16/03/2023, 15:20 proteins

Summary

1. Notes
2. Result Statistics

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. @
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data. Table 4. PTM profile.
# of MS Scans 1692 Name AMass #PSM Position
# of MS/MS Scans 810 .
Carbamidomethyl  57.02 3 C
Table 2. Result filtration parameters.
Peptide -10IgP >15
Protein -101gP >20
Proteins unique peptides >0
De novo ALC Score >50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 16
Peptide Sequences 16
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Protein Groups 9

Proteins 97
Proteins (#Unique Peptides)
FDR (Peptide-Spectrum Matches) 0.0%

FDR (Peptide Sequences) 0.0%
FDR (Protein) 1.0%
De Novo Only Spectra 49

3. Experiment Control

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
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Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

900 1,000 1100 1,200

Missed Cleavages 0 1 2 3 4+
Q-TOF 0 0 0 16
.
4. Other Information
Table 6. Search parameters. Table 7. Instrument parameters.
Query Type: Homology Match Fractions: D_2 180917.raw
Fixed Modifications: Ion Source:_ESI(nano-spray) _
Carbamidomethylation: 57.02 Fragmentation Mode: CID, CAD(y and b ions)
Variable Modifications: MS Scan Mode: Quadrupole
Oxidation (M): 15.99 MS/MS Scan Mode: Time of Flight (TOF)
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 57
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true
Protein List
:'?‘:3:;1 Pr::)ein Accession -10igP Cm(:s/:;:ge #Peptides | #Unique |PTM I::gs Description
2 4567 |tr|AOA1W7RIB8|AOAIW7RIBS 9SCOR | 63.31 8 2 1 N 49805 | Tubulin alpha chain OS=Hadrurus spadix PE=3 SV=1
2 4560  |tr|T2BCSO|T2BCSO 9ORTH 63.31 31 2 1 N 12967 E“t;“g’\‘/'a'lpha I (Fragment) OS=Acanthodiphrus sp. OR584 P
2 4561  |tr|T2BCUO|T2BCUO_9ORTH 63.31 31 2 1 N 12953 | Jubulin-alpha I (Fragment) OS=Sasima sp. OR131 PE=3 SV
2 4559  |tr|AOA166ASE2|AOAL66ASE2 ONEOP | 63.31 35 2 1 N 11265 |AlPha tubulin (Fragment) OS=Chelisoches morio GN=TUBA P
2 4558  |tr|T2BCQ2|T2BCQ2 9ORTH 63.31 42 2 1 N 9513 ;“g\‘;i"l'a'pha I (Fragment) OS=Acanthoproctus vittatus PE=
2 4564 |tr|AOAO23GKQB|AOAO23GKQE 9ACAR | 63.31 11 2 1 N | 36142 ubulinalpha chain (Fragment) OS=Amblyomma triste PE=2
2 4563 |tr|ADA224Z8W6|AOA224Z8W6 9ACAR | 63.31 14 2 1 N 27820 | Tubulin alpha 1c OS=Rhipicephalus zambeziensis PE=3 SV=1
2 4562 |tr|ADA224ZAWS|AOA224ZAWS OACAR | 63.31 14 2 1 N | 27554 | Tubuin alpha chain (Fragment) OS=Rhipicephalus zambezien
2 4577 |tr|B7PGI8|B7PGI8 IXOSC 63.31 7 2 1 N 54955 ;“gc'z'”l alpha chain OS=Ixodes scapularis GN=8052898 PE=
2 4576 |tr|AOAO23GNKO|AOAO23GNKO 9ACAR | 63.31 7 2 1 N | 53649 lubuin alpha chain (Fragment) OS=Amblyomma triste PE=2
total 97 proteins
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Protein Protein - _ Coverage . . Avg. P
Group D Accession 10igP (%) #Peptides | #Unique |[PTM Mass Description
2 4575  |tr|L7MD37|L7MD37 9ACAR 63.31 7 2 1 N | 53220 fubuin alpha chain (Fragment) OS=Rhipicephalus pulchellus
2 4574 |tr|G3MGN2|G3MGN2 9ACAR 63.31 7 2 1 N 52672 ;‘éi“z“g\‘;’f{'a chain (Fragment) OS=Amblyomma maculatum
2 4573 |trlAOAO23FKO1|AOAO23FK91 9ACAR | 63.31 8 2 1 N | sogss|ubuin alpha chain (Fragment) OS=Amblyomma cajennense
2 4572 |tr|AOA131XWB5|AOAI31XWB5 IXORI | 63.31 8 2 1 N 50311 I“b“"” alpha chain (Fragment) OS=Ixodes ricinus PE=2 SV=
2 4494  |tr|ADAOP5ZYN7|AOAOP5ZYN7 9CRUS | 63.31 8 2 1 N 50152 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
2 4571  |tr]AOAIW7RAY3|AOAIW7RAY3 9SCOR | 63.31 8 2 1 N 50120 | Tubulin alpha chain OS=Hadrurus spadix PE=3 SV=1
Tubulin alpha chain (Fragment) OS=Stegodyphus mimosaru
2 4570  |tr|ADAOS7TLA4|AOAOS7TLA4 9ARAC | 63.31 8 2 1 N 49938 - G e E 18866 PEob SVt
2 4568  |tr|ADA293M7T6|A0A293M7T6 ORNER | 63.31 8 2 1 N | 49907 Jubuin alpha chain (Fragment) OS=Ornithodoros erraticus P
2 4569  |tr|L7M1]3|L7M1]3 9ACAR 63.31 8 2 1 N 49942 | Tubulin alpha chain OS=Rhipicephalus pulchellus PE=2 SV=1
2 4566 |trlAOA224Y196|A0A224Y196 9ACAR | 63.31 8 2 1 N | 4860 | ubuln alpha chain (Fragment) OS=Rhipicephalus zambezien
2 4565 |tr|AOAO23FZA1|AOAO23FZAL 9ACAR | 63.31 9 2 1 N | 42766 1PN alpha chain (Fragment) OS=Amblyomma parvum PE
Tubulin alpha chain (Fragment) OS=Anopheles gambiae GN=
1 4613 |tr|Q7PSI5|Q7PSIS ANOGA 53.29 8 2 1 N 50865 1570085 PEo3 Sy nd
1 4579 |tr|AOAOX9PE16|AOAOX9PE16 9ORTH | 53.29 32 2 1 N 12316 | Liuin-alpha 1 (Fragment) OS=Tettigonia tsushimensis PE=
1 4580  |tr|AOAOX9TMY8|AOAOXITMY8 9ORTH | 53.29 32 2 1 N 12316|0in-alpha 1 (Fragment) OS=Tettigonia ussuriana PE=3 S
1 4583 |tr|ADAOP4Z4W3|AQAOP4Z4W3 9CRUS | 53.29 12 2 1 N 32000 {21in alpha chain (Fragment) OS=Daphnia magna PE=3 S
1 4581 |tr|AOA185N611]|AOAL85N611 9ODON | 53.29 23 2 1 N 17500 \Tluzbl“"“'a'pha I (Fragment) OS=Hetaerina cruentata PE=3 S
1 4582  |tr|AOA185N6J8|AOAI85N6I8 90DON | 53.29 23 2 1 N 17500 | Tubulin-alpha I (Fragment) OS=Hetaerina occisa PE=3 SV=1
Tubulin alpha chain (Fragment) OS=Homalodisca liturata GN
1 4615 |tr|AOA1BGINX8|AOAIBEINX8 OHEMI | 53.29 8 2 1 N 51592| Z 0’17637 Pee3 V=1
1 4612 |tr|AOA1B6IMY7|AOA1B6IMY7 OHEMI | 53.29 8 2 1 N 50785 [20y'ih 2IPha chain 0S=Homalodisca liturata GN=g.17933 P
1 4606 |tr| AOAOKSBRBU4|AOAOKSRBU4 IXORI | 53.29 8 2 1 N 50016 | Tubulin alpha chain OS=Ixodes ricinus PE=2 SV=1
1 4611 |tr|B7PH43|B7PH43 IXOSC 53.29 8 2 1 N | so016|1Uoulin alpha chain OS=Ixodes scapularis GN=8028862 PE=
1 4595  |tr|AZUIK9|AZUIK9 MONAT 53.29 8 2 1 N 49908 | Tubulin alpha chain OS=Monochamus alternatus PE=2 SV=1
1 4596 |tr|AOAON7ZFH6|AOAON7ZFH6 9CRUS | 53.29 8 2 1 N 49859 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4597  |tr| AOAOKSTTW1|AOAOKSTTW1 TABBR | 53.29 8 2 1 N 49937 | Tubulin alpha chain OS=Tabanus bromius PE=2 SV=1
1 4598  |tr| AOAOPSNHY4|AOAOPSNHY4 9CRUS | 53.29 8 2 1 N 49770 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4599 |tr|A0OA182J1K8|A0A182]J1K8 9DIPT 53.29 8 2 1 N 49908 | Tubulin alpha chain OS=Anopheles atroparvus PE=3 SV=1
1 4600 |tr|AOA131ZV00|AOA131ZV00 SARSC | 53.29 8 2 1 N 50028 | pen’y 2P chain OS=Sarcoptes scabiel GN=QR8_001009
1 4601 |tr|Q7PUE2|Q7PUE2_ANOGA 53.29 8 > 1 N 49908 1u3bgl\|/n=glpha chain OS=Anopheles gambiae GN=1281950 PE
1 4602  |tr|AOAOP4YX17|AQAOP4YX17 9CRUS | 53.29 8 2 1 N 49810 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4603  |tr|AOAOP6A116|AOAOP6A1I6 OCRUS | 53.29 8 2 1 N | aogo1|ubuln alpha chain OS=Daphnia magna GN=APZ42_014287
1 4604 |tr|AOA131ZUS5|A0A131ZUS5 SARSC | 53.29 8 2 1 N 50083 | penty 2P chain OS=Sarcoptes scablel GN=QR98_000951
1 4605 |tr| ADAOP5GVB0|AOAOPSGVB0 9CRUS | 53.29 8 2 1 N 49839 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 6437 |tr|AOA023F9U2|AOA023F9U2 TRIIF | 53.29 8 2 1 N 50120 | Tubulin alpha chain OS=Triatoma infestans PE=2 SV=1
1 4593 |tr|ADAOX9H6YO|AOAOXOHEYO NILLU | 53.29 8 2 1 N 49824 | Tubulin alpha chain OS=Nilaparvata lugens PE=2 SV=1
1 4592 |tr|ADAOP5GQJ7|AOAOP5GQ)7 9CRUS | 53.29 8 2 1 N 47024 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4591 |tr|AOAOPSFTK3|AOAOPSFTK3 9CRUS | 53.29 8 2 1 N 46077 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4590 |tr|AOAOP5FQ62|AOAOPS5FQ62 9CRUS 53.29 9 2 1 N 45682 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4589  |tr|B7QP04|B7QP04 IXOSC 53.29 9 2 1 N 43524 é‘f;‘as\t,“ff"”' putative OS=Ixodes scapularis GN=8044135 P
1 4588  |tr|AOAOPSNADO|AOAOPSNADY 9CRUS | 53.29 9 2 1 N | 43010|(0uin @lpha chain (Fragment) OS=Daphnia magna PE=3 S
1 4587  |tr|AOAONSCYLS|AOAONSCYL8 9CRUS | 53.29 9 2 1 N 42559 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4586 |tr|AOAOPS5I692]|A0AOP51692 9CRUS 53.29 10 2 1 N 40534 | Tubulin alpha chain OS=Daphnia magna PE=3 SV=1
1 4585 |tr|AOAOPSY6N4|AOAOPSY6N4 9CRUS | 53.29 10 2 1 N 37131 |(Pulin alpha chain (Fragment) OS=Daphnia magna PE=3 S
1 4584 |tr|AOAOPSGEQ6|AOAOPSGEQE 9CRUS | 53.29 11 2 1 N 36445 | Putative Tubulin alpha-1 chain OS=Daphnia magna PE=3 SV
1 6438 |tr|AOA2A3EL84|AOA2A3ELS4 APICC | 53.29 7 2 1 N | 52768 |ubulin alpha-1 chain OS=Apis cerana cerana GN=APICC_05
992 PE=4 SV=1
ATP synthase subunit beta OS=Pediculus humanus subsp. co
5 4540  |tr|[EOW1G3|EOW1G3 PEDHC 38.97 5 1 1 N 58998 | [porie GN=8230544 PE<3 SV1
6 6443  |tr|ADA224Y123|AOA224Y123 OACAR | 31.46 1 1 1 N | 9014908 family member OS=Rhipicephalus zambeziensis PE=4 S
Uncharacterized protein (Fragment) OS=Clastoptera arizona
3 6439  |tr|AOA1BG6CHY3|AOAIB6CHY3 OHEMI | 24.65 2 1 1 N 45011 | o 30965 PE=4 Sv_1
Uncharacterized protein (Fragment) OS=Clastoptera arizona
3 6440 |tr|AOAIBGEGB2|AOAIB6EGS2 QHEMI | 24.65 1 1 1 N 52410 0 R 5 30971 PE=4 SVo1
3 6441 |tr|Q17314|Q17314 AEDAE 24.65 1 1 1 N | 121406 |AAELO07127-PA (Fragment) OS=Aedes aegypti GN=AAELOO
7127 PE=4 SV=1
Putative leucine-rich repeat-containing protein 49 (Fragmen
3 6442  |tr|AOAOP6IUG6|ADAOP6IUG6 AEDAE | 24.65 1 1 1 N | 123498 ()05 R edes egypti Poez SVo1
3 6444  |tr|AOA1S4FFQ6|AQ0A1S4FFQ6 AEDAE 24.65 1 1 1 N 136121 |Uncharacterized protein OS=Aedes aegypti PE=4 SV=1
3 6445  |tr|AOA182GHL5|A0A182GHLS5 AEDAL 24.65 1 1 1 N 136122 | Uncharacterized protein OS=Aedes albopictus PE=4 SV=1
CLUMA_CG001453, isoform A OS=Clunio marinus GN=CLUM
3 6448  |tr|AOA1J1HIS3|AOA1J1HIS3 9DIPT 24.65 8 1 1 N 10376| A 5001453 PE_4 Sv=1
3 6450 |tr|AOA182ST32|A0A182ST32 ODIPT | 24.65 2 1 1 N 39779 ;’“Chara“e”zed protein OS=Anopheles maculatus PE=4 SV=
total 97 proteins
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P‘;?;ﬁ:: Prgil:Jein Accession -10igP Cm(ls/:a;ge #Peptides | #Unique |PTM I\I::gs Description
3 6451  |tr|[R4NZH8|RAN7HS LITVA 24.65 2 1 1 N 46639 E;g{‘,\? Eé‘fgigasfli”hibimr OS=Litopenaeus vannamei GN=5
3 6452  |tr|ADAOQOWK24|AOAOQIWK24 DROVI | 24.65 1 1 1 N 72237 gg;h;giffesr\i/z:‘; protein OS=Drosophila virilis GN=Dvir\G]26
3 6453  |tr|AOAQI7PSYS|AOAQI7PSYS LASNI | 24.65 1 1 1 N | 67228 "N"it,{‘,fg;fgfigéigesc\‘ﬂel“tap'egic homolog OS=Lasius niger G
3 6456  |tr|AOAOSSAF28|AOAOSBAF28 APIME | 24.65 1 1 1 N 71575 gﬁﬂ‘g:ﬁazaag‘sigescjz‘i”tap'egic homolog 0S=Apis mellifera
3 6457 |tr|ADA151J4K9|AOA151J4K9 OHYME | 24.65 1 1 1 N 71593 :' ‘;E,“r;’;stfi‘-’G"",L”SZfceéa{?%tfféegéig"?\?l"f OS=Trachymyrme
3 6458  |tr|AOA151JWEQ|AOA151JWE9 OHYME | 24.65 1 1 1 N 71760 :"S’;ﬁ;fr?:r']r;fltsdgﬁi‘ﬂ‘éggfg;csg?'ggfg S\?:Iramymyrme
3 6459 |tr|AOA182MMM2|AOAI82MMM2 9DIPT | 24.65 1 1 1 N 92199 gncharacterized protein OS=Anopheles culicifacies PE=4 SV
3 6464 |tr|AOAOK2ULM4]|AOAOK2ULM4 LEPSM | 24.65 1 1 1 N | 102645 Protein smoothenediike [Apis florea] OS=Lepeophtheirus sal

monis PE=3 SV=1
3 6465 |tr|AOA182JTYO|AOA182]TYQ 9DIPT 24.65 1 1 1 N 112299 |Uncharacterized protein OS=Anopheles christyi PE=4 SV=1

3 6466  |tr|AOA182XZ28|A0A182XZ28 ANOST | 24.65 1 1 1 N | 112587 llJ”CharaCte”ZEd protein OS=Anopheles stephensi PE=4 SV=
Uncharacterized protein OS=Anopheles darlingi GN=AND_00
3 6467 |tr|W517J2|W517]2 ANODA 24.65 1 1 1 N | 114344 000at8cRrec |
Mothers against decapentaplegic homolog OS=Trachymyrme
3 6468  |tr|AOA151X5F3|AOA151X5F3 OHYME | 24.65 1 1 1 N[ aasaat| e e o0 5470 PEas SUnl
4 6449  |tr|[M9VSG2|M9VSG2 9ARAC 24.10 11 1 1 Y 22726 |Actin (Fragment) OS=Tylogonus yanayacu PE=3 SV=1
9 6478  |tr|AOA034VY87|AOA034VY87 BACDO | 23.29 1 1 1 N | 103437|G0gin subfamily A member 2 OS=Bactrocera dorsalis GN=G

OGA2 PE=4 SV=1

Golgin subfamily A member 2 OS=Ceratitis capitata GN=GO
GA2 PE=2 SV=1

Golgin subfamily A member 2 OS=Zeugodacus cucurbitae G
N=Golga2_2 PE=4 SV=1

elF-2-alpha kinase activator GCN1 OS=Agrilus planipennis G

9 6479  |tr| W8BRA7|W8BRA7 CERCA 23.29 1 1 1 N 104076

9 6480 [tr|AOAOAIWSG1|AOAOAIWSG1 ZEUCU | 23.29 1 1 1 N 103532

9 6537 |tr|AOAIWAWI16|AOAIWAWI16 AGRPL | 23.29 0 1 1 N | 2088015 G  0Ey33 08 pEad Syl
9 6589  |tr|ADAQJ7NUE4|ADAQIZNUE4 LASNI | 23.29 0 1 1 N | 285140 | franslational activator genl OS=Lasius niger GN=RF55_3722

Translational activator GCN1 OS=Melipona quadrifasciata GN

9 6593 |tr|AOAOMOABEQ|AOAOMOABEY OHYME | 23.29 0 1 1 N | 290199| TRNET Oo0es PEcd Sv=1

9 6595 |tr|ADAO67RTH7|AOAO67RTH7 ZOONE | 23.29 0 1 1 N | 290702 Z;aa’;ﬂﬂtsii‘;”g:\lff?";girl?2%\'11;;?49?\7:? 0S=2zootermopsis n
9 6597 |tr|T1HIQ7|T1HIQ7 RHOPR 23.29 0 1 1 N | 290116 |gncharacterized protein (Fragment) OS=Rhodnius prolixus P
° 6598 |tr|AOAL51WNS6|AOAL51WNS6 SHYME | 23.29 0 1 1 N 292488 Translational activator GCN1 (Fragment) OS=Trachymyrmex

zeteki GN=ALC60_11607 PE=4 SV=1

Uncharacterized protein OS=Apis mellifera GN=LOC409457 P
E=4 SV=1

9 6599  [tr|AOAOSSABAS|AOAO88ABAS APIME 23.29 0 1 1 N 293874

Putative translational activator gcn1 OS=Panstrongylus ligna
rius PE=4 SV=1

9 6601 tr|RAWIK2 [RAWIK2 RIPPE 23.29 0 1 1 N 290265 1='ranslat|onal activator gcnl OS=Riptortus pedestris PE=2 SV

9 6600 [tr|A0A224X4L0|A0A224X4L0 9HEMI 23.29 0 1 1 N 291128

Putative translational activator gcnl OS=Panstrongylus megi
stus PE=2 SV=1

Uncharacterized protein OS=Trichomalopsis sarcophagae GN

9 6602 (tr|AOAO69DYIO|AOAQ69DYI0 9HEMI 23.29 0 1 1 N 291122

9 6603 |tr|AOA232FBG6|A0A232FBG6 OHYME | 23.29 0 1 1 N | 293417| Z1GhR 002205 bEd SVet
7 6454 |tr|AOA1YOH1Z4|AOALYOH1Z4 9DIPT | 21.96 1 1 1 N 86670 !ilcmt”b”'e‘assmated protein OS=Anopheles dirus PE=4 SV
7 6455 |tr|AOA1Y9H2G1|AOAIYOH2G1 9DIPT | 21.96 1 1 1 N 95122 Tf”’t”b“'e'assmate‘j protein OS=Anopheles dirus PE=4 SV
8 6460 |tr|AOAOP5ZW48|AOAOPSZWA48 9CRUS | 20.57 5 1 1 N 17406 S’fggffterized protein (Fragment) OS=Daphnia magna P&
8 6461 |tr|AOAOPSAGV2|AOAOPSAGV2 9CRUS | 20.57 5 1 1 N 17900 lizcgsffte”md protein (Fragment) OS=Daphnia magna PE
8 6462 |tr|ADAOPGAE]7|AOAOPGAE]7 9CRUS | 20.57 5 1 1 N | 18085 |Uncharacterized protein (Fragment) OS=Daphnia magna PE
8 6463 |tr|Q16KV7|Q16KV7 AEDAE 20.57 4 1 1 N 18154 C’:EILOIZSSH’A OS=Aedes aegypti GN=AAEL012853 PE=4 S
total 97 proteins
tr| AOA1W7R9B8|AOA1W7R9B8_9SCOR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISVHIG QAGVQIGNAC WELYCVEHGI QPDGQMPSDE ALGVGDDSFN TEFFSETGAGEK HVPRAVFEVDL EPTVVDEVRG
8] GSYRQLYHPE QLITGEEDAA NNYARGHYTI GEEIVDLVLD RVRELADQCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD

161 YGRESKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRENLDIE RPSYANLNRL ISQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEK AYHEQLTVAE ITNACFEPAN QMVECDPRHG KYMACCMLYR

321 GDVVPEDVNA ATAATKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VPRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSN DAGDEGEEY

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299|2|33.10(1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr| T2BCSO|T2BCSO_90RTH back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 AFMVDNEAIY DICRRNLDIE RPTYTNLNRL ISQIVSSITA SLRFDGALNV DLTEFQTNLV PYPRIHFPLA TYAPVISAEEK

21 AYHEQLSVAE ITNACFEPAN QMLECDPRHG KYMA

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 30 | 43
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 44 64
total 2 peptides

tr|T2BCUO|T2BCUO_90ORTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 AFMVDNEAIY DICRRNLDIE RPTYTNLNRL ISQIVSSITA SLRFDGALNV DLTEFQTNLV PYPRIHFPLA TYAPVISAEEK

21 AYHEQLSVAE ITNACFEPAN QMVECDPRHG KYMA

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 30 | 43
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 44 64
total 2 peptides

tr|AOA166ASE2|AOA166ASE2_9NEOP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 RENLDIERPT YTNLNRLISQ IVSSITASLR FDGALNVDLT EFQTNLVPYP RIHFPLATYA PVISAEKAYH EQLSVAEITN

21 ACFEPANQMV KCDPRHGEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299|2|33.10(1223 1 17 30
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 31 51
total 2 peptides

tr|T2BCQ2|T2BCQ2_90RTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 CRRNLDIERP TYTNLNRLIS QIVSSITASL RFDGALNVDL TEFQTNLVPY PRIHFPLATY APVISAEKAY HEQLSVAEIT

21 NACF

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299|2|33.10(1223 1 18 31
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 32 52
total 2 peptides

tr|AOA023GKQ6|A0OA023GKQ6_9ACAR back to list

Protein Coverage:

1 EVAEGCSGLQ GFLIFHSFGG GTGSGFESLL MQRLSVDYGK KFKLEFSVYP APQVATAVVE PYNAILTTHT TLEHSDCSEM
21 VDNEAIYEIC RRNLDIDRPT YSNLNRLISQ IVSSITASLR FDGALNVDLT EFQTNLVPYP RIHYLLVAYS PVVSSERAHH

161 EQLTVAQMTS SCFEPANQMV KCDPRRGKYM ACCLLYRGDV VPKDVNAAIA AIKSKRSIQF VDWCPTGFKV GINYQPPTVV
241 PGGDLAKVPR AVCLLSNTTA IAEAWARLNH KFDLMYAKRA EVHWYVGEGM EEGEFSEARE DMAALEKDYE EVGADSVDGA
321 DASQEF

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 107 | 120
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 121 | 141
total 2 peptides

tr|AOA224Z8W6|A0A224Z8W6_9ACAR back to list

Protein Coverage:
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proteins

1 MVDNEAIYDI CRENLDIERP TYANLNRLIS QIVSSITASL RFDGALNVDL TEFQTNLVPY PRIHFPLVTY APVISAEEKAY

81

HEQLTVAEIT NACFEPANQM VEKCDPEHGEY MACCMLYRGD VVPEDVNAAI AATKTERTIQ FVDWCPTGFE VGINYQFPTV

16l VPGGDLAEVP RAVCMLSNTT ATAEAWARLD HEKFDLMYAKR AFVHWYVGEG MEEGEFSEAR EDMAATLEKDY EEVGMDSNEV

241 ADEGEEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299|2|33.10(1223 1 28 | 41
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 42 62
total 2 peptides

tr|AOA224ZAWS8|A0A224ZAWS_9ACAR

| Protein Coverage | Supporting Peptides |

Protein Coverage:
1
81

lel

back to list

GAYRQLYHPE QLISGEEDAA NNYARGHYTI GEEIVDLVLD RIREKLADQCT GLQGFLVFHS FGGGTGSGEFT SLLMERLSVD
YGEKSKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYANLNRL ISQIVSSITA

—

241

GDVVFEEK

Supporting Peptides:

SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEK AYHEQLTVAE ITNACFEPAN QMVECDPRHG KYMACCMLYR

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y | 51.37 |1486.8718|-17.9| 744.4299(2|33.10(1223| 1 150 |163
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 164 |184
total 2 peptides
tr|B7PGI8|B7PGI8_IXOSC back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLENRELCPA GASIGGIAEK RAAVAPTSHL RSCEHLGSSA RSVGSSPSSI MRECISIHIG QAGVQIGNSC WELYCLEHGI
81 QODGQOMPSDE VSGGVDDSFN TFFAETGAGE HVPRAVEFVDL EPTVVDEVRQ GAYRQLYHPE QLISGEEDAA NNYARGHYTIT
161 GEEIVDLVLD RIRKLADACT GLQGFLIFHS FGGGTGSGFT SLLMERLSVD YGEESKLEFS IYPAPQVSTA VVEPYNSILT
24 THTTLEHSDC AFMVDNEAIY DICRENLDID RPSYTNLNEL ISQIVSSITA SLEFDGALNV DLTEFQTNLV PYPRIHFPLV
321 TYAPVISAEK AYHEQITVAE ITNACFEPAN QMVECDPRHG KEYMACCMLYR GDVVPEDVNA ATAATIKTERT IQFVDWCPTG
401 FEVGINYQPP TVVPGGDLAK VPRAVCMLSN TTAIAEAWAR LDHEFDLMYA ERAFVHWYVG EGMEEGEFSE AREDMAALEE
481 DYEEVGMDSN EGVDDGEEY
Supporting Peptides:
Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LISQIVSSITASLR.F Y | 51.37 |1486.8718|-17.9| 744.4299(2(33.10(1223| 1 280 |293
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012(-19.3|1205.0846(2(32.06(1182| 1 294 |314
total 2 peptides
tr| AOA023GNKO|AOA023GNKO_9ACAR back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 ACWELYCLEH GLXLERARCSS VRRVRRIFVP TMRECISVHI GQAGVQIGNA CWELYCLEHG IQQDGQMPSD KVSGGIDDSFE
21 NTFFAETGAG RHVPRAVFVD LEPTVVDEVR SGAYRQLYHP EQLISGEKEDA ANNYARGHYT IGEEIVDLVL DRIRKLADQC
161 TGLQGFLVFH SFGGGTGSGE TSLLMERLSV DYGEKSKELEF SIYPAPQVST AVVEPYNSIL TTHTTLEHSD CAFMVDNEAT
241 YDICRRNLDI DRPTYTNLNR LISQIVSSIT ASLRFDGALN VDLTEFQTNL VPYPRIHFPL VIYAPVISSE KAYHEQITVA
321 EITNACFEPA NQMVEKCDPRH GEYMACCMLY RGDVVPEDVN AATAATKTER TIQFVDWCPT GFEVGINYQP PTVVPGGDLA
401 RVPRAVCMLS NTTAIAEAWA RLDHEFDLMY AKRAFVHWYV GEGMEEGEFS EAREDMAALE KDYEEVGMDS NEGADEGEEY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y | 51.37 |1486.8718|-17.9| 744.4299(2(33.10(1223| 1 261 |274
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 275 | 295
total 2 peptides
tr|L7MD37|L7MD37_9ACAR back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
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proteins

1 GATHSYLRPL RARCCSVRXR RAVLPTPPNM RECISVHIGY AGVQIGNACW ELYCLEHGIQ

21 FFAETGAGRH VPRAVEFVDLE PTVVDEVRSG AYRQLYHPEQD LISGEKEDAAN NYARGHYTIG

16l LQGFLVFHSF GGGTGSGFTS LLMERLSVDY GEESKLEFSI YPAPQVSTAV VEPYNSILTT

24 ICRRNLDIDR PTYTNLNRLI SQIVSSITAS LRFDGALNVD LTEFQTNLVP YPRIHFPLVT

321 TNACFEPANQ MVECDPRHGK YMACCMLYRG DVVPEDVNAA TAATKTERTI QFEVDWCPTGE

40 PRAVCMLSNT TAIAEAWARL DHEFDLMYAK RAFVHWYVGE GMEEGEFSEA REDMAALEED
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 259 | 272
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 273 | 293
total 2 peptides
tr|G3AMGN2|G3MGN2_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 GHLEPLEARC SSVERVERRIF VPTMRECISV HIGQAGVQIG NACWELYCLE HGIQQDGQMP

21 AGRHVPRAVFEF VDLEPTVVDE VRSGAYRQLY HPEQLISGEE DAANNYARGH YTIGEEIVDL

16l FHSFGGGTGS GFTSLLMERL SVDYGKESKEL EFSIYPAPQV STAVVEPYNS ILTTHTTLEH

241 DIDRPTYTNL NRLISQIVSS ITASLRFDGA LNVDLTEFQT NLVPYPRIHF PLVTYAPVIS

321 PANQMVECDP RHGEYMACCM LYRGDVVPED VNAAIAAIKT ERTIQFVDWC PTGFEVGINY

40 LSNTTAIAEA WARLDHEFDL MYAKERAFVHW YVGEGMEEGE FSEAREDMAA LEEDYEEVGM
Supporting Peptides:

Peptide Uniq(-10igP| Mass ppm m/z z| RT |Scan|#Spec|Start End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 253 | 266
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 267 |287
total 2 peptides
tr|AOAO23FK91|AOAO023FK91_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 GEPFLPTAAM RECISVHIGQ AGVQIGNACW ELYCLEHGIQ QDGOMPSDEV SGGIDDSFNT
21 PTVVDEVRSG AYRQLYHPEQ LISGKEDAAN NYARGHYTIG KEIVDLVLDE IRKLADQCTG
161 LIMERLSVDY GEEKSKLEFSI YPAPQVSTAV VEPYNSILTT HTTLEHSDCA FMVDNEAIYD
241 SQIVSSITAS LRFDGALNVD LTEFQTNLVP YPRIHFPLVT YAPVISAEKA YHEQITVAEI
321 YTMACCMLYRG DVVPEDVNAA IAAIRKTERTI QEVDWCPTGE EVGINYQPPT VVPGGDLAEV
40 DHEFDLMYAK RAFVHWYVGE GMEEGEFSEA REDMAALEFD YEEVGMDSNE GADESEEY
Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299 33.10(1223 1 239 | 252
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012(-19.3|1205.0846|2(32.06|1182 1 253 | 273
total 2 peptides
tr|AOA131XWB5|A0A131XWB5_IXORI
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 PSSIMRECIS IHIGQAGVQI GNSCWELYCL EHGIQQDGQM PSDEVSGGVD DSENTEFFAET

21 EVEQGAYRQL YHPEQLISGK EDAANNYARG HYTIGEKEIVD LVLDRIRKLA DACTGLQGFL
161l LSVDYGEESE LEFSIYPAPQ VSTAVVEPYN SILTTHTTLE HSDCAFMVDN EAIYDICREN
241 SITASLRFDG ALNVDLTEFQ TNLVPYPRIH FPLVTYAPVI SAEKAYHEQI TVAEITNACFEF
321 MLYRGDVVPE DVNAATAAIK TKRTIQFVDW CPTGFEVGIN YQPPTVVPGG DLAEVPRAVC
40 ILMYARKRAFVH WYVGEGMEEG EFSEAREDMA ALEEDYEEVG MDSNEGVDDG EEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 234 | 247
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 248 | 268

total 2 peptides

tr| AOAOP5ZYN7|AOAOP5ZYN7_9CRUS

| Protein Coverage | Supporting Peptides |
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back to list
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back to list
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back to list
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back to list
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Protein Coverage:

1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGGGDDSEN TEFESETGAGK HVPRAVEVDL EPTVIDEVRT
21 GTYRQLFHPE QLITGEEDAA NNYARGHYTI GEEIIDLVLD RIREKLADQCT GLQGFLVFHS FGGGTGSGET SLLMERLSVD

16l YGRESKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYTNLNRL ISQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLA TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVECDPRHG KYMACCLLYR

321 GDVVPEDVNA ATATIKTERS IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VQRAVCMLSN TTATIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDMAALEK DYEEVGVDSV EGEGEEEGEE Y

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr|[ AOA1W7RAY3|AOA1W7RAY3_9SCOR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISVHIG QAGVQIGNAC WELYCLEHGI QPDGQOMPSDE TMGGGDDSFN TFFSETGAGK HVPRAVEVDL EPTVVDEVRT
21 GTYRQLYHPE QLISGEKEDAA NNYARGHYTI GKEIVDLVLD RVRELADQCT GLQGFLVFHS FGGGTGSGFT SLLMERLSVD

16l YGRESKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRENLDIE RPSYTNLNRL ISQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEE AYHEQLTVAE ITSACFEPAN QMVECDPRHG KYMACCMLYR

321 GDVVPEDVNA ATAATKTERS IQFVDWCPTG FEVGINYQPP TVVPGGDLAEK VPRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 EKBRAFVHWYVG EGMEEGEFSE AREDLAALEEK DYEEVGMDSM EGGEEDEGEE Y

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |[Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides

tr|AOAOS87TLA4|AOAO087TLA4_9ARAC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISVHIG QAGVQIGNAC WELYCLEHGI QPDGNMPSDE AVGTGDDSFN TFEFSETGAGK HVPRAVEVDL EPTVVDEVRT
51 GGYRQLYHPE QLISGEKEDAA NNYARGHYTI GEKEIVDLVLD RIRKLADQCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD

16l YGKEKSKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYTNLNRL ISQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVEKCDPRHG KYMACCMLYR

321 GDVVPEDVNA ATAATKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VPRAVCMLSN TTATIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDMAALEK DYEEVGLDSN DGGEDEGDEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides

tr|AOA293M7T6|A0A293M7T6_ORNER back to list

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

1 MRECISVHIG QAGVQIGNAC WELYCLEHGI QADGQOMPSDE VTGGVDDSEN TEFFAETGAGE HVPRAVEVDL EPTVVDEVRT
21 GSYRQLYHPE QLISGEEDAA NNYARGHYTI GEKEIVDLVLD RIRKLADMCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD

1&l YGKKESKLEFS IYPAPQVATA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRENLDID RPSYSNLNRL ISQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISSEEK AYHEQLTVAE ITNACFEPAN QMVECDPRHG KYMACCMLYR

321 GDVVPKDVNA ATAATKTERT IQFVDWCPTG FKVGINYQPP TAVPGGDLAK VPRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG ECMEEGEFSE AREDMAALEK DYEEVGMDSN DGVDEGEEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides
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tr|L7ZM133|L7M1]33_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MRECISVHIG QAGVQIGNSC WELYCLEHGI QQDGEMPSDE ASGGVDDSFS TFFAETGAGR
21 GAYRQLYHPE QLISGKEDAA NNYARGHYTI GKEIVDLVLD RIRKLADQCT GLQGFLVFHS
161 YGEESKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEK AYHEQLTVAE ITNACFEPAN
321 GDVVPEDVNA ATAATETERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAE VPRAVCMLSN
40 ERAFVHWYVG EGMEEGEFSE AREDMAATEE DYEEVGMDSN EVADEGEEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299 33.10(1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846 32.06|1182 1 244 | 264
total 2 peptides
tr|AOA224YJ96|A0A224Y]96_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MRECISVHIG QAGVQIGNAC WELYCLEHGI QQDGQMPSDE VSGGIDDSFN TFFAETGAGR
21 GAYRQLYHPE QLISGKEDAA NNYARGHYTI GKEIVDLVLD RIRKLADQCT GLQGFLVFHS
161 YGRESKLEFS IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDID
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISSEE AYHEQITVAE ITNACFEPAN
321 GDVVPEDVNA AIAATETERT IQFVDWCPTG FEVGINYQFP TVVPGGDLAK VPRAVCMLSN
40 KRAFVHWYVG EGMEEGEFSE AREDMAATEEK DYEEVGM
Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012(-19.3|1205.0846|2(32.06|1182 1 244 | 264
total 2 peptides
tr|AOAO23FZA1|A0A023FZA1_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 LRGSATREAA NMRECISVHI GQAGVQIGNA CWELYCLEHG IQPDGKIPSD EVSGGVDDSFE

21 LEPTVVDEVR TGSHEQLYHF EQLISGEKEDA ANNYARGHYT IGKEIVDLVL DRIRKLADQC

161l TSLLMQRLSV DYGEKSEKELEF SVYPAPQVAT AVVEPYNSIL TTHTTLEHSD CSFMVDNEAT

241 LISQIVSSIT ASLRFDGALN VDLTEFQTNL VPYPRIHFPL VIYSPVISAE FAHHEQLTVA

321 GEYMACCMLY RGDVVPEDVN AATIAATIKSKR SIQFVDWCPT GFEVGINYQF PTVVPGGDLA
Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LISQIVSSITASLR.F Y 51.37 |1486.8718|-17.9| 744.4299(2(33.10|1223 1 241 | 254
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 255 | 275
total 2 peptides
tr|Q7PSI5|Q7PSI5_ANOGA
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 LPFPGFFHQR ECISVHVGQA GVQIGNACWE LYCLEHGIQP DGQMPSDKTI GGGDDSFNTE
21 TVVDEVRTGT YRQLFHPEQL ITGEEDAANN YARGHYTIGK EIVDLVLDRI RELADQCTGL
161 LMERLSVDYG KESKLEFAIY PAPQVSTAVV EPYNSILTTH TTLEHSDCAF MVDNEAIYDI
241 QIVSSITASL RFDGALNVDL TEFQTNLVFPY PRIHFPLVTY APVISAEKAY HEQLSVSEIT
321 MACCMLYRGD VVPEDVNAAI ATIKTERTIQ FVDWCPTGFK VGINYQPPTV VEPGGDLAKVQ
40 HEFDLMYAKER AFVHWYVGEG MEEGEFSEAR EDLAALEEDY EEVGMDSGDG EGEGAEEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM

R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193 31.98|1179 1 238 | 251

R.FDGALNVDLTEFQTNLVPYPR.I

23.88

2408.2012

-19.3

1205.0846

32.06

1182

1

252

272

back to list

HVPRAVEVDL EPTVVDEVES
FGGGTGSGFT SLLMERLSVD

RPTYANLNRL ISQIVSSITA
—

OMVECDPEHG KYMACCMLYR

TTATAEAWAR LDHEFDLMYA

back to list

HVFRAVEFVDL EFPTVVDEVES
FGGGETGSGFT SLLMERLSVD

RPTYTNLNRL ISQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTAIAEAWAR LDHEFDLMYA

NTFFAQTGAG
SGLYGFLVFH
YDICRRNLDI
EITSSCEFEPA

EVFRAVCML

FSETGAGEHV
QGFLIFHSFEG
CERRNLDIERP

NACFEPANQM

RAVCMLSNTT

back to list

EHVPRAVEVD
SFGGGTGSGE
DEPTYSNLNR
NOQMVECDPRR

back to list

PEAVEVDLEP
GGTGSGETSL

TYTNLNRLIG
—

VECDFRHGEY

ATAEAWARLD
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16/03/2023, 15:20 proteins

Peptide |Uniq|-10IgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
total 2 peptides

tr| AOAOX9PE16|AOAOX9PE16_90RTH back to list

Protein Coverage:

1 NEAIYDICRR NLDIERPTYT NLNERLIGQIV SSITASLEFD GALNVDLTEF QTNLVPYPRI HFPLVTYAPV ISAEKAYHEQ

21 LSVAEITNAC FEPANQMVEC DPRHGEKYM

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 25 38
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 39 59
total 2 peptides

tr| AOAOX9TMY8|AOAOX9TMY8_90RTH back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 NEAIYDICRE NLDIERPTYT NLNRLIGQIV SSITASLRFD GALNVDLIEF QTNLVPYPRI HFPLVTYAPV ISAEFAYHEQ

21 LSVAEITNAC FEPANQMVEC DPRHGKYM

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 25 38
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 39 59
total 2 peptides

tr| AOAOP4Z4W3 | AOAOP4Z4W3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
1 MPSDESVGGG DDSFNTFFSE TGSGEHVPRA VEVDLEPTVV DEVRTGTYRS LFHPEQLITG KEDAANNYAR GHYTIGEEIV

21 DLVLDRVREL SDQCTGLQGF LIFHSFGGGT GSGFTSLLME RLSVDYGEES ELEFAIYPAP QVSTAVVEPY NSILTTHTTL
16l EHSDCAFMVD NEAIYDICER NLDIERPTYT NLNRLIGQIV SSITASLRFD GALNVDLTEF QTNLVPYPRI HFPLVTYAPV

241 ISAERAYHEQ LTVGEITNAC FEPANQMVEC DPRHGEKYMAC CMLYRGDV

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 195 (208
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 209 | 229
total 2 peptides

tr|AOA185N6J1|A0OA185N6]1_90DON back to list

Protein Coverage:

1 TTHTTLEHSD CAFMVDNEAI YDICRRNLDI ERPTYTNLNR LIGQIVSSIT ASLRFDGALN VDLTEFQTNL VPYPRIHFPL

21 ATYAPVISAE KAYHEQLTVA EITNACFEPA NQMVECDPRH GEYMACCMLY RGDVVPEDVN AATATIKTER TIQFEV

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 41 54
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 55 75
total 2 peptides

tr|AOA185N6]8|AOA185N638_90DON back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 TTHTTLEHSD CAFMVDNEAI YDICRRENLDI ERPTYTNLNE LIGQIVSSIT ASLRFDGALN VDLTEFQTNL VPYPRIHFPL

21 ATYAPVISAE KAYHEQLTVA EITNACFEPA NQMVECDPRH GEYMACCMLY RGDVVPEDVN AATATIKTER TIQFV

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 41 54
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 55 75
total 2 peptides

tr| AOA1B6INX8|AOA1B6INX8_9HEMI back to list
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16/03/2023, 15:20

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
241

CSVHYEHRSF TSNMRECISV HIGQAGVQIG NACWELYCLE

VDLEFTVVDE
GFTSLLMERL
NRLIGQIVSS

VRTGTYRQLE HPEQLITGEE DAANNYARGH
SVDYGEKESEL EFSIYPAPQV STAVVEFYNS
ITASLRFDGA LNVDLTEFQT NLVPYPRIHF

FRHGEYMACCM
WARLDHEFDL

Supporting Peptides:

LYRGDVVFEPED VNAATATIET ERSIQFVDWC
MYAFKRAFVHW YVGEGMEEGE FSEAREDLARZ

proteins

HGIQPDGQMP
YTIGKEIVDI
ILTTHTTLEH
PLATYAPVIS

PTGFEVGINY
LEEDYEEVGV

SDETIGGGDD
VLDRIRELSD
SDCAFMVDNE
AERAYHEQMT

QPPTVVPGGD
DSTEGEVEDG

Peptide

Uniq|-10IigP Mass ppm m/z z| RT |Scan

#Spec

Start |End

PTM

R.LIGQIVSSITASLR.F

Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179

1 243 | 256

R.FDGALNVDLTEFQTNLVPYPR.I

N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182

1 257 |277

total 2 peptides

tr|AOA1B6IMY7|AOA1B6IMY7_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MEAHMTSGRE
VVDEVRTGTY
MERLSVDYGE

IVSSITASLR

CISVHIGQAG VQIGNACWEL YCLEHGIQPD
RQLFHPEQLI TGKEDAANNY ARGHYTIGEKE
ESELEFSIYP AFPQVSTAVVE PYNSILTTHT

FDGALNVDLT EFQTNLVPYP RIHFPLATYA

ACCMLYRGDV
KFDLMYAERA

Supporting Peptides:

VPEDVNAAIA TIKTERSIQEF VDWCPTGEEV
FVHWYVGEGM EEGEFSEARE DLAALEEDYE

GOMPSDETIG
IVDIVLDRIR
TLEHSDCAFM

PVISAEFAYH

GINYQPFTVV
EVGVDSTEGE

GGDDSFNTFF
KLSDQCTGLQ
VDNEAIYDIC

EQMTVAEITN

PGGDLAEVQR
VEDGDEY

Peptide

Uniq|-10IigP Mass ppm m/z z| RT |Scan

#Spec

Start |End

PTM

R.LIGQIVSSITASLR.F

Y | 41.35 |1456.8613(-25.6| 729.4193|2(31.98|1179

1 237 |250

R.FDGALNVDLTEFQTNLVPYPR.I

N 23.88

2408.2012(-19.3(1205.0846|2(32.06 1182

1 251 | 271

total 2 peptides

tr| AOAOKS8RBU4 | AOAOKS8RBU4_IXORI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MEECISVHVG
GTYRQLFHPE
YGKESELEFA

SLRFDGALNV

QAGVQIGNAC
QLITGKEDAA
IYPAPQVSTA

WELYCLEHGI
NNYARGHYTI
VVEPYNSILT

QPDGQMPSDK
GKEIVDLVLD
THTTLEHSDC

DLTEFQINLV PYPRIHFPLV TYAPVISAEK

GDVVPEDVNA
KRAFVHWYVG

Supporting Peptides:

ATAMATKTERS
EGMEEGEFSE

IQFVDWCPTG
AREDLAALER

FEVGINYQPP
DYEEVGIDSA

TIGGGDDSEN
RIRELADQCT
AFMVDNEAIF

AYHEQLTVSE

TVVPGGDLAK
EGAEDDGGEE

TEFSETGAGK
GLQGFLIFHS
DICRENLDIE

ITNSCFEPVN

VQRAVCMLSN
F

Peptide

Uniq|-10IigP Mass ppm m/z z| RT |Scan

#Spec

Start|End [PTM

R.LIGQIVSSITASLR.F Y 41.35 |1456.8613(-25.6

729.4193

31.98

1179

1 230 |243

R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3

1205.0846

32.06

1182

1 244 | 264

total 2 peptides

tr|B7PH43|B7PH43_IXOSC

| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MRECISVHVG QAGVQIGNAC
GTYRQLFHPE QLITGEEDAA
YGEESKLEFA IYPAPQVSTA

SLRFDGALNV DLTEFQTNLV

GDVVPEDVNA ATAATKETERS
ERAFVHWYVG EGMEEGEFSE

Supporting Peptides:

WELYCLEHGI
NNYARGHYTI
VVEPYNSILT

PYPRIHFPLV

IQFVDWCPTG
AREDLAATLEE

QPDGQOMPSDK
GKEIVDLVLD
THTTLEHSDC

TYAPVISAEK

FEVGINYQFP
DYEEVGIDSA

TIGGGDDSFEFN
RIRKLADQCT
AFMVDNEAIF

AYHEQLTVSE

TEFFSETGAGK
GLQGFLIFHS
DICRENLDIE

ITNSCFEPVN

TVVPGGDLAK VQRAVCMLSN

EGAEDDGGEE

F

Peptide Uniq|-10IigP Mass ppm m/z RT |Scan|#Spec|Start|End |PTM
R.LIGQIVSSITASLR.F Y 41.35 |1456.8613(-25.6| 729.4193 31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846 32.06|1182 1 244 | 264

SFNTFESETG
QCTGLQGEFLV
ATYDICRRNL
VAEITNACFE

LARKVQRAVCM
DEY

SETGSGEHVP
GFLVFHSFGG
RENLDIERPT

ACFEPANQMV

AVCMLSNTTA

SGEKHVPERAVE
FHSFGGGTGS
DIERFTYTNL
PANQMVECDP

LSNTTAIAEA

back to list

RAVFVDLEPT
GTGSGFTSLL

YTNLNRLIGQ
—

ECDPRHGKYM

IAEAWARLDH

back to list

HVPRAVYVDL EPTVVDEVRT

FGGGTGSGET

SLLMERLSVD

RPTYTNLNRL IGQIVSSITA
—

QMVECDPRHG EYMACCLLYR

TTATAEAWAR LDHEFDLMYA

back to list

HVPRAVYVDL EPTVVDEVRT
FGGGTGSGFT SLLMERLSVD

RPTYTNLNRL IGQIVSSITA
—

OMVECDPRHG KEYMACCLLYR

TTATAEAWAR LDHEFDLMYA
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proteins

Peptide |Uniq|-10IgP| Mass |ppm

| m/z

[z] RT [scan|#spec]|start|End[PTM

total 2 peptides

tr|A7UIK9|A7UIK9_MONAT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI
21 GTYRQLFHPE QLITGEEDAA NNYARGHYTI
161l YGEKSKELEFA IYPAPQVSTA VVEPYNSILT
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV
321 GDVVPEDVNA ATATIKETERT IQFVDWCPTG

KRAFVHWYVG EGMEEGEFSE AREDLAALEEK

Supporting Peptides:

QPDGEQMPSDK
GRKEIVDLVLD
THTTLEHSDC

TYAPVISAEK

FEVGINYQPP
DYEEVGMDSG

back to list

TVGEGEGDDSFN TEFFSETGAGE HVPEAVEVDL EPTVVDEVRT
RIRELADQCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD

AFMVDNEATIY DICRENLDIE RPTYTNLNEL IGQIVSSITA
—

AYHEQLSVAE ITNACFEPAN QMVECDPRHG KYMACCMLYR

TVVPGGDLAE VQRAVCMLSN TTATAEAWAR LDHEFDLMYA
EGEGEGAEEY

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264

total 2 peptides

tr| AOAON7ZFH6 | AOAON7ZFH6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MRECISIHVG QAGIQIGNAC WELYCLEHGI QPDGRMPSDE VAGGVDDSFN TFFSECGSGK HVPRAVEVDL EPTVVDEVRT
21 GTYRSLFHPE QLITGKEDAA NNYARGHYTI GEEIVDVVLD RVEELSDQCT GLQGFLIFHS FGGGTGSGFT SLLMERLSVD
16l YGRESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPSYTNLNRL IGQIVSSITA
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEE AYHEQNSVGD ITNACFEPAN QMVECDPEHG KYMACCMLYR
321 GDVVPEDVNA ATATIKETERS IQFVDWCPTG FEVGINYQPP TVVEGGDLAE VSRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSV EGEGEGGDEY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start|(End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264

total 2 peptides

tr| AOAOKS8TTW1|AOAOKS8TTW1_TABBR

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TVGGGDDSFN TFFSETGAGK HVPRAVFIDL EPTVVDEVRT
21 GTYRQLFHPE QLITGEEDAA NNYARGHYTI GKEIVDLVLD RIERKLADQCT GLQGFLIFHS FGGGTGSGFT SLLMERLSVD
161 YGEESELEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRENLDIE RPTYTNLNRL IGQIVSSITA
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN QMVECDPRHG KYMACCMLYR
321 GDVVPEDVNA ATATIKETERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAE VQRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 KRAFVHWYVG EGMEEGEFSE AREDLAATEK DYEEVGMDSG EGEAEGAEEY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012(-19.3|1205.0846(2(32.06|1182 1 244 | 264

total 2 peptides

tr| AOAOP5NHY4|AOAOP5NHY4_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISIHVG QAGVQIGNAC WELYCLEHGI
21 GTYRSLFHPE QLITGEEAAA NNYARGHYTI
16l YGEKSKLEFA IYPAPQVSTA VVEPYNSILT
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV
321 GDVVPEDVNA ATATIKTERS IQFVDWCPTG

401 KRAFVHWYVG EGMEEGEFSE AREDLAALEK

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p2/protein.html

QFDGRMFSDK
GEEIVDIVLD
THTTLEHSDC

TYAPVISAEK

FEVGINYQFP
DYEEVGMDSV

back to list

VAGGIDDSFS TFFAECGSGK HVFRAIFVDL EFTVVDEVRT
RVRELSDQCT GLQGFLIFHS FGGGTGSGFA SLLMERLSVD
AFMVDNEAIY DICRENLDIE RPSYTNLNRL IGQIVSSITA

—

AYHEQNSVGD ITNACFEPAN QMVECDPRHG EYMACCMLYR

TVVPGGDLAE VSRAVCMLSN TTATAEAWAR LDHEFDLMYA
EGEGEGGDEY
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16/03/2023, 15:20 proteins
Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides
tr|AOA182]J1K8|AO0A182]1K8_9DIPT
| Protein Coverage | Supporting_Peptides |
Protein Coverage:

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGGGDDSFN TEFFSETGAGK
21 GTYRQLFHPE QLITGKEDAA NNYARGHYTI GKEIVDVVLD RIRKLADQCT GLQGFLIFHS
1&l YGRKKSKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEK AYHEQLSVAE ITNACFEPAN
321 GDVVPKDVNA ATATIKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VQRAVCMLSN
401 KRAFVHWYVG EGMEEGEFSE AREDLAATEEK DYEEVGMDSG EGEGEGAEEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y | 41.35 [1456.8613(-25.6| 729.4193|2|31.98|1179 1 230 |243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides
tr|AOA131ZVO00|AO0A131ZV00_SARSC
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MRECLSIHLG QAGVQMGNAC WELYCLEHGI QPDGQMPSDE TVGGGDDSFN TFFSETCSGE
21 GTYRQLFHPE QLITGKEDAA NNYARGHYTI GKEIVDLVMD RIRKLADKCS GLQGFLIFHS
161 YGKKSKLEFS IYPAPQVSTA VVEPYNSVLT THTTLEHSDC AFMVDNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLA TYAPVISTEK AYHEQLTVGE ITNACFEPQN
321 GDVVPEDVNA ATAATKTERS IQFVDWCPTG FEVGINYQPP TVVPGGDLAE VQRAVCMLSN
40 EKRAFVHWYVG EGMEEGEFSE AREDLAATEEK DYEEVAIEST DADGDAGDEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides
tr|Q7ZPUE2|Q7PUE2_ANOGA
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGGGDDSFN TFEFSETGAGEK
21 GTYRQLFHPE QLITGKEDAA NNYARGHYTI GKEIVDVVLD RIRKLADQCT GLQGFLIFHS
16l YGEESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVAE ITNACFEPAN
321 GDVVPEDVNA ATATIEKTERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAE VQRAVCMLSN
4c ERAFVHWYVG EGMEEGEFSE AREDLAALEE DYEEVGMDSG EGEGEGAEEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr|AOAOP4YX17|AOAOP4YX17_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p2/protein.html

back to list

HVFRAVEFVDL EFTVVDEVRT
FGGGTGSGFT SLLMERLSVD

RPTYTNLNRL IGQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTATAEAWAR LDHEFDLMYA

back to list

HVPRAVEFVDL EPTVVDEVRT
FGGGTGSGFT SLLMERLSVD

RETYTNLNRL IGQIVSSITA
—
OMVECDPRHG EYMAVCLLYR

TTATAEAWAR LDHEFDLMYA

back to list

HVPRAVEVDL EPTVVDEVRT
FGGGTGSGFT SLLMERLSVD

RPTYTNLNRL IGQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTATAEAWAR LDHEFDLMYA

back to list
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16/03/2023, 15:20 proteins

1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QPDGRMPSDE VAGGIDDSFS TFFAECGSGK HVPRAIFVDL EPTVVDEVRT
51 GTYRSLFHPE QLITGKEDAA NNYARGHYTI GEKEIVDIVLD RVRELSDQCT GLQGFLIFHS FGGGTGSGFA SLLMERLSVD

16l YGKESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPSYPNLNRL IGQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQNSVGD ITNACFEPAN QMVEKCDPRHG KYMACCMLYR

321 GDVVPEDVNA ATATIKTERS IQFVDWCPTG FEVGINYQPP TVVPGGDLAK VSRAVCMLSN TTATIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGMDSV EGEGEGGDEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr|AOAOP6A1]J6|AOAOP6A1]6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISIHVG QAGIQIGNAC WELYCLEHGI QPDGRMPSDE VAGGVDDSEN TFEFSECGSGE HVPRAVEVDL EPTVVDEVRT
21 GTYRSLFHPE QLITGEKEDAA NNYARGHYTI GKEIVDVVLD RVRELSDQCT GLQGFLIFHS FGGGTGSGET SLLMERLSVD

16l YGRESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRENLDIE RPSYTNLNRL IGQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQMTVGD ITNACFEPAN QMVECDPRHG KYMACCMLYR

321 GDVVPKDVNA ATATIKTERS IQFVDWCPTG FKVGINYQPP TVVPGGDLAK VSRAVCMLSN TTAIAEAWAR LDHEFDLMYA
401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEEK DYEEVGMDSV EGEGEGGDEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr|AOA131ZUS5|AO0A131ZUS5_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISVHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TIGTGDDSFN TFFSETGSGK HVPRAVYVDL EPTVVDEVRT
51 GTYRQLFHPE QLITGKEDAA NNYARGHYTI GEKEIVDLVLD RIRELSDQCT GLQGFLIFHS FGGGTGSGET SLLMERLSVD

161l YGKESKLEFA VYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE RPTYTNLNRL IGQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLTVAE ITNTCFEPAN QMVECDPRHG KYMACCLLYR

[¥%)

21 GDVVPEDVNA ATASTKTERS IQFVDWCPTG FEVGINYQPP TVVPGGDLAEK VQRAVCMLSN TTATAEAWAR LDHEFDLMYA

401 EKRAFVHWYVG EGMEEGEFSE AREDLAALEK DYEEVGLDST EADDTVGEEY

Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides

tr| AOAOP5GV80|AOAOP5GV80_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE SVGGGDDSEN TEFESETGSGE HVPRAVEVDL EPTVVDEVRT
21 GTYRSLFHPE QLITGEEDAA NNYARGHYTI GEKEIVDLVLD RVRELSDQCT GLQGFLIFHS FGGGTGSGEFT SLLMERLSVD

161 SGEESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRENLDIE RPTYTNLNRL IGQIVSSITA
—

241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEE AYHEQLTVGE ITNACFEPAN QMVECDPRHG KYMACCMLYR

[¥5)

21 GDVVPEDVNA ATATIKTERT IQFVDWCPTG FEVGINYQPP TVVEGGDLAK VSRAVCMLSN TTATIAEAWAR LDHEFDLMYA

401 FKRAFVHWYVG EGMEEGEFSE AREDLAALEEK DYEEVGMDSV EGEGEGNDEY

Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start|(End |PTM
R.LIGQIVSSITASLR.F Y 41.35 (1456.8613(-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(|32.06|1182 1 244 | 264
total 2 peptides

tr|AOA023F9U2|AO0A023F9U2_TRIIF back to list
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16/03/2023, 15:20 proteins
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TVGGGDDSFN TFEFSETGAGEK
21 GTYRQLFHPE QLITGKEDAA NNYARGHYTI GKEIVDLVLD RIRKLADQCT GLQGFLIFHS
161 FGEESKLEFA IYPEPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEK AYHEQLSVME ITNACFEPAN
321 GDVVPEDVNA ATATIETERT IQFVDWCPTG FEVGINYQPP TVVPGGDLAE VQRAVCMLSN
401 KRAFVHWYVG EGMEEGEFSE AREDLAATEK DYEEVGMDSV EGEADPQEEY
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides
tr| AOAOX9H6YO0|AOAOX9H6YO0_NILLU
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MRECISVHTG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE TVGSGDDSFN TEFEFSETGAGK
21 GTYRQLFHPE QLITGKEDAA NNYARGHYTA GKEIVDLVLD RIRKLADQCT GLQGFLIFHS
161 YGRESKLEYA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMADNEAIY DICRRNLDIE
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPIVSAEEK AYHEQLSVNE ITNSCFEPAN
321 GDVVPEDVNT ATATIETERT IQFVDWCPTG FEVGINYQFP TVVPGGDLAK VQRAVCMLSN
40 KRAFVHWYVG EGMEEGEFSE AREDLAATEK DYEEVGMDSI VGEGEGEEA
Supporting Peptides:

Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012(-19.3|1205.0846|2(32.06|1182 1 244 | 264
total 2 peptides

HVPRAVEVDL EPTVVDEVRT
CGGGTGSGEFT SLLMERLSVD

RPTYTNLNRL IGQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTATAEAWAR LDHEFDLMYA

back to list

HVFRAVEFVDL EFPTVVDEVRT
FGGGETGSGFA SLILMERLSVD

RPTYTNLNRL IGQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTATAEAWSE LDHEFDLMYA

tr| AOAOP5GQJ7 | AOAOP5GQJI7_9CRUS back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSHPLRQMPS DKTIGGGDDS FNTFFSETGS GKHVPRAVEV DLEPTVVDEV RTGTYRQLFH PEQLITGEED AANNYARGHY
21 TIGEEIVDLV LDRIRKLSDQ CTGLQGFLIF HSFGGGTGSG FTSLLMERLS VDYGEESKLE FAIYPAPQVS TAVVEPYNSI
161 LTTHTTLEHS DCAFMVDNEA IYDICRENLD IERPTYTNLN RLIGQIVSSI TASLRFDGAL NVDLTEFQTN LVPYPRIHFP
241 LVTYAPVISA EFAYHEQLTV AEITNACFEP ANQMVECDPR HGEYMACCML YRGDVVPEDV NAATATIETKE RTIQFVDWCP
321 TGFEVGINYQ PPTVVPGGDL AKVSRAVCML SNTTAIAEAW ARLDHEFDLM YAKRAFVHWY VGEGMEEGEF SEAREDLAAL
401 EEKDYEEVGMD SVEGEGEGND EY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y | 41.35 |1456.8613|-25.6| 729.4193(2(31.98(1179| 1 202 | 215
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 216 |236
total 2 peptides
tr| AOAOP5FTK3 | AOAOP5FTK3_9CRUS back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MPSDESVGGG DDSFNTFFSE TGSGEHVPEA VEVDLEPTVV DEVRTGTYRS LFHPEQLITG KEDAANNYAR GHYTIGEEIV
21 DLVLDRVREL SDQCTGLQGFE LIFHSFGGGT GSGFTSLLME RLSVDYGEKS KLEFAIYPAP QVSTAVVEPY NSILTTHTTL
1€l EHSDCAFMVD NEAIYDICRR NLDIERPTYT NLNRLIGQIV SSITASLRFD GALNVDLTEF QTNLVPYPRI HFPLVTYAPV
241 ISAEKAYHEQ LTVGEITNAC FEPANQMVEC DPRHGKYMAC CMLYRGDVVP KDVNAATATI KTERTIQFVD WCPTGFEVGI
321 NYQPPTVVPG GDLAKVSRAV CMLSNTTATIA EAWARLDHKF DLMYAKRAFV HWYVGEGMEE GEFSEAREDL AALEEDYEEV
401 GMDSVEGEGE GNDEY
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y | 41.35 |1456.8613|-25.6| 729.4193(2(31.98(1179| 1 195 |208
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 209 |229
total 2 peptides
file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p2/protein.html 15/39



16/03/2023, 15:20
tr| AOAOP5FQ62| AOAOPS5FQ62_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

1 MAFGGGDDSFE NTFFSETGSG KHVPRAVEVD LEPTVVDEVR TGTYRSLFHP EQLITGKEDA ANNYARGHYT

21 DRVRELSDQC TGLQGFLIFH SFGGGTGSGF TSLLMERLSV DYGKKSKELEF AIYPAPQVST
CAFMVDNEATI YDICRRNLDI ERPTYTNLNR LIGQIVSSIT ASLRFDGALN VDLTEFQTNL

lel

WM
SIS
o e

[

VEGEGEGNDE Y

Supporting Peptides:

AVVEFPYNSIL
VPYPRIHFFL

KAYHEQLTVG EITNACFEPA NQMVECDPRH GEYMACCMLY RGDVVPEDVN AATATIKTER
PTVVPGGDLA EKVSEAVCMLS NTTATAEAWA RLDHEFDLMY AFRAFVHWYV GEGMEEGEFS

Peptide Uniq|-10IgP Mass ppm m/z

Scan | #Spec

Start

End

PTM

R.LIGQIVSSITASLR.F Y 41.35 |1456.8613(-25.6

729.4193(2|31.98 (1179 1

191

204

R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88

2408.2012(-19.3|1205.0846|2(32.06|1182 1

205

225

total 2 peptides

tr|B7QP04|B7QP04_IXOSC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MERLSVDYGE KSKLEFAIYP APQVSTAVVE

=1 IVSSITASLR FDGALNVDLT EFQTNLVPYP

PYNSILTTHT TLEHSDCAFM VDNEAIYDIC

RIHFPLVTYA PVISAEKAYH EQLTVSEITN

ACCLLYRGDV VFEDVNAAIA AIKTERSIQF
241 KFDLMYAKRA FVHWYVGEGM EEGEFSEARE
MPAGSFTASS MASSPTGRCQ TTGWWAAGRT

Supporting Peptides:

VDWCPTGFEV GINYQPFTVV FGGDLAEVQR
DLAALEEKDYE EVGIDSAEGA EDDARSTAPP
PSTPSSWPPG RASMCPGLSS STWNPRWWTR

Peptide Uniq|-10IgP Mass ppm m/z

Scan | #Spec

Start

End

PTM

R.LIGQIVSSITASLR.F Y 41.35 |1456.8613|-25.6

729.4193(2(31.98|1179 1

77

90

R.FDGALNVDLTEFQTNLVPYPR.I| N

23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1

91

111

total 2 peptides

tr| AOAOPS5NAD9|AOAOP5NAD9_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRECISIHVG QAGIQIGNAC WELYCLEHGI

21 GTYRSLFHPE QLITGKEDAR NNYARGHYTI
161 YGEEKSELEFA IYPAPQVSTA VVEPYNSILT
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV

(%]

;21 GDVVPEDVNA ATATIKTERS IQFVDWCPTG

Supporting Peptides:

QFDGRMFSDEK
GEEIVDVVLD
THTTLEHSDC

TYAPVISAEEK

FEVGINYQPP TVVPGGDLAE VSRAVCMLSN

VAGGVDDSFN TEFFSECGSGK
RVRELSDQCT GLQGFLIFHS
AFMVDNEAIY DICRRNLDIE

AYHEQNSVGD ITNACFEPAN

Peptide Uniq|-10IgP Mass ppm m/z

Scan | #Spec

Start

End

PTM

R.LIGQIVSSITASLR.F Y 41.35 |1456.8613|-25.6

729.4193(2(31.98|1179 1

230

243

R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88

2408.2012(-19.3|1205.0846(2(32.06|1182 1

244

264

total 2 peptides

tr| AOAONSCYLS|AOAONSCYLS_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRFNNNQQOVE IGWENSASTE RRSYEVLYRV NNARGHYTIG
1 LLMERLSVDY GEESKLEFAI YPAPQVSTAV VEPYNSILTT

16l GQIVSSITAS LRFDGALNVD LTEFQTNLVP YPRIHFPLVT
241 YMACCMLYRG DVVPEDVNAA IATIKTERTI QFVDWCPTGFE
321 DHEFDLMYAEK RAFVHWYVGE GMEEGEFSEA REDLAALEED

Supporting Peptides:

EEIVDLVLDR VRELSDQCTG
HTTLEHSDCA FMVDNEAIYD

YAPVISAEKA YHEQLTVGEI

EVGINYQPPT VVPGGDLAEV
YEEVGMDSVE GEGEGNDEY

Peptide Uniq|-10IigP Mass ppm m/z

Scan | #Spec

Start

End

PTM

R.LIGQIVSSITASLR.F Y | 41.35 |1456.8613(-25.6( 729.4193

2(31.98|1179 1

159

172

R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012(-19.3|1205.0846

2(32.06|1182 1

173

193

total 2 peptides

tr| AOAOP51692|AOAOP51692_9CRUS

Prepared with PEAKS ™ (bioinfor.com)

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p2/protein.html

TIQEVDWCPET
EAREDLAALE

EENLDIERFT
SCFEPANQMV

AVCMLSNTTA
TGTCASASQC
CATDPTDSCS

back to list

IGKEIVDLVL
TTHTTLEHSD
VTYAFVISAE

GFEVGINYQP
EDYEEVGMDS

back to list

YTNILNRLIGQ
I —

KCDPRHGKYM

IAEAWARLDH
TWARRVCRSA
TRNR

back to list

HVPRAVEFVDL EPTVVDEVRT

FGGGTGSGET

SLLMERLSVD

RPSYTNLNRL IGQIVSSITA
—

OMVECDPRHG KYMACCMLYR

TTATAEAWAR

back to list

LQGFLIFHSF GGGTGSGETS
ICRRNLDIER PTYTNLNRLI

[r—

TNACFEPANQ MVECDPRHGE

SRAVCMLSNT TATAEAWARL

back to list
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TEFFSETGSGK HVPRAVEVDL EPTVVDEVRT
GLQGFLIFHS FGGGTGSGFT SLLMERLSVD

DICRENLDIE RPTYTHNLNERL IGQIVSSITA
—

ITNACFEPAN QMVECDFRHG KYMACCMLYR

back to list

TEFFSETGSGK HVPRAVEVDL EPTVVNEVRT
GLOGFLIFHS FGGGTGSGFT SLLMDRLSVD

DICRENLDIE RPTYTNLNRL IGQIVSSITA
—

ITNACFEFAN QMVECDFRHG KYMACCMLYR

16/03/2023, 15:20 proteins
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QPDGQMPSDE SVGGGDDSEN
21 GTYRSLFHPE QLITGKEDAA NNYARGHYTI GEKEIVDLVLD RVRELSDQCT
161 YGEESKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEATY
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLTVGE
321 GDVVPEDVNA ATATIETERT IQFVDWCPTG FEVEIIFILI FTEF
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT (Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846|2|32.06|1182 1 244 | 264
total 2 peptides
tr| AOAOP5Y6N4|AOAOP5Y6N4_9CRUS
| Protein Coverage | Supporting_Peptides |
Protein Coverage:

1 MRECISIHVG QAGVQIGNAC WELYCLEHGI QFPDGQMPSDE SVGGGDDSFEFN
21 GTYRSLFHPE QLITGKEDAA NNYARGHYTI GEEIVDLVLD RVRELSDQCT
1&l YGKKSKLEFA IYPAPQVSTA VVEPYNSILT THTTLEHSDC AFMVDNEAIY
241 SLRFDGALNV DLTEFQTNLV PYPRIHFPLV TYAPVISAEEK AYHEQLSVGE
321 GDVVPEDVNA AIATIEK
Supporting Peptides:

Peptide Uniq|-10IgP Mass ppm m/z z| RT ([Scan|#Spec|Start | End|PTM
R.LIGQIVSSITASLR.F Y 41.35 [1456.8613|-25.6| 729.4193|2(31.98|1179 1 230 | 243
R.FDGALNVDLTEFQTNLVPYPR.I| N 23.88 |2408.2012|-19.3|1205.0846(2(32.06|1182 1 244 | 264
total 2 peptides

tr| AOAOP5GEQ6|AOAOP5GEQ6_9CRUS back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSGRSRILEV RYIGQRACEY DPEQGQQSPF RWYNGEKSEL EFAIYPAPQV STAVVEPYNS ILTTHTTLEH SDCAFMVDNE
21 AIYDICRRNL DIERPTYTNL NRLIGQIVSS ITASLRFDGA LNVDLTEFQT NLVPYPRIHF PLVTYAPVIS AEFKAYHEQLT
161 VAEITNACFE PANQMVECDP RHGKYMACCM LYRGDVVPED VNAATATIKT ERTIQFVDWC PTGFEVGINY QPPTVVEPGGD
24 LAKVSRAVCM LSNTTAIAEA WARLDHEFDL MYAKRAFVHW YVGEGMEEGE FSEAREDLAA LEEKDYEEVGM DSVEGEGEGN
321 DEY
Supporting Peptides:
Peptide Uniq|-10IigP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y | 41.35 |1456.8613|-25.6| 729.4193(2(31.98(1179| 1 103 |116
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 117 |137
total 2 peptides
tr|AOA2A3EL84|AOA2A3EL84_APICC back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSSAVEKRPI TKRNEAINNQ SVYADERECI SVHVGQAGVQ IGNACWELYC LEHGIQPDGQ MPSDETIGGG DDSFNTFFSE
81 TGAGEHVPFRA VFIDLEPTVV DEVRTGTYRQ LFHPEQLITG KEDAANNYAR GHYTIGKEIV DLVLDRIRKEL ADQCTGLQGFE
161 LIFHSFGGGT GSGFTSLLME RLSVDYGEKS ELEFAIYPAP QVSTAVVEPY NSILTTHTTL EHSDCAFMVD NEAIYDICRR
24 NLDIERPTYT NLNRLIGQIV SSITASLRFD GALNVDLTEF QTNLVPYPEI HFPLVTYAPV ISAEKAYHEQ LSVSEITNAC
321 FEPANQMVEC DPRHGEYMAC CMLYRGDVVE EDVNAATATI KTERTIQFVD WCPTGFKVGI NYQPPTVVPG GDLAKVQRAV
40 CMLSNTTAIA EAWARLDHKFE DLMYAKRAFV HWYVGEGMEE GEFSEAREDL AALEKDYEEV GMDSAEGEGE GAEEY
Supporting Peptides:
Peptide Uniq|-10igP| Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.LIGQIVSSITASLR.F Y | 41.35 |1456.8613|-25.6| 729.4193(2(31.98(1179| 1 255 |268
R.FDGALNVDLTEFQTNLVPYPR.I| N | 23.88 |2408.2012|-19.3|1205.0846(2(32.06(1182| 1 269 |289
total 2 peptides
tr|EOW1G3|EOW1G3_PEDHC back to list
| Protein Coverage | Supporting Peptides |
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KSQDESESEY
GLVRGQVVTD
KEGGEIGLFGG
ARARVALTGL

ATAPAAKAGE
TGYPIRIPVG
AGVGETVLIM
TVAEYFRDQE

QATYVPADDL

IATLGMDELS
AFAETLAKSA

DGVLCSTLLL
NGTSFPTSGL
ASVAGIGGGFE
NAGAIKDEVPE
TELLGRLISS
AARTRNATINEW
GRSSAGIIFPG
TPGRSDNENA
QEPGGEITGR
ARTQTPNATP

ARVTSPVTGG

TDPAFATTFA

EDDELTVARA

back to list

RERGVCENGG
PFSSPFASPSL
PVVPRLFTEG
GASGGTSGTH
ATATNGENAA
FKHGHSESAARA
LSSAVALGGI
ASGLHRVTLS
PAAVSQSTEP
SVGFPPAGGAE

AETSRTEVEN

16/03/2023, 15:20 proteins
Protein Coverage:
1 MLSAVSRAAS GVLRAVKTPN IQNEALEVFS AITGTRLLSF DSVEGPTDDD DEECEKELDDEP
51 GTSGEIVAVI GAVVDVQFDE NLPAILNALE VSNRSPRLIL EVAQHLGENT VRTIAMDGTE
161l AETLGRIMNV IGEPIDERGP IKTDEFAATH AEAPEFVDMS VEQEILVTGI KVVDLLAPYA
247 ELINNVAEAH GGYSVFAGVG ERTREGNDLY HEMIESGVIS LEDETSEVAL VYGQMNEPPG
321 GQDVLLFIDN IFRFTQAGSE VSALLGRIPS AVGYQPTLAT DMGTMQERIT TTEEGSITSV
401 HLDATTVLSR AIAELGIYPA VDPLDSTSRI MDPNIIGAEH YNIARGVQEI LODYKESLQODI
421 REIQRFLSQP FQVAEVFTGH AGELVPLQET IKGFSQILKG EYDHLPEVAF YMVGPIEEVV
Supporting Peptides:
Peptide Uniq|-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM
R.VALTGLTVAEYFRDQEGQDVLLFIDNIFR.F| Y | 38.97 [3341.7295|-24.5|1114.8898 (3|44.24(1735| 1 305 (333
total 1 peptides
tr|AOA224Y123|A0A224Y123_9ACAR
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MDTTARNVLA LSALILLPLL EAYCPRLAPD VISGEIIPCR YLCIRINFFE LPSIILSTER
51 CYPFESEGQE RRGMFRRVIT NIDEFASGSY KKPVEKPGAQ SGPIVSVIPS LLGGRSKDTA
161 SAGTTSLVES VGSTLTSIWA QAFPFNLEAG PPREPTAANT AHSSNPQQAP GGMTAASSDG
24 SSNQSFPTGP SLGSNLFGRL PRLGSALTLS NRLMELEDES SASNAATGSS ISPVAGINAT
321 AVEIGGGMPT AGPPAAPGNN DERPTPATPP ETASPRVMSG LLSTLGLGRT LARSQGEETS
401 SINDGTTGST GELSQPNANF VEGSPVGSPE TTQGSGNINV VSEAPPGLGS SPLISRLRTT
481 PRIPSSPASQ GTAVTNTGAS KASSRTPQEN FPDANREVPT NPPVMAPGTS NEVSPSMAPR
561 LSTSRGENSG SSTVPNSINA SASEISAGNA KSNNELSVTA GSSVGTNGNY ASLPNATPVE
64 PEATPESSAV GAVNEIIRES QDVEAQSGVA PFVNPISPVAA SGLVNPLVVE VSHEVPGVIL
21 EKPRVPQTPT LSSLTPGGSV TPSATPEVPE SSSSAGSPEV ARPTIIKTPH ETHISSVEGE
501 ATSVNAATRG TEETALEAPN GNAVLPPNNT LPGSKPEEIP TTTGKSERRS TFLSRLHNVR
281 LLGGGLRREL IN
Supporting Peptides:
Peptide Uniq|-10IigP| Mass |(ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
L.TPGGSVTP.S| Y 31.46 (714.3548|15.3|715.3730(1|20.38| 769 1 735 | 742

total 1 peptides

tr|AOA1B6CHY3|AOA1B6CHY3_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MTETYNDIEA
SGSEAGTPTG

ATITNEALAES
RARGGLFPSL
RIISNSNYPS

RELTPGAVAA REA

Supporting Peptides:

VTRLLEEEEE DIELTARIGK ELLTHNNELE TNVASLENEL
QINFEVLQKR VCRLEEENIS LREEASQLAA ATEDCELQEA

LEQELSAAET KIITVTSEND ELVTMINLAR ETQCELATEL
HTSLTTHNPD SIASELECSL FSELSLDSGI GVSSINVPSY
LNNTLPMSVS SSQEPRISSF STSSRPPLLR SNFTALDSAG

RIANEEKITQL
RLVSDLASQL

ADLEEERKYAEV
KEEVFETVRCA
ASDSESSEDF

Peptide

Uniq|-10IgP| Mass |(ppm m/z

Scan

#Spec

Start PTM

R.TDLSGIT.L| Y

24.65 |705.3545 | 24.6

706.3792 |1

10.96| 475

1 145

151

total 1 peptides

tr|AOA1B6EG82|AOA1B6EG82_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

W
SIS
o e

[

MNFAEAEELD RWLWQVECQE
EEFKEEDIELT ARIGKELLTH
VLQKEVCRLE EENISLREEA

SAAFRIKIITV TSENDELVTM
THNPDSIASE LECSLFSELS
PMSWVSSSQEFP RISSFSTSSR

Supporting Peptides:

ELEAAGEVFD
NNELETNVAS
SQLAAATEDC

INLARETQCE
LDSGIGVSSI
PFLLRSNFTA

CMYHVARGGT
LENELRIANE
ELQEARLVSD

LATELADLEE
NVPSYKEVFE
LDSAGASDSE

HGPHPFRLEMF LPALNEVLCS
KITQLTHELQ EETELIQILT

LASQLALCRT DLSGITLDAE
—

EYAEVMNLLQ DAQEGLEHQR
TVRCASRGSS LGSGSSSGSS
SSEDFTYMSE GNPQTPAPAD

back to list

THELQEETEL IQILTSDYDD

ALCRTDLSGI TLDAEQQREE
—

MNLLQODAQEG LRHQRKKAQP
SRGSSLGSGS SSGSSPGHGP
TYMSRGNPQT PAPADLEAAL

back to list

NEVSQMTETY NDIEAVTRLL
SDYDDSGSEA GTPTGQINFE
QOUREEAITNE ALAESLEQFEL

KFAQPRARGG LFPSLHTSLT
PGHGPRIISN SNYPSLNNTL
LEAALRRLTFP GAVAAREA
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16/03/2023, 15:20 proteins
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start|End|PTM
R.TDLSGIT.L| Y 24.65 |705.3545| 24.6|706.3792(1|10.96 | 475 1 210 | 216
total 1 peptides
tr|Q17314|Q17314_AEDAE
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 NGVTTIKRTE EDRDEHPDEV NLDEKGLSSI PIIDDEPNLR LLSLQHNLIN
21 GLQESGANSS SNTTAKDSPA SSPTSNSASV TAASTNSSLY STNRNTEPLL
161 LNGQSPVCAT SPTNTAQHRN MLEESNSFIS NATLFPSPPT HQQQSSNLLE
24 NSNNNSGETT PTSAAPPTNG VNHYVNFPQTH ISPILSAAEP RYNLONLVFEL
321 DISGLTSLRQ TLEVLDLHGN KISNISSKEIN QLQELKSLNL AGNQLRQIHS
—
401 LERLWLCHND LQCVEDMAAT AKATINLEEVT IENNPVSLAG DCVSFLVSYL
481 MNYSNLSTDV CQSIRREEITI SNARTNWELL RSQQSTACRN VQRTAIVAED
561 TSNNQRAPRA AVEKPPPNEK LIRSSSQDNS GSQLSEQGGE DYFRLPPILA
£41 ISSAISSDNE ELNVEEIEED VMVDSTVVTE TIETPAKMNE SPPPQDFPSE
721 ELNNDEKVSTL STTSNKTTSD SVITTSSISE NDSNRATISQ KPETVGEVER
501 NPSATSSISG TTTTNNSYVP PSKSKLNERE REQGGDYLIE ICGRYLNVYG
581 SITAILCRIK IRFVNAENFI FRETNITCLG QINALAESQG IASLTIDPEG
961 EEEVQDAEIM YAGLSDLVLW SLPEGLLQPL LQRELRLEETA HATEMTAEEW
1041 MPRAEGEAYFA FMLDNTCNAV DELQQLEHTW PTLLMELIEN TLIDYSQIDV
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
LTDISGLT.S| Y 24.65 |705.3545( 24.6|706.3792|1(10.96| 475 1 320 (326
total 1 peptides
tr| AOAOP6IU66| AOAOP6IU66_AEDAE
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 NGVTTIKRTE EDRDEHPDREV NLDEKGLSSI PIIDDEPNLR LLSLOHNLIN
21 GLQESGANSS SNTTAKDSPA SSPTSNSASV TAASTNSSLY STNRNTEPLL
161 LNGQSPVCAT SPTNTFLQEP SSILMSAQHR NMLEKSNSFI SNATLFPSPP
247 NETTAVHEST SNSNNNSGET TPTSAAPPTN GVNHYVNPQT HISPILSAAE
221 TVLLLGENRI TDISGLTSLR QTLRVLDLHG NEISNISSKI NQLQELESLN
—
401 EKEIHGFDDLR SLERLWLCHN DLQCVEDMARA TAFKAINLEEV TIENNPVSLA
481 SAWRKENEELS DMNYSNLSTD VCQSIRREEI ISNARTNWEL LRSQQSTACR
561 KESPANVNGN ATSNNQRAPR AAVEKEPPPNK KLIRSSSQDN SGSQLSEQGG
64 ESSNGLHPDS SISSAISSDN EELNVEEIEE DVMVDSTVVT ETIETPAEMN
721 SETSSSTNQL DELNNDEVST LSTTSNEKTTS DSVITTSSIS ENDSNRATIS
01 TVNNLANSSN LANTTTANSN PSATSSISGT TTTNNSYVPP SESKLNERER
581 NMTEASDVHT VEFSYINFNS ITAILCRIKI REVNAENFIF RETNITCLGQ
961 AIYRLSHWGL KQINGIEITE EEVQDAEIMY AGLSDLVLWS LPEGLLQPLL
1041 VGEEALQWEEK HSTSQDDAIM RAKGKAYFAR MLDNTCNAVD ELQQLEHTWP
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
LTDISGLT.S| Y 24.65 |705.3545( 24.6|706.3792|1(10.96| 475 1 331 (337

total 1 peptides

tr|AOA1S4FFQ6|AOA1S4FFQ6_AEDAE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

TFHIPAETDT
RQKSTSRSQL
LENELLLTPS
DLYDNQIEKI

NDFNGLVNLE

PGLVSLSQMQ
VEMDLNNSNL
PFLEQTPTTI
NPEKIQENGN
TNTTRNNTVL
MGALKFIDKQ
NPITSKEWRN
LMQADSSLEN
YVRNMMLELL

TFHIPAETDT
RQKSTSRSQL
THQQQSSNLL
PRYNLONLVFE
LAGNQLRQIH

GDCVSFLVSY
NVQRTAIVAK
EDYFRLFPIL
ESPPPQDFFS
QEPETVGPVE
EQGGDYLIEI
INALAESQGI
QELRLEETAH
TLLMELIRNT

NNNEPEIPAS
YLNNNNLNYL
FSIDNLNSAN
SCLDGLECLT

ELNLEENRIK

ITEQVREAAS
SDINRNGETE
ASSSKIESSE
SNSDSGRGTS
NTVNNLANSS
WNMTEASDVH
YATYRLSHWG
IVGEEALQWE
K

NNNEPEIPAS
YLNNNNLNYL
ELENELLLTPF
LDLYDNQIEK
SNDFNGLVNL

LFGLVSLSZM
DVEMDLNNSN
APFLEQTPTT
ENPERIQENG
RYGIGTLVRT
CGRYLNVYGM
ASLTIDFEGN
ATEMTAFEWL
LIDYSQIDVY

back to list

SFPSPETSPT
AGEVTLSAKFP
ETTAVHESTS
VLLLGKNRIE

KIHGFDDLES

AWRENEKELSD
ESPANVNGNA
SSNGLHFDSS
ETSSSTNQLD
NLANTTTANS
TVEFSYINFN
LEQINGIEIT
KHSTSQDDAT

back to list

SFPSPETSPT
AGEVITLSAEKP
SEFSIDNLNSA
ISCLDGLECL
KELNLKENRI

QITEQVRRAA
LSDINRNGKT
IASSSKIESS
NSNSDSGRGT
NTTRNNTVLN
GALKFIDKQW
PITSKPWRNY
MOADSSLKNI
VRNMMLELLK

back to list
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16/03/2023, 15:20 proteins
1 MSTSKLRGES ATHINDSVIS SNSNNSHNTL LEIESVVPKL TTRGNNSNNF SHSSRLETFH
51 VPREAVGDEG RESPRDQQPN SQNDPQPDGS VLVQNGVTTI KRTEKDRDEKH PDREVNLDEEG
161 NLINTFHIPA ETDTNNNEPE IPASSPPSPK TSPTGLQESG ANSSSNTTAE DSPASSPTSN
247 EKPLLERQESTS RSQLYLNNNN LNYLAGEVTL SAFKPLNGQSP VCATSPTNTEF LQEKFSSILMS
321 PSPPTHQQEQS SNLLELENKL LLTPSEFSIDN LNSANETTAV HESTSNSNNN SGETTPTSAA
401 SAAEPRYNLQ NLVFLDLYDN QIEKISCLDG LECLTVLLLG ENRITDISGL TSLRQTLREVL
481 KSLNLAGNQL RQIHSNDFNG LVNLEELNLK RNRIKKIHGF DDLRSLERLW LCHNDLQCVE
561 VSLAGDCVSF LVSYLPGLVS LSQMQITEQV RRAASAWREKN KELSDMNYSN LSTDVCQSIR
641 TACENVQRTA IVAEKDVEMDL NNSNLSDINR NGETKEKSPAN VNGNATSNNQ RAPRAAVEKP
721 EQGGEDYFRL PPILAPFLEQ TPTTIASSSK IESSESSNGL HPDSSISSAI SSDNEELNVE
201 ARMNESFPPPQ DFPSENPEKI QENGNSNSDS GRGTSETSSS TNQLDELNND KVSTLSTTSN
581 ATISQEPETV GPVERYGIGT LVETNTTENN TVLNTVNNLA NSSNLANTTT ANSNPSATSS
¢l EREREQGGDY LIEICGRYLN VYGMGALEFI DEQWNMTEAS DVHTVEFSYI NFNSITAILC
1041 CLGQINALAE SQGIASLTID PEGNPITSEP WRNYAIYRLS HWGLEQINGI EITEEEVQDA
1121 QPLLQRLRLE ETAHATEMTA KEWLMQADSS LENIVGKEAL QWEEKHSTSQD DAIMRAKGEA
1201 HTWPTLLMEL IENTLIDYSQ IDVYVRNMML ELLK
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
LTDISGLT.S| Y 24.65 |705.3545( 24.6|706.3792|1(10.96| 475 1 445 | 451
total 1 peptides
tr|AOA182GHL5|A0A182GHL5_AEDAL
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSTSELRGES ATHINDSVIS SNSNNSHNTL LEIESVVPEL TTRGNNSNNF NHSSRLETFH
21 VPREAAGDRG RESPRDQQPQ SQNDAQPDGS VLVQNGVTTI KRTEKDRDEH PDRVNLDEREG
161 NLINTFHIPA ETDTNNNEPK IPASPPPSPK TSPSGLQESS ANPSSNTTTK DSPSSSPTSN
24 FQLLEQESTS RSQLYLNNNN LNYLAGEVTL SAEPLNGQSP VCATSPTNTF LQEPSSILLS
321 PSPPTHQQQS SNLLELENKEL LLTPSFSIDN LNSANETTAV HESTSNSNNN SGETTETNVT
401  SAAEPRYNLQ NLVFLDLYDN QIEKICCLDG LECLTVLLLG ENRITDISGL TSLRQTLREVL
481 KSLNLAGNQL RQIHSSDFNG LVNLEELNLK RNRIKKIHGF DDLRSLERLW LCHNDLQCVE
561 VSLAGDCVSF LVSYLPGLVS LSQMQITEQV RRAASAWREN EKELSDMNYSN LSTDVCQSIR
£41 TACENVQRTA VVAEDVEMDL NNSNLSDINR NGETEEAPPN TNGNAVSNNQ RNPRAAAKKP
721 EQGGEDYFRL PPILAPFLEQ TPTTIASTNK IESSESSNGQ NPDSSISSAL SSDNEELNVE
201 IEMIEPLSPEKE DIPSEIPEKI QENGNSNSDS GRGTSETSSS TNQLDELNND KVSTMSTVSN
281 ATISQKPESV GPVERYGIGT LVRTNTTRSN AVMNNVNSLA NSSNLASSTT VNTNPSAPSS
96l EREREQGGDY LIEICGRYLN VYGMGALEFI DEQWNMTEAS DVHTVEFSYI NFNSITAILC
1041 CLGQINALAE SQGIASLTVD PEGNPITSKEP WRNYATIYRLS HWGLEQINGI EITEDEVQDA
1121 QPLLQRLRLE ETAHATEMTA KEWLMQADSS LENIVGEKEAL QWEEKHSTSQD DSVMRAKGEA
1201 HTWPTLLMEL IRNTLIDYSQ IDVYVENMML ELLK
Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
LTDISGLT.S| Y 24.65 |705.3545| 24.6(706.3792|1|10.96| 475 1 445 | 451

total 1 peptides

tr|AOA1J1HIS3|AO0A1J1HIS3_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RSHSTLSTSY
LSSIFPIIDDE
SASVTAASTN
AQHRNMLEKS
PPTNGVNHYV
DLHGNEISNI

DMAATAFKAIN
REEIISNART
PENEEKLIRSS
EIEEDVMVDS
KTTSDSVITT
ISGTTTTNNS
RIKIREVNAE
EIMYAGLSDL
YFARMLDNTC

RSHSTLSTSY
LSSIPIIDDE
STTVTAASTN
AQHRNMLEES
PATNGVNHYV
DLHGNEISNI

DMAATAFAIN
REEIISNART
PPSEEKLIRSS
EIEEDVETSN
KTTSDSVITT
IAGTATTNSN
RIKIREVNAE
ETMYAGLSDL
YFARMLDNTC

LKKVSERKRIF
PNLRLLSLQH
SSLYSTNRNT
NSFISNATLF
NPQTHISPIL
SSKINQLQEL

LKEVTIENNP
NWELLRSQQS
SQDNSGSQLS
TVVTETIETP
SSISENDSNR
YVPPSKSKLN
NFIFRETNIT
VLWSLPEGLL
NAVDKLQQLE

back to list

LKKVSEKRVF
PNLRLLSLQH
NSLNITNRNT
NSFISNATLF
NPQTHISPIL
ASKINQLQEL

LKEVTIENNP
NWELLRSQQS
SQDNSGSQLS
TAVNEAVEAP
SSISENDSNR
YVPPTESKLN
NFIFRETNIT
VLWSLPEGLL
NAVDRLQQLE

back to list

1 MCWRTNQDNS ESMLDEYMIK LVIIQRSDHL GLGINVEGDE DWREEKKSREN CLEDLERKELL IAYRDTDLSG LTIVILDAFEK
—

81 MLRHVQK
Supporting Peptides:
Peptide |Uniq|-10IigP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
D.TDLSGLT.I| Y 24.65 | 705.3545| 24.6|706.3792|1|10.96| 475 1 66 72

total 1 peptides

tr|AOA182ST32|A0A182ST32_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list
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16/03/2023, 15:20

1
81
lel

[
1=y

1
21

[x%]

MIAHCVSSTG
GRPVTVEESR
RKQLOHTEGA

VHNIEDASQP
TTEFAMVVEEV

Supporting Peptides:

QPQQEYQLTH
YGVDDNSNGI
QLPSSLSDMT

VEMETAFHND
GEHEELLEST

PSYTDDTQNT
IHDNRPVRIM
TNSASS5S55S

PPKSIQKHSQ
GPILNYVFDH

SQIEHHTGSS
SESNGGFLAS

FSTTDLSGLT
—

GQQSMSDASR
HPPYYKSTYY

proteins

TGRIESNFAV
TSAHDNVQTE
VSARADAAFED

RNNPISISNF
NTR

Peptide

Uniq |-10IgP

Mass

ppm| m/z

Scan

#Spec

Start|End

PTM

T.TDLSGLT.V| Y

24.65

705.3545

24.6

706.3792(1

10.96| 475

1 194

200

total 1 peptides

tr|[R4AN7H8|R4AN7HS8_LITVA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
24]
321
401

MELLVATAMA

TAAQLORALR
INSEVSVATK
AARVLELPYT
IRDIFDSEEV
VLEMGSYRKP

Supporting Peptides:

TAVLGEVRSQ

VDDEVATLRL
GRIDQIINFES
GDAMSMEVEL
DLSTFGFLLN
TFAFA

CEFSERDDFESV EVNTDLSGIT DEGFELYEQL

—

WRALEAMYRT RQONTTAYSF NIANRAYIDK
DLLDAIMVLV NAAYFEGIWQ FQFEASDTEFP
PTEEGPLGFA EMVDRLSGNN LRAATHEGNL
VTLEEVIHEA FVEVNEEGTE AAAATALIFA

Peptide

Uniq

-10igP

Mass |(ppm m/z

Scan

#Spec

Start

PTM

N.TDLSGIT.D| Y

24.65

705.3545

24.6(706.379

2(1(10.96| 475

1 34 |40

total 1 peptides

tr| AOAOQ9WK24|AOAOQO9WK24_DROVI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
241
321
401
481

S61

MANLEIYNLI
GCEQSPFITN
ELNITIDQSTI

YRONVHLQEL
IKAGVFLEPF
IAVMFTSFLM
WLSAKEGVLR
QKHKFFYTET

Supporting Peptides:

VYNLLQIELR
ESSRAQLYTH
YCNQTECEFV

LEFNVRYIWR
ELSVWIVEGA
YNYYTSIVVS
ARNQPGFVEV
ELHCYANNYV

NVVIFHCWQL
RYHWLIYDED
EYLSELHERS

NQWSLNDSEG
VLMFSGILLW
SLLGSPVRSN
SEASFLYTFI
INVGMEYAAP

FVLLPLAQLF
GNMNTFVELF

RLOQRTDLSG
I—

GALGEVTNAN
LTFRLEHRWM
IKTIQQLADS
EKYYLPHEIC
LFIALLLSYF

SENLIFSQFI
ERANLSINAD
ITFRQVALVT

ADLSTSAFVL
RHYLQYYVFES
SLDVGFETIP
ELNEIMFRFE
ASTFILMLEL

Peptide |Uniq

-10IgP

Mass |ppm m/z

Scan

#Spec

Start

PTM

R.TDLSGIT.F| Y

24.65

705.3545

24.6

706.3792|1

10.96| 475

1 196

202

total 1 peptides

tr|AOA0J7P5Y5|AO0A0J7P5Y5_LASNI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

241
321
401
481

561

MTGIAPSAFT
LOVAGREGFEFP
VGFPRTDPFEF

QQAQQGFIPG
LGEGQSSPEVS
PEYWCSVGYF
RCQSEHSVEV
SAAAGIGVDD

Supporting Peptides:

SADACLSIVH
HVIYARIWEW

TDLEGLTLQS
I —

LPTPNPTVVH
PVHLHHFNGF
ELDIQVGETFE
QSYYLDREAG
LERLCILRLS

SLMCHRQGGE
PDLHENELEH
SVGVGPGGRL

PMSHTVGSQQ
PVGTASYNSG
KVSSGCPTVT
RAPGDAVHKI
FVKGWGPDYP

SEGFSKERAIE
VEYCQFAFDL
VEDEYTVGGG

QSLNAASSGT
APQWTGANTL
VDGYVDPSGG
YESAYIEVFED
RQSIKETPCW

SLVEEKLEEER
KECDSVCVNFEY
GTAAARAAARR

SGAQILSPAQ
TYTQSMQPPD
NRFCLGALSN
LRQCHKQMRG
IEVHLHRALQ

Peptide

Uniq |-10IigP

ppPm| m/z

Scan

#Spec

Start PTM

FTDLSGLT.L| Y

24.65

705.

3545| 24.6(706.3792

1{10.96| 475

171|177

total 1 peptides

tr| AOAOSS8AF28| AOAO88AF28_APIME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

SDSGIEPLNE
LNNLEAVEVA
VSQEQTISNL

HSIASNDTLT

APPESPENFF

SLPIRDCITN
EPFYATSQNS
SFRTVDVELP
TRSGAARPLP

SLSQSNESLA
VIYVEPAERRT
VIPLSSGEEK

SPERLRHIFP
LLSSCLISFEG
FTRVYLNSSP
NAVYTVIHIN
AWAHLGERHL

DELDSLITAI
HYERVVSPGI
VGSAMDVDGE

GQATADTEYG
PRHLHTASYW
VHRTEQSERA
QAATAQAAAA
LLDEVLHTMP

QEDVYDENDT
FESDGSERFL
SLSTQRTIERR

SATTSSLYRH

FSPYSIWTAF

LLHSEVERV(Q
DLVPMMHQTA
KFEKMEVEIRE
IEFHCTRPEV

NFSEVYLDSE
DFGSLEILHD
LLEFLNSEED

TAEVSEFRSI
AACIQGSHLI
RSDIRDLVEH
STYEELLEQI
QHFITAE

TTNGAHPSKC
ENAREQIIDC
MNQTIQHHEP

TNTPEQDING
GGHGNDVSGN
RLHIGKGVVL
AQAAAVAGHL
IDGPRAIE

SENDESDTDN
QHHFQSPRES
PSSSVQLTVN

RTINSMNLNP

back to list

TLAYFGAGGE

FFEVGAVAQE
SFRYNEFPEI
QFEPALESMG
FLIRDNDTHT

back to list

LTKIGVFLDL
VYNQGSQLGG
YHLDWTSRVG

CIFRTPHNAG
PCSTGGRLAF
EVEGRNFSNI
QLRMMETGIT

back to list

VTIQRTLDGR
CGLLDVLMEW
APQPTASNNT

PSTVDALAAS
IGGLLSTQPA
DLRGEGDVWL
THGGFIAKSI

back to list
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16/03/2023, 15:20 proteins
1 MVGLAGGGGH LYPSPFMQPN PELREMTGIA PSAPTSADAC LSIVHSLMCH
51 LITAITTNGA HPSECVTIQR TLDGRLQVAG REKGFPHVIYA RIWRWPDLHEK
161 VSPGIDPFEE_EEEEEELQSG VGVGPGGELV EDEYSVGGGS SATAGAVGSA
Z41 TFIPGLAPPN STSGEGVEGS NGGGNNGGNP HNEKLDDNNCFP RQTWIPTPHH
321 S5SGTQMLSPS QGQSTETFYG TNTPPQDLNQ PPTVDALAAS LGEGQNSPVS
401 TYTQSMQPPD HRHLHPTSYW GGHGGEVSGN IGGLLSTQPA PEYWCSVGYF
481 NRFCLGALSN VHRTEQSEKA RLHIGKGVVL DLRGEGDVWL RCQSEHSVEV
561 LRQCHEQMRG QAATAQAAAA AQAAAVAGHL THGAPITESL SAARAGIGVDD
£41 IEVHLHEALQ LLDEVLHTMF IDGPRGIE
Supporting Peptides:
Peptide |Uniq(-10IlgP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
FTDLSGLT.L| Y 24.65 [705.3545| 24.6(706.3792|1|10.96| 475 1 170 | 176
total 1 peptides
tr|A0OA151J4K9|A0A15134K9_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVGLAGGGSH LYPSPPMQPN PELREMTGIA PSAPTSADAC LSIVHSLMCH
21 LITAITTNGA HPSECVTIQR TLDGRLOVAG RKGFPHVIYA RIWRWPDLHE
lel VSPGIDPFEE_EEEEEELQSG VGVGPGGELV EDEYTVGGGEGE TASAAAVGESA
247 GFIPGLPPFN STSTEGMFESA GGGGNNGNPH AELDDNNCFPFE QTWIPTPHHS
321 TSSAQILSPA QGQSTADTEY NTTTPPQDIN QPPTVDALAA SLGEGQRSSPV
401 LTYTQSMQPP DPRHLHTTSY WGGHGNDVSG NIGGLLSTQP APEYWCSVGY
481 GNRFCLGALS NVHRTEQSER ARLHIGEGVV LDLRGEGDVW LRCQSEHSVFE
561 DLRQCHEQMR GQAATAQAARA AAQARAVAGH LTHGAPITES LSARAGIGVD
©41 WIEVHLHRAL QLLDEVLHTM PIDGPRAIE
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
FTDLSGLT.L| Y 24.65 [ 705.3545| 24.6(706.3792|1|10.96| 475 1 170 | 176
total 1 peptides
tr|AOA151JWE9|AO0A151JWE9_9HYME
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVGLAGGGSH LYPSPPMQPN PELREMTGIA PSAPTSADAC LSIVHSLMCH
51 LITAITTNGA HPSECVTIQR TLDGRLQVAG REGFPHVIYA RIWRWPDLHK
161 VSPGIDPFFT DLSGLTLQSG VGVGPGGRLV KDEYTVGGGG TAAAARARAY
241 AQQGFIPGLP PPNSTSTEGM FSAGGGGNNG NPHAKLDDNN CPRQTWIPTP
321 SSGTSGAQIL SPAQGQRSTAD TEFYNTTTPPQ DINQPPTVDA LAASLGEGQRS
401 ANTLTYTQSM QPPDPRHLHT TSYWGGHGND VSGNIGGLLS TQPAPEYWCS
481 PSGGNRFCLG ALSNVHRTEQ SERARLHIGK GVVLDLRGEG DVWLRCQSEH
561 EKVFDLRQCHEK QMRGQAATAQ AARARQAAAYV AGHLTHGAPI TESLSAARAGI
£41 TPCWIEVHLH RALQLLDEVL HTMPIDGFEA IE
Supporting Peptides:
Peptide |Uniq(-10IigP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM

F.TDLSGLT.L

Y

24.65

705.3545

24.6

706.3792

1{10.96| 475

1

170

176

total 1 peptides

tr|AOA182MMM2|A0OA182MMM2_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

RQGGESEGFES
NELEHVEYCQ
MDVDGEMNQT

PTTRENIHHFPV
PVHLHHSNGE
ELDTQVGETF
QSYYLDREAG
LERLCILRLS

RQGGESEGFES
NELEHVEYCQ
MDVDGEMNQT

ASRNMHHPVV
SEVHLHHPNG
FELDIQVGET
VQSYYLDREA
DLRRLCILRL

RQGGESEGES
NELEHVEYCQ
GSAMDVDGEM

HHSASRNMHH
SEFVSFVHLHH
VGYFELDIQV
SVEVQSYYLD
GVDDLRELCI

KRAIESLVEK
FAFDLECDSV
IQHHPPTQPT

VHPMSHTVGS
PVGTAAYNSG
EVSSGCPTVT
RAPGDAVHEI
FVEGWGPDYP

KRAIESLVEKK
FAFDLECDSV
IQHHPPAQST

HFMSHTVGSQ
FEVGTAPYNS
FEVSSGCPTV
GERAFPGDAVHEK
SEFVEGWGPDY

KRAIESLVEKK
FAFDLKCDSV
NQTIQHHPPA

PVVHPMSHTV
PNGFEFVGTAF
GETFEVSSGC
REAGRAFPGDA
LELSEFVEGWG

LKEKRDELDS
CVNPYHYERV
SSNNTQPSQQ

QOOSLNTSSG
APQWTGPNTL
VDGYVDPSGG
YPSAYIKVED
RQSIKETPCW

back to list

LKEKRDELDS
CVNPYHYERV
ASNNAQQAQQ

QQSLNSASSG
GAPQWTGANT
TVDGYVDESG
IYPSAYIKVE
PROSIKETPC

back to list

LKEKRDELDS
CVNPYHYERV
QSTASNNAQQ

GSQQQSLNSA
YNSGAPQWTG
PTVTVDGYVD
VHRIYPSAYI
PDYPRQSIKE

back to list
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16/03/2023, 15:20 proteins
1 MGDLENLHLI LLDNRTVRAS ESTAALESCQ QLNVDVQEFL SLVMDGGKEL
51 TLDREQTATN QAWTELERTV EVLQELATLE EGVSHVTSWI LTTAESMLNA
161 CYAELLHEID HFPRREDTPA YRDLQSQREW MDFVCRSFAQ RLERRRENILI
24 DYALASTNLY ELNENQEMLE MLEEEIIKEG EELSDVLLMP VEDAVGREDID
321 QELTLDQITH IFEYEQDART AVEWMSDLHQ VMLRSHAHVG ASVREIQAQK
401 CELETSQNIA MTESLQRTWR SFQAVAQEQM TRLRVSAVFH RSVEEQCVEL
481 ERLLLEVGRM VRLGRLLETR LEEPFLLDDR LDAMASPENI ITESDNIMAC
561 EVEELTSAEA PEVTSKERNDS GNQSDDWSSS VESTDDGSEV TASDCICTPQ
©41 NDSAEDPDPE AFPSIKLLSG VVITSSANLS FDESEHSFPT VHGSASVDSH
721 TRRENLALSL TPEELEQIEN DIENNNLLAT VGTVDIVGEKE LQSTQVTPTS
501 SELIYYYQNI ITEHTVESCL
—
Supporting Peptides:
Peptide |Uniq(-10igP| Mass |(ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
P.TDISGLT.Y| Y 24.65 |705.3545| 24.6|706.3792(1|10.96 | 475 798 | 804
total 1 peptides
tr| AOAOK2ULM4|AOAOK2ULM4_LEPSM
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEEVSFGFLG SVTLVLLVEW IPGYADGVEQ DCWSQESKIC VPSNSSTCFEG
21 SSLRPLLCSL YAPECSPITN KTLGVPEALC KALKEGPCRAL EQEYLPLSLQ
161 ESHEGVCYKP LVEAQNEPANY FEFIDGCGLQ CFPPDKTPEQ YGEIQSLIGI
241 FYINLCGLLF ISGWGLPFLQ GDNSFVCNPD NTRRVQEPGE GQDLACVALF
321 LSAMSQREIL LERTPYFHMI AWSVPAVLATI AIISLNGVEG DPFLTGICEVS
401 EKSLVLAEESA IEIAGISARS RRIRSTTVEI VIYSCIYFTC FFITVESSVW
421 EIVILPTFLS VIASASWVWN ENTFEKSWREF FRRRFNSSEE RMEDIKVREH
561 VGVGNPSHFD DRGGVSSGDF SSTWARALPR LVQRRGALVG GELINPQQQOR
©41 SSVPAFDMDR LQATYDQATS SSEERPEERS KEEKRKELIFSSS SRPESRMSSR
721 TRHSSKRFIS SPEEFFELKE KLEVLQTSSV DLDDSSEEMG NVTGTTTILS
501 HESELGTQTT PPPGASDSSS QTIPHPIEPV VIQITDEHES SSFPSSAGGT
281 RRGAIIETSF KHLEDDLELY RLSSGVISRP LPASPLIDTS STS
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start| End|PTM
FTDLSGLT.Q| Y 24.65 |705.3545( 24.6|706.3792|1(10.96| 475 1 791 | 797
total 1 peptides
tr|AOA182]JTYO|AOA182]JTYO_O9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEADVLNALN TQTAYMPGGR DRDGHPLVVI PVPFYDNLPW MEGFLETTVE
21 QYIRHVQQOLL SEPMNSFLVI RPDAFWDENR VENCARQHRE GEPTIIAKSR
161 RIEEFRESYD KAMGDLENLH LILLDNRTVR ASESTTALKS CQQLNVDVQE
24 TDGETQVERL LNALDEEQTA TNQAWTELER TVEVLQELAT LEEGVSHVTS
321 EILELQCWQT YGCYAELLHE IDHFPRREDT PAYRDLQSQR EWMDEVCRSF
401 VFQSLIMGER VEDYALASAN LQELNENQRM LEMMEKEIIK EGEKLSDVLL
481 SRSRIFADSV ELQELTLDQI THIFEYEQDA RTAVEKWMSDL HQVMVRSHAH
561 QLLNASLALR QSCELETAQN IAMTESLQRT WRSFQATAQE QMTRLRVSAV
©41 RRVRLREYLA TRERLLLEVG RMVRLGRLLEK TRLEKEPFLLD DRLDAMASPE
721 SVLSDVQGGF DDEVEELTSV DAPEVAGERS DSGNQSDDWS SSVESTDDGS
201 GVESIERQSS LENDSAEDPD PEAFPSIKELL SGVVMTSSAN LSFDESEHSF
281 PIGNSSASSS ALNSINRREN LALSLTPEEL DQIENDIRNN NLLASVGTVD
96l EDTVRFEPLE GPTDISGLTY YYQNIITEHT VESCL
J—
Supporting Peptides:
Peptide |Uniq(-10ilgP| Mass |(ppm m/z |z| RT |Scan|#Spec|Start| End|PTM

P.TDISGLT.Y| Y

24.65

705.3545

24.6

706.3792

1110.96| 475

1

973 |979

total 1 peptides

tr|AOA182XZ28|A0A182XZ28_ANOST

LAHLSDLHSA
QLRVGHDVNT
TSVRFYRLVA
VDYSEDISNV
DEHQTLQETA
RELHECVLRI
EAISSRLAEV
SRSSSYHTAS
PDSDDTVETV
EDSGNVSTSS

SPEFPYSFIPE
SQWDRAFMCR
GVLAALSTSS
VLIYYFGLSS
KESSPSEFYFGF
IFSGYEEERN
ELITQAFAER
RSSLDSEVSS
RNSIGSSSEV
GGEEEEEGRE

GSGDGSGNQY

YLLASLSPET
LVKYFDTSEL
FLSLVMDGGEK
WILTKAESML
AQRLERRRNV
MPVEDAVGRD
VGATVREIQS
FHRSVEEQCV
NIITESDNIM
FVTASDCICT
PTPAISHGSA
MVAKELQSTQ

KSAVPQDLTD
ADQLRELEHET
EYFDRTSEVF
RDILDATRSR
EGTYNYGCQL
GEISEQGRER
AQVAEALDSV
ECRASPWWGV
CSQTSPIATS
VELDVEDATR

DAELGLLESW
GESFCEREIA
FATATLILDW
ALWYAILTES
VIAFPIAGICV
EATLEMYLGG
EDLALEGRLS
VNRSRFSWME
CAKESSSATV
RETVSIQTSFEF

ELFLEEDEHE

VSSGLAVILD
PEELGGIIAY
KLLAHLSDLH
NAQLRVGHDV
LITSVREFFRL
IDVDYSEDIS
QKDEHQTLQE
KLRELHECVL
ACEAISTRLA
PQSRSSSYHT
SVDSHPDSDD
VTPTSEDSGN

GKAQVERLLN
LELQCWQTYG
QSLIMGERVE
SRIFADSVEL
LNASLALRQS
VRLRKYLATR
LSDVQGEGFDD
ESIERQSSLE
SASSSALNSI

FEPVEGFTDI
—
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TYLKRIPKCW
GGTRDILKFP
KSSSYPNRIT
WNSLESSMGL
ISTFFVVSSV
EEFHRPLKYS
LTFESSREDP
SRROSFESQA
ITLDPRKLMD

TDLEGLTOVV
—

HERGPFLHNRG

back to list

AQKCSWRSTR
NHEQWIQSRE
SAKSAVPQDL
STADQLRLEH
VAEYFDRTSE
NVRDILDATR
TAKGTYNYGC
RIGEISEQGR
EVAQVAEALD
ASECRASPWW
TVPTVCSQTS
VSTSSVKLDA
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16/03/2023, 15:20 proteins
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEADVLNALN TQTAYMPGGR DRDGHPLVVI PVPFYDNLPW MERFLETTVEK
21 QYIRHVQQLL SEQMNSFLVI RPDAFWDENR VENCARQHRK GEPTIISESR
161 RIEEFRESYD KAMGDLENLH LILLDNRTVR ASESTAALES CQQLNVDVQE
241 TDGESQVERL LNILDREQTA TNQAWTELER TVEVLQELAT LEEGVSHVTS
321 EILELQCWQT YGCYAELLHE IDHFPREEDT AAYRDLQSQR EWMDEVCRESF
401 VFQSLIMGER VEDYALASAN LQELNENQREM LEMMEKEIIK EGEKLSDVLL
421 SRSRIFADSV ELQKLTLDQI THIFKYEQDA RTAVEWMSDL HQVMLRSHAH
561 QLLNASLALR QSCELETSQN IAMTESLQORT WRSFQAVAQE QMTRLRVSAV
64 REVELEEYLA TRERLLLEVG EMVELGELLE TRLEEFFLLD DRLDAMASPE
721 SVLSDVQGGF DDEVEELTSA EAPEVTTERS DSGNQSDDWS SSVESTDDGS
501 WGVESIERQS SLENDSAEDP DPEAFPSIEL LSGVVITSSA NLSFDESEHS
281 SPIATSSASS SALNSINRRE NLALSLTPEE LEQIENDIRN NNLLASVSSE
¢l AEDPTRFEPV KGPTIDISGLT YYYQNIITKEH TVESCL
—
Supporting Peptides:
Peptide |Uniq|-10igP| Mass (ppm| m/z |z| RT |Scan|#Spec|Start|End| PTM
P.TDISGLT.Y| Y 24.65 |705.3545| 24.6|706.3792(1|10.96 | 475 1 974 | 980
total 1 peptides
tr|W53732|W53732_ANODA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEADVLNALT TQTAWMPGGR DRDGHPLVVI PVPFYDSLPW MEGFLETTVR
51 QYIRHVQQLL GEHMNSFLVI RPDAFWDENR VENCARQHRK GEPTIISESR
161 RIEEFRESYE KAIGDLENLH LILLDNRSIR ASESSSALES CLELNLDVQE
247 TDSKECQVETM LNTLDEEQTA VNAARNELEER TVEVLQELAN LEEGVSHVTN
321 EILELQCWET YGYYAELIYK IDNLPRPEDT SAHQDLMSQR EWMDEVCESFE
401 VFQSLIIGER VEDFELASSN LQELEENQIM LELVEKEIIK EGEKLSDVLL
481 SRSRIFAESV ELQELTLDQI THIFKYEEDA RTAIQWMDDL HEVMLRSHTH
561 QLLNASLALR QSCELDAEQN IAMTESLONT WESFQAVSQE QMTRLRVSAV
64 REVELSKHLA TEERLLVEVG EMVELGELLE TELEEFFLLD DEVDTSVASE
721 DSVLSDVQGG FSDEVGELAS SDVNDGNFTL TEHNDSNNQS DDWTSSVEST
201 SPWWGIESIE Q@SSLDNDSS EDHDSEAYPS IKLLSGVVMS TSANISFDDS
581 SPRQQHQPSP LETSSASSSA LNSINRRENL ALSLTPEELE QIENDIRNNN
961 VELEEGEDGI LSPLQLTDPV RFEPVEGPTD ISGLTYYYQN IITEHTVESC
Supporting Peptides:
Peptide |Uniq(-10igP| Mass [ppm m/z |z| RT |[Scan|#Spec|Start| End|PTM

P.TDISGLT.Y

Y

24.65

705.3545

24.6

706.3792

1110.96| 475

1

989

995

total 1 peptides

tr|AOA151X5F3|AOA151X5F3_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

YLLASLSPET
LVEYFDTSEL
FLSLVMDGGEK
WILTTAESML
AQRLERERNV
MPVEDAVGERD
VGASVREIQS
FHRSVEEQCV
NIITESDNIM
EVTAGSDCIC
FPTPGISHGS
DIVGEELQST

YLLASLSHDT
LMEKYFEVSEL
FLSLVMDNGE
WILTTAESML
AQRLERERNV
MPVEDAVGERD
VGSNVYEIQA
FHRSVEEHCM
EHIITESDNI
DEGSFITASD
ENIFLTPADG
LMGMDISSQD
L

VNSGLAIILD
PEELGGIIAY
KLLAHLSDLH
NAQLRVGHDV
LITSVRFFRL
IDVDYSEDIS
QKDEHQTLQE
KLRELHECVL
ACEAISTRLA
TPQSRSSSYH
ASVDSHPDSD
QVTPTSEDSG

VNSGLAILLD
PEELGGLIAY
KLLAHLSDRH
NAQLEVGYDV
LITSVRFFRL
IDVDYSDDIS
QKDEHQAFQE
KLLELKDGVL
MACEAISTRL
CICTPQSRSS
QGAASVDSHP
IKSTQVTPTS

AQKCSWRSTR
NHEQWIQSRE
SAKSAVPQDL
STADQLRLEH
VAEYFDRTSE
NVRDILDATR
TAKGTYNYGC
RIGEITEQGR
EVAQVAEALD
TASECRASPW
DTVETVCSQT
NVSTSSVKLE

back to list

AQRCSWRVAR
NHDOWIQSRE
VSRSAVSQDL
NTADQLRLEH
VAEYFDKTSE
NVRDILDATK
TAKGTYNYGC
KIGEIEDEGK
TEVARVAETL
SYHTASECRA
DSDDTVTSDN
EDSGNVSTSS
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16/03/2023, 15:20 proteins
1 MNEEMAHFLT APYMSIYYNA GSAEISPRTE GETALSADVH PSPVSPAPTK
51 PFADSESRFS LLFLFSVNPS LPPSAVPLSN VGIVLPVQPD HLSSREKGTDV
161 VDEVESQLRL IEKSRFIETLA GISGQHQQET FQASGGGFIA ASRDLQAYLN
24 EFECEFPKRIA SCDYEAWDEY DIDTEINRID LODEQRQAFEM ERIQEQREEL
321 EERGNEAFRARA DYGEALRHYN ASIDIDSNLN AYNNLIELQR YEDALNDCNT
401 DYEAVLELEP TNETAISCVN KLEEPCESRK IRMEIEENMN DDENESKYIK
481 SRSIATEPHL KASYCVEIKS NEKATAVAAAYV ADIAANKESNE KTTRDSSSGD
561 RESFPGPRGA KGRLEKSIFS CVSSPMSKTK PSTVIIEELP SDELNIESPY
©41 NEIIGNELDA AMFSLILRCL DQQFCTPEDT ELLANLLYSL SELSRFSIIS
721 RAEEKRDELD SLITAITTNG AHPSECVTIQ RTLDGRLQVA GREGFPHVIY
201 VCVNPYHYER VVSPGIGMLR HNIRARKIID CCGLLGVLME WVGFFRTDEPF
581 GGTAVGSAMD VDGEMNQTIQ HHPPTQSTAS NNAQQAQQSF IPGLPPPNST
961 WIPTPHHSAS RNMHHPVVHP MSHTVGSQQQ SLNAASSGTS GAQILSPAQG
1041 GEGQSSPVSP VHLHHPNGFFP VGTAPYNSGA POWTGANTLT YTQSMQFPFDP
1121 EYWCSVGYFE LDIQVGETFE VSSGCPTVTV DGYVDPSGGN REFCLGALSNV
1201 CQSEHSVEVQ SYYLDREAGR APGDAVHEIY PSAYIKVFDL RQCHEQMRGQ
1281 AAAGIGVDDL RELCILELSF VEGWGPDYPR QSIKETPCWI EVHLHRALQL
Supporting Peptides:
Peptide |Uniq|-10IigP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
FTDLSGLT.L| Y 24.65 [ 705.3545| 24.6(706.3792|1|10.96| 475 1 852 (858

total 1 peptides

tr|M9VSG2|M9VSG2_9ARAC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

lel

QEPDVSIHRT
KDARFAQGRF
GDWGIGIRYS
DEMNEMAHET
VLTMDYENIE
TESTVEANSI
KLSPVARDFEG
EFLRLWQSLK
MFMDSGDEEG
ARTIWEWFDLH

FIDLSGLTLQ
I —

STEGMFSAGG
QSTADTEYNT
RHLHTTSYWG
HRTEQSERAR
AATAQAAAAR
LDEVLHTMPI

DLFLTTRSTG
YVLEDLEDEE
SVLAEEFPEN
AVDKLSLTGT
ALLRRALSLE
ECPELRVNSD
AFNKTTRSQD
DDVNLELHAK
FRETRESNSQ
ENELEHVEYC
SGVGVGPGGR

GENNGNPHAK
TTPPQDINQS
GHGNDVSGNI
LHIGKGVVLD
QAAAVAGHLT
DGPRAIE

SDLLTSESLS
QCTIEVLIVA
GTEAEEKSKIN
EINVMAEQER
HLEEFHESLA
ICYCDRAPGP
ARNDDIFMIS
LLRCIAHEDM
PFMRFEFRESA
QFAFDLECDS
LVEDEYTVGG

LDDNNCFRQT
PTVDALAASL
GGLLSTQPAFP
LEGEGDVWLR
HGAPITESLS

back to list

YVAIQAVLSL YASGRTTGIV LDSGDGVSHT VPIYEGYALP HATILRLDLAG RDLTDYLMKI LTERGYSFTT TAEREIVRDI [ Carb:
KEFLCYVALD FEQEMATAAS SSSLEKSYEL PDGQVITIGN ERFRCPEALF QPSFLGMESC GIHETTYNSI MEKCDVDIRED
=i

LYANTVLSGG TTMYPGIADR MQEEITALAP STMEIEKIIAF PEREY

Supporting Peptides:

Peptide Uniq [-10IgP Mass ppm m/z z| RT |[Scan |#Spec|Start|End|PTM

K.LC(+57.02)YVALDFEQEMATAASSSSLEK.S| Y 24.10 |2549.1665|-31.0|850.7031|3(31.26| 1152 2 84 | 106 | Carbamidomethylation

total 1 peptides

tr|AOA034VY87|A0A034VY87_BACDO

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MPGEEANESEKE AQKLARAARFFK LREYQKRGAA ENANSAPTES HSNSIAGGSS ISSNISEASD YDISNNGHET
21 NNIATDISAS AEIAVNTSEV IETPDFSLSA PAPSTAASYF QTTTQDIPAL TQDSFAAPTV ASPAIREYTT
161 IQVLITEEAA LTTELNEKCRS LCRGRELETE ELRTQLESTT QRQEELLQHY QVQQQSLEHL RNENAELQHE
24 QAGHLDELEER LLDVMQQEBEAT EVEHQFEEES NELEMAQLEI RQLSDEANVN QPDNREVETLT QTQFMYEQQOT
321 TYDEEQASNQ YQSYVEHLNS ELSNLTEENS ELLDEYTEQQ ERERQLVDHI GALEKDIQRN ISRQDQLEKE
401 APVQEVEELK EQIGDYEMER HEFQLKIESQ EDRLEILSSE LQEKQTRLDQ LEEHVRENYAS EQPDQVELLA
481 PRALAQNIELK KQLDELQLRF VQLTNDEADL MNELDAEEHA NREMRANYNE MEERLHNTDE RFEYKDEEMI
561 NEAAALOWEL QRQGEELDGH NHSYEPNDEL HEHQHNGCDD EHEHTHGDDH NEYEHDHHEH EHDHHEHEPD
©41 HEHNQHGHEH DHHEHNHGHD EHSSDHEHNL NNENENSQHH HQHVEQLSTS SSNTSTPYLP TEEAVERLEQ
J—

721 DLTDEKQRLE HLVLQLQGET ETIGEYITLY QTQRERMLEQR EYEKAAQMQL LQREREQLRED RIATILNNLVN
201 PNLQENFHTS VIANDDNIND TNTPLIVEAS EALEEQHDQP DSQLPANESR QILTEIQNII SEINENTQHI
281 HINCCLGEIE VV

Supporting Peptides:

Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM

S.TPYLPT.E

Y

23.29

690.3588

10.0

691.3730

1[16.19

637

1

696

701

total 1 peptides

tr| WSBRA7|WS8BRA7_CERCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

TSTNMQISAN
DOMOLONINA
LTQATAKQED
RDLOAMVQQL
KEQESLTRSE
TMESDKIBAAS
RLSHENMELT
YHEHEHHYHE
RETRLMSQVA

SLRADMFQST
PDVATAQTVD
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16/03/2023, 15:20

1 MPVEEASESK AQKLAAARKEK LREYQKRSAS ENVTAVVAHA
51 ENINENCSTT NAAATEFVQN TTSTAPVFQA PALPTAASYF

161l AIQVLISEEA ALTTDLNEYR SLSRERELEL EELRTQLESA

241 DQAGHLDELEKE RLLDNMQQRA VEIEHQFEEK SNELEMAQLR

321 LTYDKREQANN QYQSYVQHLN AEITNLSEEN TELMDESTEQ

401 QQRAEELQKEL KEQISDYELE RHEFQLEKIES QEDRLDMLNN

481 SRALSQNVEL KRQLDELEMR FVQLTNDEAD LMNELDAEEH

561 KSEKETEVLQRR LRQOGRSENL TKTGEDEEND NQDEHTDDQD

©41 HDYDHDHDHR EHEHEHDHGH HEHEHEHVHG AAHTHPTDLA

721 ADLTDEEQRL EHLVLQLQGE TETIGEYITL YQTQRRMLEQ

501 THRLPENFNT TLNTDNNAEA SINADTQPLI AVASEAQEDQ

581 PDVATAQTVD HLNCCLGEVE VV
Supporting Peptides:

Peptide (Uniq|-10igP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
S.TPYLPT.E| Y 23.29 |690.3588| 10.0({691.3730|1|16.19| 637 1 697 702
total 1 peptides
tr| AOAOA1WSG1|AOAOA1WSG1_ZEUCU
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MPGEDPNDSE AQELARAREK LREYQKRGAA DNASQTGANS
21 PVTNDNNIAT DNATTTEIPV ITSSDVIANT VSTVSAPAPP

1l LOQOQVNAIQVL IAEKAALTTE LNEKYRCLCRE RELETEELRT

241 HAFKQEDQAGH LDELERLLDV MQQORATDVEH QFEEKANELE

321 AMVQQLTYDE EQANNQYQSY VEHLNAELSS LSEENSELLD

401 NSPQSETPVE EVAQLEKEQIS DFELERHEFQ LEIKSQEDRL

451 DERIAASRALA QNIELKEQLD ELELRFVQLT NDEKADLMNEL

561 ENMELTNEAA ALQRKLEHHG RELDEHDHEH EHGEHAHEHK

64 QYDHEHDHAH HEHVHDHSDQ EQYNEHEHEH GDHQHEHDHS

721 VADLTDEEQR LEHLVLQLQG ETETIGEYIT LYQTQRRMLK

201 SITQLQENYH AAAAPDSAVT NDTSVAADAS TPLITEASEA

281 PDVATAQTVD HINCCLGKIE VV
Supporting Peptides:

Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
S.TPYLPT.E| Y 23.29 [690.3588| 10.0({691.3730|1|16.19| 637 1 698 | 703

total 1 peptides

tr|AOA1W4WI16|AOA1W4WI16_AGRPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

APTESHGSSI
STIAADGTAS
LKRQDDLTQR
IRQLSDEASV
QERERQLVEH
ELLEKQTSLE
ANREMRTNYA
NNLQEHDDEK
HHHNHQHVEKK

REYEKAAQMQ
HLNQQQLAHS

APTESHSSSI
TAASYFQTTP
QLESTTQRQE
MAQLRIRQLS
ECTKQQERER
ELLGNELQEK
DAEEHANREM
ONGCGDGHEH
QHHKHMEQLS

QREYEKAAQM
FEEQQQHNHT

TGGSSISSNI SEASDCEMTT
ALDGIAMPTA ATNAVIKDAT
YQTQQQGMEL LRKTNAELQH
NQVDNRVESL TQONQFMYEQQ
ISILEKDIQK NISRQDLLRK
ELYERMRHYA NIQPDQTKLL
DMEERLQSID ERFKFKDEEM
HEHEHNGCDD QHEHEHEHEH

TSSSSSTPYL PTEEAVEEKLE
—

LLQREREQLR ERIAILNNLV
NAQQTANESR QILTKIQNII

AGGSSISSNI SEASDYDVSS
LDVAAPALDS FTAPTVATTV
ELTQRHQVQQ QNLEQMRNTN
DEASVNQPEDN RVETLTQTQF
QLVDHISTLE KDIQKNISRQ
QTKLAQLEEH MRNYAAEQPD
RANYNEMAER LRSIDERFKY
SHEHEHIEHE HEHGNHEHEH

TSSSNTSTPY LPTEEAVERL
—

QLLOHEREQL RDRIAVLNNL
DTQLTAQESR QILTKIQDII

NGNEATTASL
ADQLQLONVN
KLAQANAQQOE
IRDLQAMVQQ
EKEKENAPDG
ATMESDKIARA
IRLSHENMEL
NHHEHEHEHE
QRFTRLMSQV

HSLSTDLPHS
TEINENSQHT

back to list

NGHEATSTNV
LKETTTDQIQ
AELQHKLAQA
MYEQQIRDLQ
DQLREKEQEQV
QTKLLATMES
KDEEMIRLSH
GHHDHEHEHD
EQRFTRIMSQ

VNSLEADMFH
SEINENTQHI
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16/03/2023, 15:20

1 MNLQFSNALED LPIKIQNSSL KQRREVFNEKI QNVLSHSAIN
51 WSIENLTPVL GDIASQYENS VLFNIWKTIP NLIQLYMEQL
16l IKTVVSSEIK PLEEIVIGCY PLLQILSHDQ FESILLPALQ
247 PSEDETVREH SVIACEQLAQ QCSDSGAIEK LVEDVFAVFEH
321 FNGNTIPQAT VLIPTLLESI ERATAQPSQY PIVIEGLSAT
401 ATNEALVMVM EMSQILLLEF PERFNGETGP LYRAILICVT
481 VEIQCKGDSA LEERNDYVNQ EISPHATIMEC VITLCSAEDL
561 RDEVSQQESPQ LRELLVEQYT KSKREENNTA MNMERESEAY
64 QEIEESATRS ELTEYNLIIE NCVSMVEACL RGNFEGLSCH
721 GDLIAHVTLR LLEPACDLES NWEEEDLTEE MVRTIGLIHA
201 YAKTNENLIH DGLQIISEHA KLRASDEPDG DLYNSVYVNL
581 EFTPYIGQII NPILEALADE NEYVRDTALK AGQRIVNLYA
96l TGEMSTETAS EDDNFGTEQS HQATIIRVLGA ERENRVLAGL
1041 LLGCLASESY DERQVAARTL GDLVRELGER VLPEIIPILE
1121 VREALCDPLP EVRQAAAKTF DSLHSTVGSR ALDDILPALL
1201 PANTKEALSIL ASVAGEALNR YLPRILPALQ TVLASSEGTP
1281 RRAAAATLLCA FCANSRAQYI AHVPQLLRGL IHLCTDNDED
1261 GIGTDLLLPG FCLPEGIAPI LPIFREAILN GDGDERKEQAR
1447 AVLETLATLL AEREVGIMLEQFEF LPQLOTTFIE ALNDENETVE
1521 LHALRGIISP AGDEMSEPVR KQIHSTLISL LNHPEEVTRN
1601 RGAALSVVLE ESPALLWDEQ YQLRLTLYYS KIFFLIEVLS
1681 SHETSACLQT LLDTQFVHFI DAPSLALIMP VVQRAFQDRS
1761 PVPEVRSVSA RALGAMVRGM GESSFEDLLP WLLQTLTSES
1241 LDVGARESLS DVISEVLREI MHHAEGKEEE LDDTLLT
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPT.I| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1744|1749

total 1 peptides

tr| AOAOJ7NUE4|AOAO0J7NUE4_LASNI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

ESIVKGICKA
QKLDQCQQVA
KAMLRNPEVI
GSNGKLTLIE
CLFLRIVTAQ
SLSSETRRKC
PVDDAQLLAL
SYKEQLEEMQ
FKDLLPTVLL
TTLKRIEDDE
LIIFFFLLEI
DSAILLLLPE
YMGRSDVALM
KGLQSERSDQ
NQLNSDDANT
EEAQQLEYCQ
VLOMAWEALN
QGLGEVIRLT
LKAAQALSYL
VAAGCLGALC
DSHMKVQEAG
TETRKMAAQT

SSVDRSGAAQ

AQITLPRYHD
VLGSVMIEKYC
IECVSYVLSG
HEISVLENGM
GSNENAYQNTI
SIILEEMVSG
DALLPASHPT
LERELEEKER
ILRSFLAAFY
VTRSGHLQNY
IATAERTDIA
LEKGLFDDNW
VEQAALHVWE
RQGVCIGLSE
VEWTLDGLEQ
AVILSVVDET
AITENLEPEQ
SAAALQPSVV
IVIHQRFDFL
EWLPPPQLDT
TEALRVIGSV
IGNMYSLTDQ

GLSEVVGGLG

SESQLLVKNL
ISNDKKETEQ
LSLDLSQYAV
NFKTSTAAVR
WNVIFDMDEQ
LGGTAIARAL
ISKVTSDLWI
KEGKIKEPQY
ATKLYINLRR
FTASBMCYTF
PHVKDGY IMM
RIRYSSVQLL
VVVTNTPRTL
IMASTSKEMV
VMAIKSRVVL
GIRTVVDTLL
QAAYVSDVRQ
AITGPLIRIL
FTELHNTIKN
TITEHILNDD
IRNPEIQAIV

EDLTPYLPTI
—

VEELHELMEV

LISLIEIHPE
GAVPLLMDIF
DIGKSLIANL
TSYIQCMSVC
LFVSEKFLSA
LEDLNVFLET
KIVKHLHLNP
TPREQLEAIRN
AVFPHHLDTL
SLLKSALLSS
FIYMPVVEQQ
GDLLYRISGV
REIMPVLFGL
LTFVNSLVPT
PYLVPQLTAP
ENTRTDNTDQ
AVRYALSDIK
GDRFSSNVES
TDDSSVRETT
TSADWTLRQG
PVLLEALQDP
IPGLEMSLLD

YFFSEKYLNV
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1 MADVELAKAL EDLPNEVQTA SEKERREILQ NVVNVLSNPG
51 PEATIKHMTT VISEQATWHE NVVATLNTAL TAYTALEWSN
161 LANEVYALLA HEWTATIENIE VIYVENLTEL ELGNGVIILA
247 YVVDVAVPLL RRLTHEEFKT QLLPALQEAM LENPEIIIES
321 ACRELALQCS DTTALETLLS SAFAVFHGSE GELTVATHKI
401 KTLIQALEMM ALWSKKFSSA LPEIVVDAFK KGMARKTSTA
481 AAVTEGLVAS YLLLEFVLAD QVENDKQNVL WNAIDEQIFF
561 RAIVSCATAS NSATRQRCFP LVEEKIMTGLS TYAPAQALLT
64 CSGSFLFEAF TYQMTRDALL PSHHPATLEA VENLWEFEIAE
721 LAPDAFLPAL VSNVTSELDD PEILRVTEDE YFTYLTEDGE
201 RELYEKREKRE GKIKEPKLTP KQEETLEAQI AKENSIRKRL
581 GSPLAAPEMS ELYVSLEQTV TMDNSVILRD LIAHVTLRQL
96l AFCYVFPFIR KTLLSYKDDG MIVQGLQLIQ EHAKQRGDSS
1041 LDVAQSGSGH PGTAIATSED IDSLIGALON SLSTVEDAAL
1121 LATELWNAAD FTAHAEVLCE ELIRDIAHPV EPVQQAAAHA
1201 VEQPIDTWGP REGVALSLAQ IAPLLTADTV HRLIQFFVLT
1281 DEAPKIGSFD SIKQSVVILM GSLARHLDEN DERIKPIVMR
1261 QLLEKSDEYGE REGAAYGLAG LIKGMGILAL KQLDIMSKLT
1447 LLILCFGDSSQ YVRTATDDTA EVVMSELSAH GVELVLESLL
1521 TIEVLSDSHTE VQEAGAEALK VIGSVIRNPE IQAIVEVLLE
1601 FLDRSTETRE MAAQIIGNMY SLTDQKDLTP ¥YLPTIIPGLE
J—
LTSETSSVDRE SGAAQGLSEV VEGLGVEELH EKLMFPFEIISTA
FATADENEYV RETATRAGQR IVTLYADSAT MLLLPELEEG
FGTEQSHYAI INALGAEREN RVLAGLYMGER SDVALMSDQA
LPEVEQAAAEK TFDGLHSTVG VEALDDILPA MLTQLNSFDPE
ILASVAGEAL TRFLHEILPA LLTALSSAQG TANELQELEY
CAFCREDTRAD YSQYVPQLLE GLIHLFTDED RDVLOMSWEA
CLPFEGITFPIL PIFREATILNG LPEAFREHAAQ GLGEVIRLSS
EVGVMLEQFL PQLOTTFLEA LNDSNERQVEL FAAYATSNLI
GDEMTDPMEE QVFATLSSML SHPEDVTENA VAGCFGALLR
SPITVYNPEE EDEVCAVILS YLAADRVQIV MNGVRACGYL
LARNIFPENM SAELLEGLLP MLVNGTEEEN GYVEANSELA
L3SQPEGKIEE LDDTLLT
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPTI| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1629|1634

total 1 peptides

tr| AOAOM9ABE9 | AOAOM9ABE9_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

INDKIVNGIC
LVILHGYNEM
SLLTKYLVAT
VGHILSGLSL
SVLQGAGNLS
AVRTAYIKLF
SERFLSTCGD
EFNKFLENVK
NYNLVPKDFL
LYDKSVLPVN
TELKAKIDNT
QPQCDLDQAW
TDLKDVRHPR
RGLTVIRQAF
LAESLASVPH
GLGDRNQEVR
LIAALSTPSQ
NAIQDKENYR
AALEEDSWRT
ALQDPSHKTA
TSLLDPVPEV

ERTDIAPHVK
LEDDNWRIRY
DQRQGVCIGL
AEAENTLDGL
CQAVVLSVTD
LTAVTKTLSS
AAALQPSVVH
IIHTRVDPLF
WLSPEQLATA
FQYLMNESLP
LIAVLRLRQG

KVVSLTLHRY
DNTEMNECLA
KRNDLVEQLK
DLSQYSQEIS
YNVASGSSVQ
FSTPATPYSG
DILYHLMLLC
IKSESDEKESK
RSYSNEVREM
DENDILNSMN
VSLVTCSIRG
EEENLDAAVE
LLPREQMFDL
PSQREDQDQL
LTPSVLDSLL
TEMLTAAVAA
QVQEAVANCL
HREGALFAFE
KTGSVELLGA
TCLQTLLDTQ
RSVSARALGA

DGYIMMFIYM
SSVQLLGDLL
SEIMASTNED
RQVMAIKSRYV
EVGVRTVMDQ
EQQIAHVODI
ITGPLIRILG
TELHTGIKTG
FNDHLLSNDV
ISQQILSPFV
EDEHQRCMAF

KDSASQSYVK
KLIEAQANLS
TNMIDIFIKV
KGLFANLHSK
KLAETACEHF
ITAPILAQAT
ERLITEFSDR
EESSMGEITG
LIQNYEPVEN
MKRESKVYSF
NQOELSLHLK
RTLNLIHAVT
LIELMETTTG
DRLTRRVWIA
QLYQEKLAMI
VDLHGSANIT
PHLTDSIKED
MLCTMLGRLF
MAYCAPKQLS
FVHFIDAPSL
MVRGMGESSF

PSAFTTEFTF
YRISGVSGEM
MVLTEVISLV
VLPYLVEQLA
LMEATRAEDL
RQAVRFAVSD
DEFNWSVEAA
DDPAIRETML
NVDWMLEHGR
RSMNNNSNDV
LDVGAEESLS

NLIVELLKKQ
AAATASADRK
TISCKKKPDL
EDLVRDEAVG
VKVLETEVHE
TRAMQQCAQP
LNEKALTGIH
RCLADGLFAI
YENALVKIVS
KEQQEELQLR
DLLPPILKNL
IKRKELFTAP
RVQSHAVATL
RFDVNDENKI
PPKLNDEGRV
SLLPVFEDEM
APKIVDNLMD
EPYIVHVLPH
SCLESIVPKL
ALIMPVVQRA
EDLLEWLMQT

YIGQIINFIL
STETASEDDN
PTVREALCDP
SFPVNTEALS
SERRSAATLL
LEGQELLPGF
VLETLAILLG
QALRGVLTFA
SAATFVVLEE
EQLLARVCIH
DVVSEVLREV
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1 MADVELTEAL EDLPNRIQTA SENERRVLLQ NVVSVLSNPG
51 PVPTIKHMTN VIVEQATWHE NVVPTINTSL TAYLALEWST
161 NEVYVLLAHQ WSSVENIDIV YLETLTELER GNGVIVLASL
247 VHNAVPLLEER ISHDEFESQL LPALQFAMIE NPEIIIESVG
321 RRLALQCSDT VALENLLSSV FAVFHGSEGK LTVATHEISV
401 LIHALEMMAL WSNEFANNVP KCVIDAFEEG MTAETSTAAV
481 VTEGLVASYL LLEFVLANQV ENDEQTVLWH ATIDEQIFFSE
561 IVTCATAPEY KIRKRCFPLI KEKVLTGLSTY DPAQELLMEY
64 GSFLFELPAM QOMTEDALIFS HHPAIYFAMF NLWFEIAENFE
721 PDIILPGIVF NITSKELDDPE ILEVTEDEYF TYLTPEGELY
201 LYEKRKEEGE IQEPKLTPKQD EEILEAQMTE ETAIRKRLTE
581 PLAAPAMSDL YIHLEEIVEI NNPVLSDLVA HVTLRQLQPQ
961 YIFPFIKETL LSYRDDNMIV QGLQIIQEHA KQRGSSSDFR
1041 Q5GSGQSGETA IATNEDIDSL IGALQNSLST IRDAATLRATI
1121 LWTAADLVMH ADKLADELIQ DIAHPVEPVQ QAAACALAQC
1201 IDTWGPRRGV ALATAQMAPL LSADTILELV QFFVSTGLGD
1281 KIGSFDSIEKEQ SVVILMGSLA RHLDKDDPRI KPIVMRLIAZ
1261 SDEYGEREGA AYGLAGITIKG MGILALEQLD IMTTLTNAIQ
1447 FGDSSQYVRT ATDDTAERVVM SELSAHGVEL VLPSLLAATE
1521 SDSHTEVQEA GAEALEVIGS VIRNPEIQAT VEVLLEALQD
1601 STETREMAAQ IIGNMYSLTD QEDLTPYLPT IIPGLEKTSLL
J—
TSSVDESGAA QGLSEVVEGL GVEELHELMF EIISTAERTD
DENEYVRETA LEAGQRIVNL YADSATMLLL FPELEESLFDD
QSHYATINAL GAERENEVLA GLYMGRESDVA LMVEQAATLHV
QGVCIGLSEI MTSTNEDMVI TFVISLVPETV REALCDFLFE
ENTLDGLERQV MATESEVVLP YLVPQLTTPF VNTEALSILA
VILSVTDEVG IRTIMDQLME ATRADDLSER RSAATLLCAF
VTETLASDQQ TAHVQDIERQA VEFAVSDLEG QELLPGFCLPE
LQPSVVHITG PLIRILGDREF NWSVEAAVLE TLAILLGEVG
TEVDPLFTDL HTGIETGDDP AIRETMLQAL RGVLTFPFAGDR
PDQLNIATNE DLLCNDTSVD WMLEHGRSAA LEVALEESET
LMNEGQPIFQ QILPPFFIRSM NNNNNDVEQL LAEVCIHLAR
VLRELEQGEEE YQRCMAFLDV GARESLSDVV SEVLEREVLSQ
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPTI| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1625|1630

total 1 peptides

tr|AOA0O67RTH7 |AOA067RTH7_ZOONE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

INEKIVNGIC
LIILHGYKSN
LTMYLVNTEK
HILSGLSLDL
LQGAGNLSYN
RTAYIKLFFS
KFLSTCGDDV
NEFLENVEIK
NLVPKKFLCT
DESVLPTNDE
LKFRIDIVVS
CDLNQAWEEE
DMEHPQLLPR
VVRQAFPSQK
LTEVLPLVPI
RNQAVRTEML
LSTPSQQVQE
DEENYRHREG
EDSWRTKTGS
PSHKTATCLQ
DPVPEVRSVS

IAPHVKDGYI
NWRIRYSSVQ
WKVVVTNTER
VRQARAKTED
SVAGEALTRF
CRDTRADYSQ
KGITPILPIF
VMLKQFLPQL
ITEPMKKQVE
TIYNSKEKDR
NIPPEKMSPE
PEGKIEELDD

KTISSTLHRY
SDMNSELPKL
SDLVIKLKTN
SQYSQDISKG
BASGSSVERL
TPVVSYSEVI
LYHLMLLCKR
SENDSENKED
FNHEIKKILV
NDILNSMNMR
LTMCSIRGNS
NLDTAVERTL
KHMFDLLIEL
EDSVQLSHLV
ILDELLQLYQ
TAAVAVVDLH
AVANCLPHLV
ALFAFEMLCT
VELLGAMAYC
TLLDTQFVHF
ARALGAMVRG

MMEIYMESAFE
LLGDLLYRIS
TLREILFPTLF
GLHSTVGVEA
LHEILPGLLT
YVPQLLRGLI
REAILNGLFE
QTTFLEALND
ATLSSMLGHF
VCVVILSYLS
LLESLLFMLV
TLLT

KDTASQSYVEK
IEAQANLSAA
TIDAFIELTI
LFANLYSKED
AETACEHFIEK
TPFLLIQAISR
LIIEFGDELN
SSSCEITGRC
QNYEFVASYE
RESEVYSFEE
QELSIYLEKDF
NLLHTTTIEH
MEITSGRVQS
REIWIAEKFDI
EELTMIFPEL
GFANITSLLP
PSIEEDAPEI
MLGRLFEPYI
APEKQLSSCLF
IDAPSLALIM
MGESSFEDLL

TTEFTPYIGQ
GVSGKMSTET
TLLLGCLAST
LDDILPAMLT
ALSSAQGTEN
HLFTDNDEDV
AKEQAAQGLG
SNRQVRLKAA
EDVTRNAVAG
ADRIQIIMNG
NGTKEKNGYV

NLIEQLLKKQ
ALASMDKKLT
SCKKKPDLYV
LVRDEAVGAC
VLETEVHEKT
AMQQSAQPVA
ERTLNGVHRA
IADGLFAICS
NALTKVISII
QQEELQLRRE
LPLILENLGS
KEKLFTAPTEC
HAVATLLDVA
CDENKILANE
NDFGRVVEQP
VFENFMDKAP
VDKLMDQLLE
VHVLPHLLLC
SIVPKLIEVL
PVVQRAFLDR
PWLMQTLTSE

IINPILKALA
ASEDDNEGTE
SLOSDQADQR
QLNSPDSAEA
EVQELEYCQT
LOMSWEALTA
EVIKLTNASA
YAISNLIVIH
CFGALIRWLS
IRACGYLFQY
KANSELALIA
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1 ITEGIIRGIC EVLQLALPRY RDSTSQFYIR NMIIALVELH
51 LLIEHGLSNC SDSAKAEFQR LVDTQGTLLS VVLAVGNENK
161 YLIRYLTETK RVDLINKYKV TLLEMFIEVA ISCETKPAVY
247 GHVIEGLFLD MSQYAQDVGE SLATNLHSEE DLAREESVSA
321 VLQGAGSLSC NAVTTGYSSQ RLATVAAHHF IKVLDVEVHE
401 AVRTAYIECM SACLHGNTLA QGIELIPLLL KTVEKAVAQP
481 NEQLFVSEKF LTLASDEALY HVMQLCERLL LDHAHRLNGK
561 RSLLEKEFTRF LETAKIQSGE SVEENKDGPD TGSGGGGEIT
64 ASPNLWLELL EYLELDFYEF IERLSEENIEE IFIEEYSASF
721 EYFTFLTPEG ELYDKSVLSG KDSENELNVE NVERESEVYS
201 LQRESAIRAR LTELNERLEN VVSMIKAAAN DSGEELSLYF
581 GDLIAHVTLR LQAPCCDLDA RWEDEDLSVA VTRTITALHK
961 ADDSLVISGL QIISEHVQMR GSADNTQEKD CYHPDLLPRE
1041 ASVDEIDSLL AALQNPSAVV RDAALRGLIA MVGAFPTLEE
1121 VISELLLTIV RTLPVVSTWT PLQMQVGVVS SCLIDHVLEQ
1201 AQIAPLLTPK SVSHLITFFV SVGLGDRSPE VRENMLAAAT
1281 LMGSLARHLE RDDREVEPIV GELIDALSTP SQQVQEAVAN
1261 AGLVEGMGIL ALEKQLDIMNT LTTAIQNEEN FRHREGALFA
1447 TAERVVMSELS AHGVELVLFES LLAALEEDSW RTETGSVELL
1521 LELIGSVIRN PEIQAIVEVL LEALQDPSNK TATCLQTLLD
1601 MYSLTDQEDL TPYLPTIIPG LETSLLDPVP EVRSVSARAL
I—
EVVGGLGVEE LHRLMFEIIS TAERTDIAFH VEDGYIMMEI
QRIVNLYADT ATMLLLPELE RGLFDDNWRI RYSSVQLLGD
ENEVLAGLYM GRSDVALMVE QAATHVWEVV VINTPRTLRE
FEIIPILEEG LESDQFDQRQ GVCIGLSEIM ASTSEDMVLT
DDILPAMINH LIDPHPEVAE SALEGLEQVM ATIESEVVLEY
ATSMAQGTPH EAQELEYCQA VVLSVTDEVG IRTIMDQLME
HLFTDSNPDV LOMAWEALSA VTEVQNVEVT LDSSQQTTHV
LNGLPEIEEQ AAQGLGEVIE LTSAQATQPS VVHITGPLIR
LEALNDSNERQ VREIFAATALS HLIVIHTEAD FLFTELHTGI
LGHFEDVTRA AAAGCLGSLC REWLSSEQLHA TLTDHLLYDD
AYLTGDEVPI AMNGVEGCGY LFQHLMLTGQ PLPQQLLTPF
PMILVNGTEEE NSYVEACSEF ALVSVLELERQ GDETQQRCMN
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPTI| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1611|1616

total 1 peptides

tr|T1HJQ7|T1HIQ7_RHOPR

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

GDWTMKHLTS
SAKAYRTLSA
AIRASDSLLK
CRCLALQCSD
KTLIEALEML
AQVPLVTEAL
ANPLHKGIIF
AKVAVNCIIT
CMENSLQTVV
YKEQLEELQL
QDLLPHILKD
ATVRPRRTTS
QMFELLIEMI
DYNQALRLIR
LLVIYHEKLA
AAVDLHGKET
CLPPLVPAIK
FEMLCNMLGR
GAMAYCAPKQ
TQFVHFIDAP
GAMVRGMGES

YMPVVETTEF
LLYRISGVSG
ILPTLESLLL
FVNSLVPTVR
LVPQLIAPFR
STRSDEVELR
GDIRPAVRFA
ILGDRFEWNV
RTADDPAETM
LEFLDWTVRHG
VESMNHSSNE
LLDIGARESL

TLNDIAAAHK
MWRSVEKGSEE
HVSHEEFKRQ
AGALEGLLQH
SLWCNKENNE
YAACLLLKMA
CLTAPSSSLR
FCSGSNLVEE
RLNPDVVLPL
RRELEEKRRK
LOSPLAAPYL
ADAPRTYLTA
SCTGGRIQQQ
RIWVAQFDVC
ILPPKLDSEG
VNSLLPVFEE
DDAPHLVQKL
LFEPYIVHVL
LSSCLPSIVP
SLALIMPVVQ
SFEDLLPWLM

TEYIGQIINF
KMSTETADED
GCLASTSYDK
RALCDPLPEV
VNTEALSILA
RSAVTLLCAF
VSDLEGQDLL
KAAVLETLAL
LQAMRGVISP
RSSALSVALK
VEQLLATVCS
SDVISEVLEE

NLVSTKHTSQ
LYGNALTSSE
LLPAMQKAML
LFDVFHGSEG
VPKDVMDWLK
AADIGADKKL
LRCREVVEKL
DAQLLALDSL
LVTEVIRQLS
QGKLKEPQLT
SALYIDLRKC
PAFCYVFPLI
AGSALLDVAA
EENRVLAVVE
RVVEQPVDMW
FLDEAPDSGS
LHQLLESENY
PHLLLCFGDG
KLIEVLSDSH
RAFMDRSTET
QTLTSETSSV

ILEKALADENE
DNFGTEQSHH
RQVAARTLGD
RQAAAKTFDS
SVAGEALTEY
CERHTHADYSQ
PGFCLPEGIT
LLAEVGVMLE
AGDEMTEPLR
EASPQIYTDD
MLAKTVEPQH
VANQFEGEDE

SGLYALGWSC
PSTHIVVEGS
RNPEIILESV
KLTVATHEMS
KGPGLETSTA
DNLWSVVLDM
VSVLEGTQLA
ISCHHPAIVA
DPSILLVTKD
PEQKETLRLQ
VSFTSRHKYL
RFALLSAFAK
SGCGAAGCAR
DCHILSETRY
EPRSGVALAL
FDAIRQSVVI
GERKGAAYGL
SQYVRDATDD
VKVQRAGAQA
REKMAAQIIGN
DRSGRAQGLS

YVRDTALKAG
ATIDALGGGR
LVRKLGERVL
LHSTVGVRAL
LHKILPALLA
YVPQLLRGLI
PILPIFREAT
QFLPQLQTTF
KAVYVTLTGM
YKDKICRVLL
MAPELLRLLI
DIDDTLLT
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1 ICHVELSKVL EDLPLEVQTA SLAERKLIFE NVKSIIANPG
51 PEWTLKHLSP ILNEVAAVYA SITATYSTAQ SCLHALSWSN
161 LVENIFAFFN TMWESNEDFL IPLYVKGTCK LPDCTHSIVEFE
24 IAVACEPVLL LASHDDFSNV LLPALQFAMI ENPELILYVL
321 IEKSLSIQCSD PDAVGALTDH LFQLFNGSQG KITVSSHEIT
401 TLIYCLEMMS LWCSKFTLSI PPEVISWFER GISLKTSTSL
481 QVAIVMEGLS AACLLLEMAT LDSVDSKLAP LYNIILDMDK
561 PLYRTLVICL TTRTVEAKCK PILHRMFSSL QGTQIATALL
64 MCSGTNLSEE DEELLAFHST LSCHHFLIET AQSELWLEII
721 ELNPNAVIPP VLDYVITLLS DPELLNVSAQ DYAIFKSPPG
201 KNMERESKLA QPELTPEKQKE IIRIQLEKEA AVRERLTEAE
581 CAGLLSELYL YFREKPAFISV PVSNVTVERV ANTTLRLLEKP
961 PLIQCITEIV PSTSPLLTTC IQLLSKQCRL RASNIQPDLH
104 SGETGCSVAT PDEIGCLLTA LQHSSHHVED AATLRALYATV
1121 TIANLDSHIPG LSEGLLVDIV HPVVEIQQAA ANALAALLQQ
1201 TWEPRSGVAL ALQQLAPLLT PNAVSDLAKF YVDKGLGDRS
1281 SSYDAVEQSV VILMGSLARH LDEDDEEVEP IVAKLIDALS
1261 SYGQREGAAY GLAGIVEGMG ILVLEQLDIM TTLTTAIQDE
144 DGNQYVERDAT DDCAEVVMSE LSAHGVELVL FSLLAALEED
1521 SHVEVQTAGT EALEQIGSVI RNPEIQAIVP VLLEALQDPS
1601 ETREMAAQIT GNMYSLTDQK DLTPYLPTII PGLKTSLLDP
I—
SVDESGAAQG LSEVVGGLGV EFELHELMFEI ITTAERSDIA
NEYVEDTALE AGQRIVNLYA DSAITLLLPE LEEGLEFDDNW
HEATIIGALGA ERENEVLAGL YMGRSDVALM VEQAATHVWE
GDLVEELGER VLPEIIPILE QGLESDQFDQ RQGVCIGLSE
DSTHSTVGVE ALDDILPPFML QQLNDPESEV AEWTLDGLEQ
YLHEILPALL TALASSEGST QEIEYCQAVV LSVTDEAGIR
SQLLEGLITN FTDHDEVVLY MSWDALSAVT ESLDPSQQIQ
ESTLNGSPEI EEARAQGLGE VISLTTAQSL QPSVIHITGP
TTFLEALNDG NELVELEAAT ALSYLITIHT RPDPLFSELH
SLLSMLSHSE DATESGAAGC VGALTEWLSFE EQLAITLNDN
HEVILSFIAA DRIPIVMNGV RGCAYLFDYL FSNSETLPQP
ATPMLVNGTE EENGYVEANS ELSLVAVLEL RHGDEELQWC
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPTI| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1623|1628

total 1 peptides

tr|AOA151WN86|A0OA151WN86_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

ENENIVRGTC
LLIVNSLNKC
GAFFVKFLHE
GRLLANVSLD
ILOAIGNLSY
VRAAYIGVLS
QVFISEKFLL
DEFTNLLISN
KYFKLHPSKF
ELFDKSVLAS
NELIKAHHII
KCELDPAWED
NPQLLPRKQI
QVFPKPKENA
SKKQDTDVVL
DTVRENNMLAA
TPSQQVQEAV
ENYRHREGAL
SWRTKTGSVE
NETAMCLQTL
VPEVRSVSAR

PHVEDGY IMM
RIRYSSVQLL
VVVTNTPRTL
MMTSTSEDMV
VMAIESEVVL
AIVDQLVEVG
YVGDIRQAIK
LIRILGDRFEP
NSVESAEEFA
LLVDDVTVEW
LLSPFVERSMN
MSLLDPGAAE

KVLOMTLPRY
EGNSSEEDFL
NKLNEYIEEV
LSKYSENLGK
NAVTGNSIQQ
VCCQSATASQ
QASCDALCQV
KFQCTGKDNK
ISHYNEKFIN
VSMLIYSFYL
VSVCNGSPLQ
QDIGKAMTWA
MLLCIDLISS
ELAFQIVKRV
RMLLDIYNDK
ALAAVDLHGK
ANCLPALVES
FAFEMLCSVL
LLGAMAFCAP
LDTQFVHFID
ALGAMVRGMG

FIYMEVVETN
GDLLYRISGV
REILPTLESL
LTEVNSLVET
PYLIPQLTVT
KCDNVETREA
FAASDLESGN
PSVEAAVLHT
VEETMMQALR
TLRHGRSAAL
HESNEVEQLL
ALSDVITEVL

RDSDSQRYVV
KVVNAQSVLF
KAMEMLVEVV
TIAGSLCSND
LTONVAEQFI
TTOYIPLLVK
VSLCEKILME
ENSDTQTELK
LLVNDETPHL
IYFLIKVVLE
LALQFPTLIP
VTELEKEGKM
TAGRIQQQAS
WVARWDVVVE
YNMVEARVDS
ECVNSLLSIF
IKDEAPALVQ
GRLFEPYIVH
KQLSSCLPSI
APSLALIMPV
EASFEDLLEW

EFTPYIGEII
SGEMSTETAN
LLGCLASTSH
VEEALCDPLF
PINTEALSIL
AATLLCSFCT
TLLPGLCLFPK
LATLLAEVGM
GVVSAAGEEM
FVALKEAPEEK
ARACSYLGER
REVAIQPEGK

SIISSLTTIH
SSILASGNGK
ISSETRIPVY
DDCRAQAADA
KEILEVEVHEE
CVEFAARAQPT
HVAQLMGNFE
PRHLVDAITV
SYEEKSLSTIS
ESQDETTMNTI
LIVEGLNSFL
ITAPALSYVL
SCLLDVASAS
NEEIAHELWE
LGRIVEEPID
EPVLDEGPDC
ELLNQLLSSE
VLPHLLLCEG
VPELIEVLSD
VQRAFMDRST
LMETLTSETS

IPILKALADE
EDDNFGTEQS
DKRQVAAKTL
EVRQARAKTF
ASVAGEALTK
HSRADYSQHV
GITPILPIFR
MLKQFLPQLQ
SESVLKPIHL
VYVPEYKDKI
EISSPEFLKS
AEELDDTLLT
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1 LAKALKDLPN RVQTASKEER REILQNVASYV LSNPGINDKI
51 EKHMTTVISEQ AAWHENVVAT LNTALTAYIA LEWSNSLIFH
161 TLLAHEWEAI TDIETYVEHL IKLELGNGVI ILASLLTEYL
247 PLLRELTHEE FETQLLPALQ KAMLRNPEII IESVGHILNG
321 QCSDTTAVEM LLSSVFAVFH GSEGELTVAT HEISVLQGAG
401 EMMALWSEEKF SSNVPEIVVD AFKEKGMAAKT STAAVRTAYI
481 VASYLLLEFV LADQVENDEQ SVLWNAIDEQ IFFSEKFLST
561 TAPNSATREQR CSPLVEEKIMT GLSTYAPAQA LLTEFNEFLE
64 EAHTYQMTRD ALLPSHHFAL LEAVPNLWFE IVENYNLVFEE
721 PALVSNVTSK LDDPEILRVT KDEYFTYLTP EGELYDESVL
201 KREGEKIEKEPE LTPEQEETIK AQIAKENGIR KRLTELEAKI
581 EMSELYVSLR QTVTIDNSAI LGDLIAHVTL RQLQPQCDLD
961l FIRKTLTSYK DEGMIVQGLQ LIQEHAKQRG STTDLEDLRH
1041 GQPGTAIATS EDIDSLIGAL QNSLSTVRDA ALRGLTVIRQ
1121 ADFTAQAEVL CEELIQDIAH PVEPVQQAAR HALAKSLANV
1201 GPRRGVALAL AQIAPLLTAD TVHRLIQFFV LTGLGDENQS
1281 FDSIKQSVVI LMGSLARHLD KNDPRIKEPIV MRLIVALSTP
1261 GEREKGAAYGL AGLIKGMGIL ALEQLDIMSK LTHATIQDEEN
1447 SQYVETATDD TARVVMSELS AHGVELVLFES LLAALEEDSW
1521 TEVQEAGAEA LEVIGSVIRN PEIQAIVEPVL LEALQDPSHE
1601 REMAARQIIGN MYSLTDQEDL TPYLPTIIPG LETSLLDPVP
J—
DESGAAQGLS EVVEGLGVEE LHELMPEIIS TAERTDIAFH
YVERETALRAG QRIVTLYADS AIMLLLFELE EGLFDDNWRI
ATINALGAER ENEVLAGLYM GESDVALMVE QAALHVWEVV
LVEELGEREVL PEIIFILEEG LLSDQADQEQ GVCIGLSEIM
LHSTVGVEAL DDILPAMITQ LNSPDPAEAE NTLDGLEQVM
HRILPALLTA LSSAQGTANE LQELEYCQAV VLSVTDEVGV
2161 VPQLLRGLIH LFTDEDRDVL QMSWEALTAV TETLSSDQQT
224 EATLNGLPEA EEHAAQGLGE VIRLSSAAAT QPSVVHITGP
TTFLEALNDS NRQVELEAAY ALSNLIVIHT RVDPLFTELH
TLSSMLGHSE DITENAVAGC FGALLEWLTS EQLVVAFNDH
CSVILSYLAA DEVQIVMNGV BRACGYLFQYL MNESQFIPQQ
LESLLFMLVN GTEEENGYVE ANSELATLIAV LRLEQGEEEH
LLT
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPT.I| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1621 (1626

total 1 peptides

tr| AOAOSSABA5 | AOAOSSABAS5_APIME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

VNGICKVVSL
GYHEHLTQMD
VATKRNDLVE
LSLDLSQYSQ
NLSYNVASGS
ELFFSTPASS
CSDDILYHLM
NVEIRSESDK
DFLRTYSNEV
PVNDENDILS
DNTVSLVACS
QSWEEENLDV
PRLLPREKQMF
AFPSQKEDQD
PHLTPTVLDN
VRTEMLTAAV
SQQVQEAVAN
YRHREGALFA
RTKTGSVELL
TATCLQTLLD
EVRSVSARAL

VEDGYIMMFI
RYSSVQLLGD
VTNTPRTLRE
ASTNEDMVLT
AIKSRVVLPY
RTVMDQLMEA
AHVQDIRQAV
LIRILGDREN
TGIKTGDDPA
LLCNDVNADW
ILSPFVRSMN
QRCMAFLDAG

TLHRYKDSAS
ESLAKLIEAQ
HLKTNMIDVF
EISKGLFANL
SVQELAETAC
YSGVIAPILA
LLCECLITEF
ENKEDTSMGE
REMLIQNYKP
SMNMERESKV
IRGNQQELSL
AVKRTLNLIH
DLLIELMETT
QLNRLTRRVW
LLQLYQEKLA
AAVDLHGSAN
CLPHLTDAIK
FEMLCTMLGR
GAMAYCAPKQ
TQFVHFIDAP
GAMVRGMGES

YMPSAFTTEF
LLYRISGVSG
ILPTLETLLL
FEVISLVPTVR
LVPQLASPEV
TRAEDLSKRR
REAVSDLEGQ
WSVEAAVLET
IRETMLQALR
VLRHGRSAAL
NNSNDVEQLL
ARESLSDVVS

QSYVRNLIVE
ANLSAAATAS
IKVTISCKKK
HSKEDLVRDE
EHFVKVLETE
QAITRATQQC
SDKLNERALT
ITGRCLADGL
MPNYENALIK
YSFKEQQEEL
YLKDLLEPTIL
AVTIKKKELF
TSRVQSHAVA
VAQEDVNDEN
MIPPKLNDEG
ITSLLEVFEN
EDAPKIVDNL
LFEPYIVHVL
LSSCLPSIVE
SLALIMPVVQ
SFEDLLPWLM

TEFYIGQIINF
KMSTETASED
GCLASTSYDK
KALCDPLPEV
NTEALSILAS
SAATLLCAFC
ELLPGECLFPK
LATLLGEVGV
GVLTPAGDEM
FVALEKESPGT
ARVCIHLAREN
EVLREVLSQP

LIKQQPDATV
ADKKLANKEVY
PDLYIVDAAV
AVEACRKLAT
VHEKTLIHAL
AQPTAVTEGL
GIHRAIVSCA
FAICSGSFLF
IVSLAPDAFL
QLRRELYEER
KNLGSPLAAP
TAPAFCYVFP
TLLDVAQSGS
KILANELWNA
RVIEQPIDTW
FMDKAPKIGS
MDQLLKSDKY
PHLLLCFGDS
KLIEVLSDSH
RAFLDRSTET
QTLTSETSSV

ILKALADENE
DNFGTEQSHY
RQVAARTLGD
RQAAARTFEDG
VAGEALTRFL
RDTRADYSQY
GITPILPIFR
MLKQFLPQLQ
TDPMKRQVEA
VYNPKEKDRV
IPPENMSPEL
EGKIEELDDT
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1 MADVELTEAL EDLPNEVQTA SENERREILQ NVVNVLSNPG
51 PEPSIKHMIN IVIEQAAWHK NVVPTLNTAL TAYLALEWST
161 EEVYVLLAHE WSSVEDIDIE YLETLTELEV ENGVIVLASL
24 VHNAVFLLER ISHDEFESQL LPALQFAMLR NPEIIIESVG
321 RRLALQCSDT IALENLLSSV FAVFHGSEGK LTVATHEISV
401 LIHALEMMAL WTNEFANNVP KCVIDAFEEG MTAETSTAIV
481 VTEGLIAAYL LLEFVLVNQV ENDEQIILWN AIDEQIFFSE
561 IVACATAPEY KIRKRCFPLI KKILTGLSTY GPAQELLMEY
64 SFLFESPFAMQ MTRDALIFSH HPFATIYFAMPFN LWEFEIVENFN
721 DIILPVIVSN ITSKELDDVEI LEVTEDEYFI YLTPEGELYD
201 YEKREKEGEI KEPKLTPEQE EILKTQMAKE STIRKRLTEL
581 LAAPAMSDLY IRLEKEIIKIN NPVLSDVVAH VILRQLQPQC
961 IFPFIEKTLL SYEDDNMIVQ GLQIIQEHAK QRGNSSDFRD
104 SGSGQPGTALI ATNEDINSLI GALQNSLSTI RDAALRALTV
1121 WNAADLVMDA EELSDELIQD TAHPVEPIQQ AAACALAQCL
1201 DTWGPRREGVA LALAQLAPLL SADTVLELVQ FFVSIGLGDR
1281 IGSFDSIKEQS VVILMGSLAR HLDEDDSRIK PIVMRLIAAT
1261 DEYGEREGARA YGLAGIIEGM GILALKQLDI MTTLTNAIQD
144 GDSSQYVRTA TDDTARVVMS ELSAHGVELV LESLLAALEE
1521 DSHTEVQEAG AEATEVIGSV IERNPEIQAIV PVLLEALQDP
1601 TETREMAAQI IGNMYSLTDQ KDLTPYLPTI IPGLEKTSLLD
I —
SSVDESGAAQ GLSEVVEGLG VEELHEIMFE IISTAERTDI
ENEYVRETAL RAGQRIVNLY ADSAIMILLLF ELEESLFDDN
SHFATINALG AERENEVLAG LYMGESDVAL MVEQAALHVW
LGDLVEELGE EVLPEIIFIL EEGLQSDQAD QRQGVCIGLS
FDGLHSTVGY RALDDILFAM LTQLNSFDPA EAENTLDGLE
RFLHEILPAL LTALSSAQGS PNEVQELEYC QAVILSVTDE
SQYVPQLLRG LIHLFTDDDE DVLOMSWEAL TAVTETLASD
224 IFREATLNGL PEAEREQAAQG LGEVIELTSA SALQPSVVHI
23221 QLQTTFLRAL NDSNRQVRLK AAYALSNLIV IHTRVDELET
2401 VFATLSSMLG HSEDITENAV AGCFGALIRW LTPDQLNVAF
1 DRVCSVILSY LSADRVQIVM NGVERACGYLF QYLMNEGQST
1 PELLESLLPM LVNGTKEENG YVEANSELAL IAVLRLEQGE
1 DDTLLT
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPT.I| Y 23.29 (690.3588|10.0(691.3730|1|16.19| 637 1 1624 (1629

total 1 peptides

tr|AOA224X4L0|A0A224X4L0_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

INEKIVHGIC
LIVLHGYKSN
LTEYLVTAKK
YILSGLSLDL
LQGAGNLSYN
RTAYIKLFFS
KFLTTCADDI
NEFLERVEIK
LIPKHFLCSF
ESVLPTNDEN
KLKIDNVVSL
DLNHAWEEEN
MEHPQLLPRK
VRQAFPSQKE
TEVPHLVPII
NQAVRTEMLT
STPSQQVQEA
EENYRHREGA
DSWRTKTGSV
SHRTATCLQT
PVPEVRSVSA

APHVKDGYIM
WRIRYSSVQL
KVVVTNTPRT
EIMTSTNKDM
QVMAIKSRVV
VGIRTVMDQL
QQIAHVQDIR
TGPLIRILGD
ELHAGIKTGD
NENLLCNDST
PQOILSPEVR
EEHQRCMAFL

KTISLTLHRY
LNINSELPKL
NELVAKLKTN
SQYSQDISKG
BASGSSVERL
APVASYSEAI
LYHLMLLCER
SENDENKEES
NHEIKKILIQ
DILNSMNMKR
TICSMHGNGQ
LDSAVERTLN
HMFDLLIELM
DPDQLSYLIK
LDEKLLOMYQD
AAVAVVDLHG
VANCLPHLVP
LFAFEMLCTM
ELLGAMAYCA
LLDTQFVHFI
RALGAMVRGM

MEFIYMPSAFT
LGDLLYRISG
LEREILPTLET
VITEVISLVFE
LEYLVPQLTT
MEATRADDPS
QAVRFAVSDL
RENWSVEAAV
DFAIRETMLQ
VDWMLRHGES
SMNNNSNDIEK
DAGAFESLSD

KDTASQSYVEK
IEAQANLSAA
TIDPFIELTI
LFANLHSKED
AETACEHFIEK
TFLLLQSLTR
LITEFGDRLN
FNYETTGRCL
NYKFIASYEN
ESEVYSFEEQ
ELSEYLEDLL
LLHTTAIEQK
EITNGRVQTH
RIWIARFDVC
ELAMIPPELN
KANITSLLFEV
SIKDDAPSIV
LGRLFEPYIV
PEQLSSCLFES
DAPSLALIMP
GESSFEDLLP

TEFTFYIGQI
VSGEMSTETA
LLLGCLASTS
TVREALCDPL
PPVNTEALSI
RERSAATLLC
KEGQELLFPGEC
LETLAILLGK
ALRGVLTPAG
AATFVALEES
QLLAKVCIHL
VVSEVLEEVL

NLIEELLKKQ
ALASMDKKLT
SCKEKKPDLYV
LVRDEAVGAC
VLETEVHEKT
ATQQSAQPARA
EKTLNGVHRA
ADGLLAICSG
ALTNVISIIP
QEELQLRREL
PPILKNLGSP
KLFTAPTECY
AVATLLDVAQ
DENKILANEL
DFGRIVEQPI
FEEFMDKAPK
DKLMDQLLKS
HVLPHLLLCF
IVPKLIEVLS
VVQRAFLDRS
WLMQTLTSET

INPILEALAD
SEDDNEGTEQ
NDERQVAART
PEVREQAAAET
LASVAGEALT
AFCRDTEADY
LPEGITFILF
VGVMLEQFLP
DEMTEPMKEQ
PTTVYNNEEK
ARNISPEKMS
SQPEGKIEEL
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1 MTSTDDLSEV LKDLPLRVQT ASLSERELIF ENVESIVANP
51 HPEWTFKHLS PILNEVAAVY VSITATEKSTA QSCLHALSWS
161 EKESEKGQHML STMWESNEDF LIPLYVEGVC KLPECTHSIV
24 PTYIAVACRP VLLLASHDDF SNVLLPALQEK AMLENPELIL
321 ADATKSLSIQ CSDPDAVGAL ADYLFQLFNG SQGEITVSSH
401 HEETLIYCLE MMSIWCTEFT LSIPPKVISW FDEGISLETS
481 QPTQVAIVME GLSAACLLLE MATLDSVDSK LAPLYNIILD
561 NPEPLYRTLV ICLTTRTVEA KCKPILHEMF SSLQGTQIAT
64 ITVMCSGTNL SEEDEELLAF HSILACHHFL IESAQSELWL
721 TITELNPNAV IPPVLDYVIT LLSDPELLNV SAQDYATIFKS
201 ALRKELEEEEK RKEGKLAQPE LTPKQKEIIR IQLEKEAAVR
581 KGLNSPLCAG LLSKLYLYFR KPAFICVPVS NITVDRVANT
961 PALSYILPMI QCITHIVPPT SPLLTNSIQL LSEQCRLREAS
104 LDVASASSGG TGCSVATPEE IGCLLTALQH SSHHVRDAAL
1121 TIAHKLWEIAN LDSHIPGLSE GLLVDIVHPV VEIQQAAAYA
1201 IVEKPIDTWE PRSGVALALQ QLAPLLTPNS VSDLAKFYVD
1281 LDEGPDCSSY DAVRQSVVIL MGSLARHLDK DDEEVEPIVA
1261 NQLLSSESYG QREGAAYGLA GIVEGMGILV LEQLDIMTTL
144 HLLLCEFGDGN QYVEDATDDC ARKVVMSELSA HGVELVLESL
1521 LIEVLSDSHV EVQTAGTEAL KQIGSVIENP EIQAIVEVLL
1601 AFMDRSTETR EMAAQIIGNM YSLTDQEDLT PYLPTIIPGL
J—

TLTSETSSVD ESGRAAQGLSE VVGGLGVEEL HELMPEIIST
LEALADENEY VEDTALEAGD RIVNLYADSA ITLLLFELEE
NFGTEQSHEA IIGALGAEERR NEVLAGLYMG RSDVALMVEQ
QVARFRTLGDL VEELGEEVLP EIIFILEQGL ESDQPDQEQG
QAARETFDSL HSTVGVEALD DILPPMLNQL NDPESEVAEW
AGEALTKYLH KILPALLTAL ASSEGSSQEI EYCQAVVLSV
ADYSQHVSQL LEGLITNEFTD HDEVVLOMSW DALSAVTESL
224 PILPIFRESI LNGSPFEIEEA AAQGLGEVIS LTTAQSLQFPS
23221 QFLPQLQTTF LEALNDGNRL VRELEAATALS YLITIHTRPD
2401 VLEPIHLSLL SMLSHSEDAT RTGAAGCVGA LTRWLSPEQL
1 PEYEEEIHEV ILSFIRADRI PIVMNGVEGC GYLFDHLFSN
1 SPEFLESAIP MLVNGTKEEN GYVEANSELS LVAVLRLEHG

1 LDDTLLT

Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM

L.TPYLPT.I| Y 23.29 (690.3588(10.0|691.3730|1|16.19| 637 1 1630 (1635

total 1 peptides

tr|R4WJK2|R4WIK2_RIPPE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

GENENIVRGT
SLLIVNSLNK
FGSFFVKFLH
YVLGKLLANV
KITILOAIGN
TSLVRAAYIG
MDKQVFISEK
ALLDEFTNLL
KIIKYFKLHP
PPGELFDKSV
ERLTRAETKL
TLRLLKPKCE
NIQPDLHSPQ
RALYALVQVF
LAALLQQSKK
KGLGDRSDTV
KLIDALSTPS
TTAIQDKENY
LAALEKDSWR
EALQDPSNKT
KTSLLDEVPE

AERSDIAPHV
GLFDDNWRIR
AALHVWKVVV
VCIGLSEMMT
TLDGLRQVMA
TDEAGIRAIV
DPSQQIQYVG
VIHITGPLIR
PLFSELHNSV
ALTLNDNLLV
SETLPQPLLS
DDKLOWCMSL

CKVLQLTLPR
CEGNNTEEDF
ENKLNEHINE
SLDLSKYSFN
LSYNAVTGNS
VLSVCCQSAT
FLLQASCDAL
ISNKFQCTGK
SKFIAHYNEK
LANQDETTMN
IRAYHIIVSV
LDPAWEDQDI
LLPREKQIMLL
PRSKENADLA
QDIDVVLRML
RNNMLARALA
QOVQEAVANC
RHREGALFAF
TKTGSVELLG
AMCLQTLLDT
VRSVSARALG

EDGYIMMFEIY
¥YSSVQLLGDL
TNTPRTLREI
STSRDMVLTE
IESRVVLPYL
DQLVEVGKCD
DIRQATIRFAA
ILGDRFFPPSV
KSAEEPAVRE
DDVIVEWTLR
PFVRSMNHFPS
LDPGAAEALS

YRDSDSQRYV
QRIVNAQSVL
VKIKLMEMIV
LGKTIAVSLC
IQQLTQNVAE
ASQTTQYIPL
COVVSLCEKI
DNKENSDSQM
FINLLVNDET
IKNMKRESKV
CTGSSLOLAL
GRAMTWAVTE
CIDLISSTAG
FQIVRRVWVA
LDIYNDKYNM
AVDLHGKECYV
LPALVPSIKD
EMLCSVLGRL
AMAFCAPKQL
QFVHFIDAPS
AMVRGMGEAS

MEVVETNEET
LYRISGVSGK
LPFTLESLLLG
VNSLVPTVREE
IPQLTVTPIN
NVETREAAAT
SDLESGDTLL
FAAVLHTLAT
TMMQALRGVV
HGRSAALFEVA
NEVEQLLARA
DVITEVLREV

LSIISSLSSV
FSTILASGNG
KVVISSKTRI
SNDDDCRAQA
QFIKILEVEV
LVKCVEKAAA
LMEHVAQLLG
ELKPRHLVDA
PHLSYERSLS
YSYKEQQEEI
QFPSLVPLVV
MEKEGEMITA
RIQQQASSCL
RWDVVVENRE
VPARVDSLGR
NSLLSIFEPV
EAPTLVQKLL
FEPYIVHVLP
SSCLPSIVEK
LALIMPVVQR
FEDLLEWLMEK

PYIGEIIIFI
MSTETANEDD
CLASTSHDER
ALCDFLFEVR
TFALSILASV
LLCSFCTHSR
PGLCLPEGIT
LLARVGMMLE
SAAGEEMSEP
LEEAFEEVYV
CSYLGREEIS
ATIQPEGKAEE
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1 MASNEELTEV LKDLPLKIQT SRKSERELLF EKLRESAISNS
51 HPNWTIKYLT PILAETANYN TSIIATESTA QGSLQALSWS
161 KISEANQMLT SLWNSNDLIL SLYEKGVLCL PDSTHSIVFEG
24 VVQACRPVLL LASHVDFSDT LLPSLQEAML RNPELALHVV
321 CEFLSLQCSD PEAIWSLLEH LFQVFNGSQG KITVADHEIS
401 TLVHCLEMMS LWCSKFVTEV PTTVLSWLEK GFALKTSTCP
481 QVPEVVTEGLS AACLLLEMST YTVVDSKLSF LYNIILDMEK
561 RGPVHRALVT CIANHHVETE CEPALLEMFS SLQGTQIAAM
64 LICSGTNLSE EDENTLAFHA LLPCHHFLIL SSQGNVWLNI
721 AEINSTLILP PLLNTVNEVFE SDATLLNVSP MEYAIFESPE
201 LERKELEEEKER KEGEKLSQPEL TPEQEEAVEI QLEKERAIRE
581 GLSSALCADP LSDLFIALSQ PAFTGVSLQP VIVERVAYTA
961l VISYLLPSLE BALSSEPPND PIISTATHLL STRVRLEGSS
104 LDLAQASSGA EGCAVASSEE IDTLLTALQQ SSSHVRDAAL
1121 VADKVWANAN LSHDTKGLSE GLLDDVVHPV AEIQQAAASA
1201 RIVEKPIDTW EPRSGVALAL AQLAPLLTPD KVADLAKFYV
1281 VLDKEGPDCSS YDAVRQSVVI LMGSLARHLD KDDEKIKPIV
1261 LERLLSSESY GERKGAAYGL AGIVEGMGIL VLEQLNIMST
144 PHLLLCFGDG NSYVEDATDD CAEVVMSELS AHGVELVLES
1521 EKLIEVLSDSH VEVQEAGTEA LEQIGSVIRN PEIQSIVEVL
1601 RAFMDRSTET REMAAQIIGN MYSLTDQEDL TPYLPTIIPG
J—

ETLTSETSSV DESGARAQGLS EVVGGLGVEE LHELMFEIIS
ILEALADENE YVEDTALEAG QRIVNLYAES AITLLLPELE
DNFGTEQSHE ATIGALGAER ENEVLAGLYM GESDVSLMVE
ROQVAAETLGD LVEELGEEVL PEIIPILEQG LESDQFDQRQ
RQARAFTFDS LHSTVGVEAL DDILPPMLOQ LNNGDSGVSE
VAGEALTEYL NEILPALLTA LAASDGSPQE LEYCQAVVLS
BEADLSQHVAQ LLEGLILNFT DSDEVVLOMS WDALSAVTET
224 PILPIFRESI LNGSPFETEEA AAQGLGEVIA LTTAQSLQFPS
23221 QFLPQLQTTF LEATLNDGNRM VRELEAASALS YLITIHTRPD
2401 VVEQIHTSLL GLLGHAEDTT RTGAAGCLGA LTRSLTVDQL
1 DDFEEEVQER LLVFLTADRV PIAMNGVEGC GYLFEYLMSN
1 SPEFLEAVIP MLVNGTKEEN SYVEANSELS LVSVLRLENG

1 LDDTLLT

Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM

L.TPYLPT.I| Y 23.29 (690.3588(10.0|691.3730(1|16.19| 637 1 1631 (1636

total 1 peptides

tr|AOAO69DYIO|AOAO69DYIO_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

GEFSENIVRGL
SILVSSALNK
SFFIEYLCEK
GRILANLSLD
ILQGIGNFESY
VRTAYIGVMS
QVFISERFLS
LLDELHALLV
TEHLELDPFEK
GELFDESILQ
RLEKDEERLN
LELLHPECAI
NENPDLHSFEV
RALLAITQVE
LAALLQTGSS
EFGLGDENET
AFLIDALSTPF
LTNAIQDEKEN
LLAALEFEDSW
LEALQDFANEK
LETSLLDPVPE

SAERSDIAPH
KGLFDDNWRI
QAALHVWRVV
GVCIGLSEMM
WTLDGLRQVM
VNDEAGIRVI
LDSSQQISYV
VIHITGPLIR
PLFSELHNSV
TVTLNDHLLQ
NEPVEQPLLS
DEKLQSCIAV

CRVLOMTLPR
CSDENKQDFQ
KSAEILEYKT
LSQYAYTVGK
NAVTGSSIQP
ACCQSGTAGQ
QASCEALCQV
GNKFQSAKEN
FVKHYKDKFI
SKENETTMNI
KAVOLLSCII
SSAWAEQDLG
LLPRRQMMTL
PKPEQNAEQA
QTTVDVVLQL
VRHNMLTAAL
SQOVQEAVAN
YKHREGALFA
RTKTGSVELL
TATCLQTLLD
EVRSVSARAL

VEDGYIMMETI
RYSSVQLLGD
VINTFRTLRE
ASTSEDMVLT
ATESEVVLPY
VDELLDASEKS
GDIRQAIKFA
ILGDRFFPPSV
KSAEEPAVRE
DDLTSDWTLR
PEFVRSMNHQS
LDPGAAEALT

YCDSASQGYV
TILNAQSLLY
EILDLIVEVV
IISASLYSND
LARKNAVEHFI
ITQFIPILLE
MNLCEKILME
RDNQENHHEF
ELLIEDFQCH
ENMERESEVY
AGAPLELALN
KAMERWMIQEM
CIDIISSSGG
FELTEKRIWVA
LLNIYNDENN
AAVDLHGEDT
CLPALVFESIK
FEMLCSVLGR
GAMAYCAPEQ
TQEFVHEIDAP
GAMVRGMGEA

YMPVVETNEF
LLYRISGVSG
ILPTLESLLL
FVNSLVPTVR
LVPQLTATPI
DEPECREASA
ASDLEPGELL
FAAVLHTLAG
TMMQALRGVI
HGRSTALEVA
NEVEQLLARV
DVITEVLREV

RSLVKALANT
SSVLASTNEK
IMSKVQIDPY
ENTRNQAASA
KILETEVHEK
SVEKAAAQSS
DTIGGSVSTV
KPRHLVDAIV
PSYERALKTI
SYKEQQEEIA
LPTVIPPVVH
DKNVEDITSP
RVQQOQASACL
KFDVVTENRD
MVEPARVDSLG
UYNTLLPIFEP
DEAPILVNNL
LFEPYIVHVL
LSSCLESIVP
SLALIMPVVQ
SFEDLLPWLM

TEFYIGEIIVF
EMSTETANED
GCLASTSHDEK
FALCDPLPEV
NTEALSILAS
TLLCAFCTHT
PGLCLPEGIT
LLARVGMMLE
SAAGDEMSDA
LEEAFERLYEK
CSYLARREIN
ALQPEGEVEE
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1 MTSTDDLSEV LKDLPLRVQT ASLSERELIF ENVESIVAKP
51 HPEWTFKHLS PILNEVAAVY ASITATESTA QSCLHALSWS
161 EKESEKGQHML SNMWESNEDF LIPLYVEGVC KLPDCTHSIV
24 PTYIAVACRP VLLLASHDDF SNVLLPTLQEK AMLENPELIL
321 ADATKSLSIQ CSDPDAVGAL ADYLFQLFNG SQGEITVSSH
401 HEESLIYCLE MMSLWCSKFT LNIPPKVISW FDEGISLETS
481 QPTQVAIVME GLSAACLLLE MATLDSVDSK LAPLYNIILD
561 NPEPLYRTLV ICLTTRAVEA KCKPILHEMF SSLQGTQIAT
64 ITVMCSGTNL SEEDEELLAF HSILACHHFL IESAQSELWL
721 TITELNPNAV IPPVLDYVIT LLSDPELLNV SAQDYATIFKS
201 ALRKELEEEEK RKEGKLAQPE LTPKQKEIIR IQLEKEAAVR
581 KGLNSPLCAG LLSKLYLYFR KPAFICVPVS NITVDRVANT
961 PALSYILPMI QCITQIVEPPT SPLLTNSIQL LSEQCRLREAS
104 LDVASASSGG TGCSVATPDE IGCLLTALQH SSHHVRDAAL
1121 TIAHKLWEIAN LDSHIPGLSE GLLVDIVHPV VEIQQAAAYA
1201 IVEKPIDTWE PRSGVALALQ QLAPLLTPNS VSDLAKFYVD
1281 LDEGPDCSSY DAVRQSVVIL MGSLARHLDK DDEEVEPIVA
1261 NQLLSSESYG QREGAAYGLA GIVEGMGILV LEQLDIMTTL
144 HLLLCEFGDGN QYVEDATDDC ARKVVMSELSA HGVELVLESL
1521 LIEVLSDSHV EVQTAGTEAL KQIGSVIENP EIQAIVEVLL
1601 AFMDRSTETR EMAAQIIGNM YSLTDQEDLT PYLPTIIPGL
J—

TLTSETSSVD ESGRAAQGLSE VVGGLGVEEL HELMPEIIST
LEALADENEY VEDTALEAGD RIVNLYADSA ITLLLFELEE
NFGTEQSHEA IIGALGAEERR NEVLAGLYMG RSDVALMVEQ
QVARFRTLGDL VEELGEEVLP EIIFILEQGL ESDQPDQEQG
QAARETFDSL HSTVGVEALD DILPPMLHQL NNPESEVAEW
AGEALTKYLH KILPALLTAL ASSEGSSQEI EYCQAVVLSV
ADYSQHVSQL LEGLITNEFTD HDEVVLOMSW DALSAVTESL
224 PILPIFRESI LNGSPFEIEEA AAQGLGEVIS LTTAQSLQFPS
23221 QFLPQLQTTF LEALNDGNRL VRELEAATALS YLITIHTRPD
2401 VLEPIHLSLL SMLSHSEDAT RTGAAGCVGA LTRWLSPEQL
1 PEYEEEIHEV ILSFIRAADRI PIAMNGVEGC GYLFDHLFSN
1 SPEFLESAIP MLVNGTKEEN GYVEANSELS LVAVLRLEHG

1 LDDTLLT

Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM

L.TPYLPT.I| Y 23.29 (690.3588(10.0|691.3730(1|16.19| 637 1 1630 (1635

total 1 peptides

tr|AOA232FBG6|AOA232FBG6_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

GENENIVRGT
SLLIVNSLNK
FGAFFVKFLH
YVLGKLLANV
KITILOAIGN
TSLVRAAYIG
MDKQVFISEK
ALLDEFTNLL
KIIKYFKLHP
PPGELFDKSV
ERLTRAENKL
TLRLLKPKCE
NIQPDLHSPQ
RALYALVQVF
LAALLQQSKK
KGLGDRSDTV
KLIDALSTPS
TTAIQDKENY
LAALEKDSWR
EALQDPSNKT
KTSLLDEVPE

AERSDIAPHV
GLFDDNWRIR
AALHVWKVVV
VCIGLSEMMT
TLDGLRQVMA
TDEAGIRAIV
DPSQQIQYVG
VIHITGPLIR
PLFSELHNSV
ALTLNDNLLV
CETLEQPLLS
DEKLOWCMSL

CKVLQLTLPR
CEGNSTEEDF
ENKLNEHINE
SLDLSKYSLN
LSYNAVTGSS
VLSVCCQSAT
FLLQASCDAL
ISNKFQCTGK
SKEVAHYNEK
LAHQDETTMN
IRAYHIIVSV
LDPAWEDQDI
LLPREKQIMLL
PRSKENADLA
QDIDIILRML
RNNMLARALA
QOVQEAVANC
RHREGALFAF
TKTGSVELLG
AMCLQTLLDT
VRSVSARALG

EDGYIMMFEIY
¥YSSVQLLGDL
TNTPRTLREI
STSRDMVLTE
IESRVVLPYL
DQLVEVGKCD
DIRQATIRFAA
ILGDRFFPPSV
KSAEEPAVRE
DDVIVEWTLR
PFVRSMNHFPS
LDPGAAEALS

YRDSDSQRYV
QRIVNAQSVL
VKIKLMEMMYV
LGKTIAASLC
IQQLTQNVAE
ASQTTQYIPL
COVVSLCEKI
DNKENSDSQM
FINLLVNDET
IKNMKRESKV
CNGSSLOLAL
GRAMTWAVTE
CIDLISSTAG
FQIVRRIWVA
LDIYNDKYNM
AVDLHGKECYV
LPALVPSIKD
EMLCSVLGRL
AMAYCAPKQL
QFVHFIDAPS
AMVRGMGEAS

MEVVETNEET
LYRISGVSGK
LPFTLESLLLG
VNSLVPTVREE
IPQLTVTPIN
NVETREAAAT
SDLESGDTLL
FAAVLHTLAT
TMMQALRGVV
HGRSAALFEVA
NEVEQLLARA
DVITEVLREV

LSIISSLSSV
FSTILASGNG
KVVISSKTRI
SNDDDCRAQA
QFIKILEVEV
LVKCVEKAAA
LMEHVAQLMG
ELKPRHLVDA
PHPSYERSLS
YSYKEQQEEI
QFPSLIPLVV
MEKEGEMITA
RIQQQASSCL
RWDVVVENRE
VPARVDSLGR
NSLLSIFEPV
EAPTLVQKLL
FEPYIVHVLP
SSCLPSIVEK
LALIMPVVQR
FEDLLEWLMEK

PYIGEIIIFI
MSTETANEDD
CLASTSHDER
ALCDFLFEVR
TFALSILASV
LLCSFCTHSR
PGLCLPEGIT
LLARVGMMLE
SAAGEEMSEP
LEEAFEEVYV
CSYLGREEIT
ATIQPEGKAEE
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1 MADAELTEAL EDLPNRIQTA SRNERREIFQ NVVDVLSNPG INEKIVGGIC
51 PQATLENLTS VIAEQAVWHE SLIPTYNTAA SAYTVLEWSS LIFLHGAEEL
161 TEEVELLFSH QWETVENNIE EEYVDVLIAR EPNEGVVALA GLLTTYLIAS
24 YIIDAAAPFL KRISHDDFEN QLLPALQFAM LRNPEVIIET VGHILTSLSL
321 ACEKRLSLQCS DSSAVEGLLE AIFAVFHGSE GELTVATHKI SVLQGAGNLS
401 KTLGHALEMM SLWCEKFANE APENVIDAFK QGMASKNSTP AVRTAYIRLL
481 AQPPVVTEGL YAAYLLLELI ITGQVENDEQ GVLWSAVDDQ VEFTEKFLST
561 GIHRAIIVCV TTPRYATRSK CCAILKEKILT AISTYEPVQS LEVEFNEFLE
64 GLSATCSGSF LYEQHSYNLL RDALIPAHHF VIYEAVPNLW LTIAFKQFCDN
721 QQVTSLAPDV ILPTLVAHVT AKLDDPEITK VTEDEYFTYL TPEGELYDES
201 ELQLRRELYE KREKEKEGKIKE PKLTPEQEEA IFAQYTKENT IRNRLIEMNT
581 ILRNLASPLA APTMAELFVG LSKAVLISND PTLDQLVAHV TLRQHQPQCD
961l LFCAPAFCYV FHFIEKTLLT CEKDDGMITQG LQIMQDHAKQ RGDSTNFPEDA
104 VATLLDVAQS GSGAEGAALA SSEEIDSLTG ALQNPLTAVRE DAALRGLMVI
1121 ENEELANELW SSAGLTADPN ILCDELIQDI AHPVESVQQA AACALAELLS
1201 FGRIIEQPID TWGPRRGVAL ALAQFAPLLT PETIQTLIQF FVSTGLGDRN
1281 EEFMDEAPKES GSFDCIKQSV VILMGSLARH LDEDDPRIKP IVTRLIAALS
1261 EILMHQLLNSD KEYGEREGRAY GLAGLIKGMG ILALKQLDIM TTLTNAIQDE
144 VLPHLLLCFG DSSQYVEAAT DDTARVVMSE LSAHGVELVL PSLLAALEED
1521 VPELIEVLSD SHTEVQEAGA EALEVIGSVI RNPEIQAIVP VLLEALQDPS
1601 VQRAFMDRST ETREMAAQII GNMYSLTDQK DLTPYLPTII PGLETSLLDP
J—
LMMTLTSETS SVDESGAAQG LSEVVEGLGV EELHELMFEI ISTAERTDIA
NPILEALADE NEYVEETALR AGQRIVTLYA DSAIMLLLFE LERGLFDDNW
EDDNFGTEQS HYAITFALGA ERRENEVLAGL YMGESDVALM VREQAALHVWE
DEERQVARRTL GDLVEELGEERE VLPEIIFILE RGLQSEQADQ ROGVCIGLSE
EVEQAARETF DSLHSTVGVE ALDDILFPAML TQLNSFPDQAE AENTLDGLEQ
ASVAGEALTR FLHEILPALL TALSTAQGTP DEMQELEYCQ TVVLSITDET
FCRDTRADYS QYVPQLLREGL IHLFTDDDED VLOMSWEALT AVTETLGSDQ
224 PEGITFILFI FREATILNGMP EAFEHAAQGL GEVIRLTSAS ALQPSVVHIT
GVMLEQFLFQ LOTTFLEALN DSNRQVELEA AYALSNLIVI HTRADPLFAE
EMSEQMEEQV FVTLSGMLGH QEDITENSVA GCYGALIEYL SPEQLNTAFN
GVVYNGEEEE EVCEVILSYL AADRTQIAMN GVEACGYLFQ YLMNNEEFVPE
ENVNPENMSP DLLESLLFML VNGTEEENGY VEANSELALI AVLRLEVGDE
QPEGEMEELD DTLLT
Supporting Peptides:
Peptide |Uniq|-10IlgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
L.TPYLPTI| Y 23.29 (690.3588(10.0|691.3730|1|16.19| 637 1 1633 (1638
total 1 peptides
tr|AOA1Y9H1Z4|AOA1Y9H1Z4_9DIPT
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MLGHTEPRAS EMDVRTVSYV SGGVEQAMEL GLQQARQTGV RNERSITGTE
51 PAPFATPAPV PIAPVRSTVP PQHSIRFAPE PRTELKFVPP AFPLETPLVRP
16l OQAPFAMDPAR VNPGMAAGAQ MMEPPANVGP PRTGTPTQQQ PPRPGGMFGG
24 RPPPAQGMQR PPMMGQPPFI RPPNPMGGFR PTISPQNSNL GGMMPAGMGE
321 MGPGDASRPP SGTDMAGVGG GPPSATPSVD DDEDVVIGRL PADSSSALNS
401 AGSYGKPGTA EHELDGSSGR PLHALEKDFIS KDPTRPGQSP TQSPSPGSQQ
481 QQFEMQPPPG PRPNAPSPMA TPGGRPDGDK VTFQIPNGGA GGREGSQEWN
561 VDEYTQEEDR PNALASPASP LESPSKIPGL ARRPENITSD QSRSRSTSEKQ
©£41 SPNLEVVESEKE IGSLENASHK PGGGNVEIET KEKIDIKAAPR IEAKNDAYMP
721 GGGDKRIESI KTDFKERAKP KIGSKDNITY KPGGGDVEIV HQEIDIKAES
501 HPITPSPSTQ EYLYEFY
Supporting Peptides:
Peptide Uniq|-10lgP| Mass |(ppm m/z z| RT |Scan|#Spec|Start|End|PTM

G.TDMAGVGG.G| Y

21.96

706.2956| 54.0

707.3410(1

17.11| 661

1 333 | 340

total 1 peptides

KSVPITLHRY
DNLDNSDLSK
DKADLIEKLK
DLSRYTDDIS
FNAVSGSSVQ
FSIPPQPISS
CNDDTTHHLM
SVKFKVESDK
PSNFLRKFGS
VLPGNDENDI
NINNVVSMIN
LDPAWEEEEL
RHPRLLPRKQ
KNAFPSEKED
QDPELMPGIL
QTVRTEMFTA
TPSQQVQEAV
KNYRHREGAL
SWRTKTGSVE
KKTAMCLOTL
VPEVRSVSAR

PHVKDGYIMM
RIRYSSVQLL
VVVTNTPRTL
IMASTSRDMV
VMAIKSRVVL
GVRTVMDQLM
QIAHVQDIRQ
GPLIRILGDR
LHTGVENADD
DHLLNSNVNE
QVILTPEVRS
EHQRCMSLLD

SPKPPPLSGP
LLSQHQPQRD
PHQPPGVPMP
RPPMPMQAGA
PNPARVEPSRN

SLSPANTDEN
ARSRFPQPHM
RANAKTPETP
KEGGDEEKIIST
KIGSLDNLEH

NDTASQSYVT
LIEAQAVLSA
TSILSTFMEV
KGLFANLHSK
ELAEVACGYF
YTGTIVFPILT
LFCEELIAEF
ENAEKEDANTE
EIKELEVQNY
LNAMNMERES
ARAFGNGFHL
SEAIKRTLNL
MFDLLIELMS
PVQLLNLTER
DELLHLYQTEK
AVAAVDLHGE
ANCLFHLVES
FAFEMLCTML
LLGAMAYCAFP
LDTQEVHFID
ALGAMVEGMG

FIYMEFSAFTS
GDLLYRISGV
REILPTLESL
LSEFVNSLVPT
PYLVPQLTSP
EATRSEDPSR
AVRFAVSDLE
FNWSVERAAVL
PATRETMLHA
DWMLRHGRSA
MNNNSNDVEQ
VGARESLSDV

TEFPTSAVSS
ATVPQIIPAF
MEPQMVEGAG
GGGAGAGLPQ
FTMPPAMERE

FSYRPGAEFPA
IRTGGPEQLT
SEQPLIEEVFE
ELOQWNAEPEI
KFGGGDEKIF

NLIVALIKQH
AATLARRDKKL
CVSCKNKPDL
DDLVRDEAAD
IEVLKTEIHE
QAITRATQQS
TDKLNERALS
KVICGISLAD
KPTPSYENAL
KVYSFKEQQE
SFYFKDLLES
IHTLTVKKKQ
TTTGRVQTHA
IWVAKEDVND
LAMIPPKLND
DNITSLLEVF
IKEDAPKIVE
GRLFEPYIVH
KQLSSCLESI
APSLALIMPV
ESSFEDLLEW

EFTPYIGQIT
SGKMSTETAS
LLGCLASTSE
VEEALCDPLF
PVNTEALSIL
RESAATLLCA
GQELLPGECL
ETLAILLGEV
LEGVITFAGD
ALFVALEEAP
LLARVCTHLA
VSEVLREVIS

back to list

QQRPQPEVAV
IAHRQPVILQ
VPGMQPGMQP
GMRPNFYSRP
KSNPSREPSV

VGEQRAPQAQQ
ADHKGDNDSG

MNEIQVGGTP
GSMDNASHEP
DDEEYLENIE
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tr|[AOA1Y9H2G1|AOA1Y9H2G1_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

proteins

1 MLGHTEPRAS EMDVRTVSYV SGGVEQAMEL GLQQARQTGV RNERSITGTE

51 PAPFATPAPV PIAPVRSTVP PQHSIRFAPE PRTELKFVPP APLETPLVRP
16l QAPFAMDPAR VNPGMAAGAQ MMERPPANVGP PRTGTPTQQQ PPRPGGMFGG
24 RPFPAQGMOE PPFMMGQPFPI RPPNPMGGPE FTISPQNSNL GGMMPAGMGPE
321 MGPGDASRPP SGTDMAGVGG GPPSATPSVD DDEDVVIGRL PADSSSALNS
401 AGSYGKPGTA EHELDGSSGR PLHALKDFIS KDPTRPGQSP TQSPSPGSQQ
481 QQFEMQPPPG PRPNAPSPMA TPGGRPDGDK VIFQIPNGGA GGREGSQEWN
561 VDEYTQEEDR PNALASPASP LKSPSKIPGL ARRPENITSD QSRSRSTSKQ
©41 SPNLEVVESE IGSLENASHK PGGGNVEIET KEKIDIKAAPR IEAEKNDAYMP
721 GGGDERIESI KTDFEKERAKP KIGSKDNITY KPGGGDVEIV HQEIDIEKAES
201 HPITPSPSTQ RSSSMREMTA SVSGVDLCRS IDYEPVRVPP LATASLTASL
281 IRKDGRAVHP KPFRTY

Supporting Peptides:
Peptide Uniq|-10IgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM

G.TDMAGVGG.G| Y 21.96 |706.2956 | 54.0|707.3410|1(17.11| 661 1 333 | 340

total 1 peptides

tr| AOAOP5ZW48|AOAOP5ZW48_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 SWRQCHTVEL IDNSESKALQY FQRLNYTDRY

81

Supporting Peptides:

FLFLFPVEVL FFSLPPPLFF ILLLEFFLNEH

SPEPPPLSGP

TFFPTSAVSS

LLSQHQPQRD ATVPQIIPAP

PHQPPGVPMP
REPMFPMQAGA
PNPARVFPSEN

SLSPANTDEN
ARSRFPQPHM
RANAEKTFETP
KGGDEKIIST
KIGSLDNLEH
TIPSECIVLS

MEFPQMVEGAG
GGGAGAGLFPQ
FTMPPAMERE

FSYRPGAKFA
IRTGGPEQLT
SEQPLIEEVP
ELQWNAEPEIL
KFGGGDEEIF
VADEFSFERK

back to list

QQRPQPPVAV
IAHRQPVILQ
VPGMQPGMQP
GMRPNEFYSRP
KSNPSRPPSV

VGERQQAPQQAQ
ADHKGDNDSG

MNEIQVGGTP
GSMDNASHEP
DDEEYLENIE
VQELESAPCY

back to list

TYTGAQNVPF PSFWSERRRT TTIGTNHIQL FLYSVCMLHV YVPASRESEV

LEFLEEEEKRN GEFVSLPSGAF

LPITPELVYR HTTCHGE

—

Peptide |Uniq

-10IgP

Mass | ppm m/z

Scan

#Spec

Start PTM

P.SGAFLPT.T| Y

20.57

691.3541

-36.4

692.3362|1

15.17| 619

133

total 1 peptides

tr| AOAOP5AGV2|AOAOP5AGV2_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

back to list

1 RESLLADEEF FFFQSISVDN SRESEKALQFQR LNYTDRYTYT GAQNVPFPSF WSERRRTTTI GTNHIQLFLY SVCMLHVYVP
21 ASRFSFVFLF LFPVEFVLEFFS LQEEGEKGTFC APLNRHLKFL KEEKRNGFVS LPSGAFLPTT PELVYRHTTC HGE

Supporting Peptides:

Peptide |Uniq

-10igP

Mass ppm m/z

Scan

#Spec

Start PTM

P.SGAFLPT.T| Y

20.57

691.3541

-36.4

692.3362|1

15.17| 619

1 133 | 139

total 1 peptides

tr| AOAOPGAEJ7 | AOAOP6AE]7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

I —

back to list

1 RESLLADEEF FFFQSISVDN SRSKALQFQR LNYTDRYTYT GAQNVPFPSF WSERRRTTTI GTNHIQLFLY SVCMLHVYVP
21 ASRFSFVFLF LFPVEVLFFS PPPLFFILLL FFLNRHLEFL EEEKRNGFVS LPSGAFLPTT PELVYRHTTC HGEK

Supporting Peptides:

Peptide |Uniq

-10IgP

Mass | ppm m/z

Scan

#Spec

Start PTM

P.SGAFLPT.T| Y

20.57

691.3541

-36.4

692.3362 1

15.17| 619

1 133 | 139

total 1 peptides

tr|Q16KV7|Q16KV7_AEDAE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVTIENDIES SSGAFIPTSS HQPVEDVNLEK QEGARLSRRR SYRCVTIVSV VVLVLMGLGI GGVLYFGKTL EKRTPTQVEDG

21 MPSTTTEAVP EEPTVSPPTF TDPYDGTETS VGPTDDDDEF DIDGEVDSST SSTPSTTTMT SREWKLWSDEG SGSEDDDYYD

lel

SGSGDSLVI

Supporting Peptides:

—

—

back to list
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Peptide

Uniq

-10igP

Mass

ppm

m/z

RT

Scan

#Spec

Start

PTM

S.SGAFIPT.S

Y

20.57

691.3541

-36.4

692.3362

15.17

619

12

18

total 1 peptides
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