|A0A182JTY0_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDISGLT.Y Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 973 979

total 1 peptides

tr|A0A182XZ28|A0A182XZ28_ANOST back to list



16/03/2023, 15:20 proteins

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/q-tof-p2/protein.html 24/39

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDISGLT.Y Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 974 980

total 1 peptides

tr|W5J7J2|W5J7J2_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.TDISGLT.Y Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 989 995

total 1 peptides

tr|A0A151X5F3|A0A151X5F3_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.TDLSGLT.L Y 24.65 705.3545 24.6 706.3792 1 10.96 475 1 852 858

total 1 peptides

tr|M9VSG2|M9VSG2_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.LC(+57.02)YVALDFEQEMATAASSSSLEK.S Y 24.10 2549.1665 -31.0 850.7031 3 31.26 1152 2 84 106 Carbamidomethylation

total 1 peptides

tr|A0A034VY87|A0A034VY87_BACDO back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TPYLPT.E Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 696 701

total 1 peptides

tr|W8BRA7|W8BRA7_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TPYLPT.E Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 697 702

total 1 peptides

tr|A0A0A1WSG1|A0A0A1WSG1_ZEUCU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.TPYLPT.E Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 698 703

total 1 peptides

tr|A0A1W4WI16|A0A1W4WI16_AGRPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1744 1749

total 1 peptides

tr|A0A0J7NUE4|A0A0J7NUE4_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1629 1634

total 1 peptides

tr|A0A0M9ABE9|A0A0M9ABE9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1625 1630

total 1 peptides

tr|A0A067RTH7|A0A067RTH7_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1611 1616

total 1 peptides

tr|T1HJQ7|T1HJQ7_RHOPR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1623 1628

total 1 peptides

tr|A0A151WN86|A0A151WN86_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1621 1626

total 1 peptides

tr|A0A088ABA5|A0A088ABA5_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1624 1629

total 1 peptides

tr|A0A224X4L0|A0A224X4L0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1630 1635

total 1 peptides

tr|R4WJK2|R4WJK2_RIPPE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1631 1636

total 1 peptides

tr|A0A069DYI0|A0A069DYI0_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1630 1635

total 1 peptides

tr|A0A232FBG6|A0A232FBG6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.TPYLPT.I Y 23.29 690.3588 10.0 691.3730 1 16.19 637 1 1633 1638

total 1 peptides

tr|A0A1Y9H1Z4|A0A1Y9H1Z4_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.TDMAGVGG.G Y 21.96 706.2956 54.0 707.3410 1 17.11 661 1 333 340

total 1 peptides
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tr|A0A1Y9H2G1|A0A1Y9H2G1_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.TDMAGVGG.G Y 21.96 706.2956 54.0 707.3410 1 17.11 661 1 333 340

total 1 peptides

tr|A0A0P5ZW48|A0A0P5ZW48_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SGAFLPT.T Y 20.57 691.3541 -36.4 692.3362 1 15.17 619 1 127 133

total 1 peptides

tr|A0A0P5AGV2|A0A0P5AGV2_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SGAFLPT.T Y 20.57 691.3541 -36.4 692.3362 1 15.17 619 1 133 139

total 1 peptides

tr|A0A0P6AEJ7|A0A0P6AEJ7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SGAFLPT.T Y 20.57 691.3541 -36.4 692.3362 1 15.17 619 1 133 139

total 1 peptides

tr|Q16KV7|Q16KV7_AEDAE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.SGAFIPT.S Y 20.57 691.3541 -36.4 692.3362 1 15.17 619 1 12 18

total 1 peptides


