16/03/2023, 15:20 proteins

Summary

1. Notes
2. Result Statistics

Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. @
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Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. @
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Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. @
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Table 1. Statistics of data.
# of MS Scans 1181
# of MS/MS Scans 1096

Table 2. Result filtration parameters.

Peptide -10IgP >15
Protein -101gP >20
Proteins unique peptides >0
De novo ALC Score >50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 23
Peptide Sequences 18

De novo residue local confidence (%)

W Est. Incorrect WEst, Correct

Table 4. PTM profile.

Name

AMass #PSM Position

Carbamidomethyl  57.02 3 C

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html

1/26


http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php

16/03/2023, 15:20

10

Proteins 68

Proteins (#Unique Peptides) 0(>2); 1 (=2); 67 (=1);
FDR (Peptide-Spectrum Matches) 13.0%

Protein Groups

FDR (Peptide Sequences) 16.7%
FDR (Protein) 5.9%
De Novo Only Spectra 122

3. Experiment Control

proteins

Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. @
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Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3
Q-TOF 16 1 1

4. Other Information

Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
Carbamidomethylation: 57.02
Variable Modifications:
Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 61
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Protein List

4+

Table 7. Instrument parameters.
Fractions: D_3_180917.raw
Ion Source: ESI(nano-spray)

Fragmentation Mode: CID, CAD(y and b ions)

MS Scan Mode: Quadrupole

MS/MS Scan Mode: Time of Flight (TOF)

Protein Protein - _ Coverage - - Avg. P
Group D Accession 10IgP (%) #Peptides | #Unique |PTM Mass Description
5 8131 |Q589G4|VKT19 ANOSM 67.94 21 1 1 v 8494 Kuniltz—type serine protease inhibitor As-fr-19 OS=Anoplius sa
— mariensis PE=1 SV=1
Angiotensin-converting enzyme (Fragment) OS=Melipona qua
3 8130 |tr|AOAONOBEIS|AOAONOBEIS SHYME 48.38 4 2 2 Y 75503 drifasciata GN=WN51_03245 PE=3 SV=1
Glucose dehydrogenase [acceptor] OS=Harpegnathos saltator
6 8132 |tr|E2BSK5|E2BSK5 HARSA 39.35 3 1 1 Y 63832| CNCEAL 14138 PEd SVo1
Uncharacterized protein (Fragment) OS=Solenopsis invicta G
6 8133 tr|ESIBI7|EQIBI7 SOLIN 39.35 1 1 1 Y 130874 N=SINV_06971 PE=4 SV=1
7 8136 |tr|AOA1Y1M757]|A0A1Y1M757 PHOPY | 32.78 3 1 1 N 32568 :l?sgi;ée:r;sig\—/?lnverting enzyme (Fragment) OS=Photinus pyr
7 8137 |tr|AOA1Y1M7A7|AOA1Y1M7A7 PHOPY | 32.78 3 1 1 N 32697 ’;?3‘3;‘1”35‘5“{,3’1”“”“"9 enzyme (Fragment) OS=Photinus pyr
7 8139 |tr|AOAIYINMS5|AOAIYINMSS PHOPY | 32.78 2 1 1 N | 41420|Angiotensin-converting enzyme OS=Photinus pyralis PE=3 SV
Angiotensin-converting enzyme OS=Tribolium castaneum GN
7 8140 tr|D6X4L0|D6X4L0 TRICA 32.78 1 1 1 N 71598 —TcasGA2_TC011052 PE=3 SV=2
7 8141 |tr/AOA1YINHL6|AOALYINHLE PHOPY | 32.78 1 1 1 N 72105 Angiotensin-converting enzyme OS=Photinus pyralis PE=3 SV
7 8142 |tr|AOAOU3KDLO|AOAQOU3KDLO MELSA | 32.78 1 1 1 N 74790 | Angiotensin-converting enzyme OS=Melanoplus sanguinipes P
total 68 proteins
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Pé?;ﬁ:‘ Prt;;eln Accession -10igP Cm(ls/::—):ge #Peptides | #Unique [PTM :}I‘a’gs Description
E=2 SV=1
Angiotensin-converting enzyme (Fragment) OS=Zootermopsis
7 8143 |tr|ADAO67RH69|AOAO67RH69 ZOONE | 32.78 1 1 1 N | 124537 | A O erae bt e
Uncharacterized protein OS=Danaus plexippus plexippus GN=
1 8138 |tr|AOA212FPDO|AOA212FPDY DANPL | 29.77 9 1 1 N 14784 ot s Vet
8 8144 |tr|AOA182IYKS|AOA182IYKS ODIPT | 22.48 1 1 1 N 57790| Yneharacterized protein OS=Anopheles atroparvus PE=4 SV=
8 8145 |tr|AOA195FYM1|AOA195FYM1 OHYME | 22.48 1 1 1 N 67187|Angiotensin-converting enzyme OS=Trachymyrmex septentrio
tr|AOAI9SFYML|AGAIDSFYML OHYME | 22. nalis GN=ALC56_00581 PE=3 SV=1
Angiotensin-converting enzyme OS=Atta cephalotes GN=105
s 8146 |tr|AOA158NXU3|AOALS8NXU3 ATTCE | 22.48 1 1 1 N | 73571| Apgiotensin-convert
Angiotensin-converting enzyme OS=0oceraea biroi GN=X777
8 8147 |tr|ADAO26X3N5|AOA026X3N5 OOCBI | 22.48 1 1 1 N | 7300s| Apderensnconyer
Angiotensin-converting enzyme OS=Harpegnathos saltator G
8 8148 |tr|E2COX3|E2C0X3 HARSA 22.48 1 1 1 N | 75953 | e e
DNA-directed RNA polymerase subunit OS=Atta colombica GN
8 8151 |tr|AOA1511463|A0A1511463 OHYME | 22.48 0 1 1 N | 219532| DN A P
DNA-directed RNA polymerase subunit OS=Trachymyrmex cor
8 8152 |tr|AOA151IMC2|AQAL51IMC2 OHYME | 22.48 0 1 1 N | 221378 e A e s o
DNA-directed RNA polymerase subunit (Fragment) OS=Acrom
s 8153 | tr|FAWLVO|F4WLVO ACREC 22.48 0 1 1 N | 226184 e s aey o Pems cv ]
a 8154 |tr|AOAOPSA3B7|AOAOPSA3B7 9CRUS 21.89 2 1 1 N 34916 Pentatricopeptide repeat-containing protein 2, mitochondrial
! 0OS=Daphnia magna PE=4 SV=1
4 8155 |tr|AOAOPSLBI4|AOAOPSLBI4 9CRUS | 21.89 2 1 1 N 3473g| Putative Mothers against decapentaplegic (Fragment) 0S=Da
' phnia magna PE=4 SV=1
a 8156 |tr|AOAON7ZFRO|AOAON7ZFR9 9CRUS | 21.89 2 1 1 N 36128 P“ta”"esMOt;‘ers against decapentaplegic OS=Daphnia magn
: a PE=4 SV=
a 8157 |tr|AOAIISNYES|AOALISNYES STOCA | 21.89 2 1 1 N | 37579| ncharacterized protein OS=Stomoxys calcitrans GN=106091
a 8158 |tr|AOAONSBB32|AOAONSBB32 9CRUS | 21.89 2 1 1 N 42192 \";'°t1he'5 against decapentaplegic OS=Daphnia magna PE=4 S
Pentatricopeptide repeat-containing protein 2, mitochondrial
a 8159 |tr|AOAOPSIFDO|AOAOPSIFDY 9CRUS | 21.89 1 1 1 N | s C e e AP ra 0o es Lot Syt
4 8160 |tr|Q7Q083]|Q7Q083 ANOGA 21.89 1 1 1 N 46213 SGAPOIBOS'PA OS=Anopheles gambiae GN=1280386 PE=3
. V=4
a 8162 |tr|W5JB06|W5IB06 ANODA 21.89 1 1 1 N 47538 s%inc cagngypeptidase OS=Anopheles darlingi GN=AND_0066
: 5 PE=3 SV=1
4 8161 |tr|AOAOPSRA30|AOAOPSRA30 9CRUS | 21.89 1 1 1 N | 4784g|Mothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8163 |tr|AOAOPSDXUS|AOAOPSDXU8 9CRUS | 21.89 1 1 1 N | 47655|Mothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8164 |tr|Q702G3|Q702G3 ANOGA 21.89 1 1 1 N | 48176|Carboxypeptidase B OS=Anopheles gambiae GN=cpbagl PE=
: 25v=1
a 8165 |tr|AOAOPSB3S6|A0AOPSB3S6 9CRUS | 21.89 1 1 1 N 48417 Mothers against decapentaplegic (Fragment) OS=Daphnia ma
! gna PE=4 SV=1
4 8166 |tr|Q7PID6|Q7PID6 ANOGA 21.89 1 1 1 N 48569 ’;GAPOOSZOQ'PA OS=Anopheles gambiae GN=1276871 PE=3
- V=4
a 8167 |tr|AOAOPSM2I6|AOAOPSM2I6 9CRUS | 21.89 1 1 1 N 50290 \fothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8168 |tr|AOAOPSC2M5|AOAOPSC2M5 9CRUS | 21.89 1 1 1 N 50841 {‘/"Otlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8169 |tr|ADAOPSHDAS|AOAOPSHDAS 9CRUS | 21.89 1 1 1 N | 50939| Mothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8170 |tr|AOAOPGEQIO|AOAOPGEQI0 9CRUS | 21.89 1 1 1 N 51101 \";"’tlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8171 |tr|AOAOPSDINO|AOAOPSDINO 9CRUS | 21.89 1 1 1 N 51516 {‘/""tlhers against decapentaplegic 0S=Daphnia magna PE=4 S
a 8172 |tr|ADAOPSM5)7|AOAOPSMS)7 9CRUS | 21.89 1 1 1 N 52550 Mothers against decapentaplegic 0S=Daphnia magna PE=4 S
a 8173 |tr|AOAONSESV7|AOAONSESV7 9CRUS | 21.89 1 1 1 N | 52574| Mothers against decapentaplegic OS=Daphnia magna PE=4 5
4 8174 |tr|ADAOPSPZQ6|AOAOP5PZQ6 9CRUS | 21.89 1 1 1 N 52523 \";"’tlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8175 |tr|AOAOPGET66|AOAOPEET66 OCRUS | 21.89 1 1 1 N 53371 :/"Otlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8176 |tr|AOAOPSBMN3|AOAOPSBMN3 9CRUS | 21.89 1 1 1 N 52807 \";'Otlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8177 |tr|AOAOPGFYK6|AOAOPGFYK6 9CRUS | 21.89 1 1 1 N 53057 (fothers against decapentaplegic 0S=Daphnia magna PE=4 S
a4 8178 |tr|AOAOPSTIM7|AOAOPSTIM7 OCRUS | 21.89 1 1 1 N 53928 | Mothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8179 |tr|AOAOPSKXS1|AOAOPSKXS1 9CRUS | 21.89 1 1 1 N 54007 | Mothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8180 |tr|ADAOPSKPES|AOAOPSKPES 9CRUS | 21.89 1 1 1 N | S54686| Liothers against decapentaplegic OS=Daphnia magna PE=4 S
a 8181 |tr|AOAOPSSIJ1|AOAOPSSI)L 9CRUS | 21.89 1 1 1 N 54343 \";"’tlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8182 |tr|AOAONSD6JO|AOAONSD6EI9 9CRUS | 21.89 1 1 1 N 55033 [fothers against decapentaplegic 0S=Daphnia magna PE=4 S
a 8183 |tr|AOAOPAXFP1|AOAOPAXFP1 9CRUS | 21.89 1 1 1 N 55293 \";"’tlhers against decapentaplegic OS=Daphnia magna PE=4 S
a 8184 |tr|AOA1B6HBZ2|AOAIB6HBZ2 OHEMI | 21.89 1 1 1 N | s52082| phcharacterized protein OS=Homalodisca liturata GN=g.8348
a 8185 |tr|AOAOPSQKL6|AOAOPSQKL6 9CRUS | 21.89 1 1 1 N 57441 {‘/"°t1he'5 against decapentaplegic OS=Daphnia magna PE=4 S
a 8186 |tr|AOAOPSSO08|AOAOP5S908 9CRUS | 21.89 1 1 1 N 57250 | Mothers against decapentaplegic OS=Daphnia magna PE=4 S
: v=1
a 8187 |tr|ADAOPSKS39|AOAOPSKS39 9CRUS | 21.89 1 1 1 N 58535 | Mothers against decapentaplegic OS=Daphnia magna PE=4 S
: v=1
a 8188 |tr|AOAOPSBTW7|AOAOPSBTWZ 9CRUS | 21.89 1 1 1 N 59853 | Mothers against decapentaplegic OS=Daphnia magna PE=4 S
: v=1
total 68 proteins
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Protein Protein - _ Coverage - . Avg. .
Group D Accession 10IgP (%) #Peptides | #Unique [PTM Mass Description
4 8189 |tr|ADAOPSQM79|AQAOPSQM79 9CRUS | 21.89 1 1 1 N | 61539|godlum/nucleoside cotransporter OS=Daphnia magna PE=3 S
4 8190 |tr|AOAOP6HR38|AOAOPEHR38 9CRUS | 21.89 1 1 1 N | 67749|Liothers against decapentaplegic OS=Daphnia magna PE=4 S
4 8191 tr|AOA1Y1MIYO|AOA1Y1MIYO PHOPY 21.89 1 1 1 N 70512 | Uncharacterized protein OS=Photinus pyralis PE=4 SV=1
10 8150 |tr|AOAQJ7NMHS|AOAQI7NMHE LASNI | 21.04 2 1 1 N | 64285|Slacose dehydrogenase OS=Lasius niger GN=RFS5_6207 PE=
Uncharacterized protein OS=Drosophila ananassae GN=Dana
9 8149 tr|B3MFH2|B3MFH2 DROAN 21.02 4 1 1 N 33672 \GF11836 PE=4 SV=1
Av71 muscle cell intermediate filament OS=Culex quinquefasc
2 8309 tr|BOXJD4|B0XID4 CULQU 20.50 1 1 1 N 59735 iatus GN=6053719 PE=4 SV=1
AF4/FMR2 family member 4 isoform X3 OS=Drosophila ficusp
2 8327 tr|AOA1W4VCE8|AOA1W4VCE8 DROFC| 20.50 1 1 1 N 97389 hila GN=LOC108093614 PE=4 SV=1
2 8397 |tr|AOA1BOB969|AOALBOBI6S OMUSC | 20.50 0 1 1 N | 163380|;haracterized protein 0S=Glossina palpalis gambiensis PE=
Uncharacterized protein, isoform B OS=Drosophila yakuba GN
2 8431 tr|AOAOR1EA16|AOAOR1EA16 DROYA | 20.50 0 1 1 N 171438 =Dyak\GE16333 PE=4 éV:I
Uncharacterized protein, isoform C OS=Drosophila yakuba GN
2 8434 tr| AOAOR1E9C4|AOAOR1E9C4 DROYA | 20.50 0 1 1 N 177024 =Dyak\GE16333 PE=4 SV=1
2 8470 |tr|AOA182RAWS|AOAIB2RAWS ANOEN | 20.50 0 1 1 N | 370426| Histone-lysine N-methyltransferase OS=Anopheles funestus P
Nucleosome-remodeling factor subunit BPTF OS=Folsomia ca
2 8466 tr|AOA226EGW7]|A0A226EGW7 FOLCA | 20.50 0 1 1 N 344514 ndida GN=Fcan01_09031 PE=4 SV=1
Uncharacterized protein, isoform A OS=Drosophila yakuba GN
2 8450 |[tr|B4Q082|B4Q082 DROYA 20.50 0 1 1 N 196414 ~Dyak\GE16333 PE=4 Sv=-1
total 68 proteins
Q589G4|VKT19_ANOSM back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MMLLVLSISA ILQVSHSVSF CLLPIVPGPC TQYVIRYAFQ PSISACRRFT & Carbz

Supporting Peptides:

FGGCEGNDNN FMTRRDCEHY CEELL
&

Peptide Uniq |-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
R.FTFGGC(+57.02)EGNDNNFMTR.R| Y 67.94 |1865.7461|-17.7|933.8638(2(21.42| 798 1 49 64 |Carbamidomethylation
total 1 peptides
tr| AOAONOBEI9 | AOAONOBEI9_9HYME back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 VTELQREFHR LLVAVLVTVA WGIPTPEDTS NAAADSEQDL QRAKQFLEQL NEEYGEWNNE YTLANWEYAA NLTEENLAEEK B Carb:
21 LNVSAETARY FKSAWEEVNV YPWEDIKDSG IRRQFKKFSV LGRSALPEDR YQEYEKIISD MENIYSTAKI CDYKNRSK.CE
161 LALEPELTEL LMKSRDPEEL KEYIWIEWREARA TGEEVESLYP KYVELSNLAA TLNNFSDNAA YWLEDYEADD FPEQIETLWQ
247 QLEPLYLOLH AYVRERELEEE YGENVVSEDG PIPAHLLGNM WAQTWTNIAD FAIPYPGEQM PDVTHAMIEQ GYNATTIFRV
321 AEDFFTSINL TAMPDLFWQR SILEEKPKDRE LICHASAWDF YDGKDFRIKQ CTRVNMEDLL TAHHEMGHVE YYLQYKDQPN
401 IFEEGANPGF HEAVGDVISL SASTPSHLEA IKLLDDDSTD TEANINHLFL EGLEEIVFLP FAYMMDEWRW NVFQGQVTSD
481 NYNCNWWDLA EEFQGIEPPV DRSEDDFDPG AEKYHITADVE YMRYFVSFVV QFQFHEALCI EAEQYDPQNP NSKELLHECDI
561 YNNEAAGNLL KNMLELGSSK PWQDAMEEIT GQESMESAGL LEYFEKPLTDW LTAENKKTNE YIGWKPEARQ CVQTRSELAS
©41 FEETEAEE
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
K.IISDMENIYSTAK.I Y 35.63 |1483.7228|-15.8|742.8569|2|19.26| 723 1 137 149
K.C(+57.02)DLALEPELTELLMK.S | Y 25.49 |1773.8893|-27.5|887.9275|2(32.84| 1166 1 159 | 173 | Carbamidomethylation
total 2 peptides
tr|E2BSK5|E2BSK5_HARSA back to list
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MAAVHPVVNE PCNHVEPISR PSGTYDFIVV GAGAAGPVVA ARLSEVDKWS VLIVEAGPDE APGMQIPSNL QLYLNTDMDW [ Carbz
51 NYKTENEEYA CLEDGGRCSW PRGENLGGCT AHHGMAYHRG HEEDYTRWVE MGAEGWSWEE VLPHFIKSEN NEDIDEEVNE
161 RYHGYGGPMT VERFPWQPQF AGDVLEAAEQ LDFGITNDMV GEKITGFTIA QTISKEGGVRL SSSEAFLWPN RDEENLQVLV
24 NATATEIHTE MVGEQVEASG ITVVMENGQS YRVNAREKEVI LTAGAINSFH LLLLSGIGFK RHLDTMGINT VVDLPGVGEN
321 LHNHASFGLD FVLDEFNADE LSLDNVETYF HDQTGPLAST GLAQLTAILA SSYSSNDDPFD IQIFSAGYQA ICDTGDRIFPD
401 LQTYSENRVV RFTSVNLQTR SREGRITLDSK DPTQPPNIWS NELSKRRDRD IIYEGLQKIL KLPEAEALEK YSMELIDNTA
481 SEKCEKLGEPT ESNAGYWDCQ IRYKTRPENH QAGTCEMGAY NDVMAVVDPQ LERVYGISNLR VADAAVMPQV ISGNPVATIN
561 MIGERAADFI KEDYGMF

Supporting Peptides:
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Peptide Uniq|-10IigP
K.NLGGC(+57.02)TAHHGMAYHR.G| Y 39.35
total 1 peptides

Mass ppm RT |Scan |#Spec|Start| End| PTM
1680.7362|-31.4|561.2351|3|7.36| 349 1 105 | 119 | Carbamidomethylation

m/z

tr|E9IBI7|E9IBI7_SOLIN

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MTFEVVLELGG SAGAVVASEL SDIHEWEVLL LEAGPDEPPG REVPSMVAMF LGTDIDWQYQ
21 ENLGGTSVHN GMMYNRGHAK DFDNWAARGN PGWSWRDVLP YFMCSENNTE IHRVGREYHS
161 LAAARFRGYP ISEDLNGDQF TGFSVAQTTS KNGVRVSSAA AYLRPVRHRR NLHVSLNATV
241 LREVARATEEV IASGGAVNSP QLLLLSGIGP KEHLRAMNVT VVEDLPGVGE NLHNHVSYTL
321 IAFQEGPMAS TGLSQLTGML PSIYTTPDHP DIQLFFGGY(Q AACATTGEVG AIMNNNGRSI
401 NPLEAPIIWA NYLSDPMDVT ILVEGIEIAL SLANTNAMAK YNMTLNHRPL PVCSQYPYLS
451 SCEMGPHNDP MAVVDHRLEV YGIRNLERVAD ASIMPQEEEY KRDHAIVFQG NVQQHGSPGH
561 MNVSGISEAT CLSPFVGGLS LTDVCVSNST TLFLSLVNMI AACNPEINGE QRITPIKRPR
64 LSENEEWNVL LVEAGFPFDETV GMQIPSNLQL FLNTDMDWEY KTTNESYACL ENNGSCSWER
721 KDYSRWVEMG NQGWSWEDVM PYFLESENNR EIGRVRAEDH ATGGPMTVER YVVLNEKEEES
201 AEETGLGVSE DLVGQNITGEF TVAQTISKESG VRLSAARAYIL WEYANRPNLD VALNAIVTEI
221 RQHHVRAREKE VILTAGTINS PQLLLLSGIG PKSHLKSVGI HTVVDLPGVG ENLHNHMSYG
96l YLYNQTGPMS STGLAQLTGI LASNYTTADD PDIQIFFAGY QAVCNTGGRI EDLETYDNKP
1041 SENPLQHPII WSNDMSNPQD RSIIYQGIQH ILELSEANTM KEYHLHMIDE THNSECEQYEE
1121 QAGTCEMGPS SDPFMSVVDPS LEVHGIEGLE VADASIMPEM VSGNPVAAIN MIGERVADFEI
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End|PTM

K.NLGGC(+57.02)TAHHGMAYHR.G| Y
total 1 peptides

39.35 |1680.7362 (-31.4|561.2351|3(7.36| 349 1 703 | 717 | Carbamidomethylation

tr|AOA1Y1M757|A0A1Y1M757_PHOPY

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MNARLFLYLV SFITLSVAAD PPLEDEETRG KAYIKLLNEEK TATRFNRETL ASWEYDSNIT
51 DWLETIKFDW GSFSDYDLRR QFEEFSILGR SALPEEKFLE LEKSISDMET IYSTAKICDY

161 SRDPEELEHV WVEWRRENAP ARELFKEYVEK YVNEVAVLNN
—
241 FKLRQRYGSIV SKRGPIPAHL LGNMWAQSWV NVADFTI

Supporting Peptides:

Peptide Uniq |-10IgP
K.HVWVEWR.R| Y 32.78

Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM

1010.5086 (-19.1 (506.2520(2|17.06 | 652 1 169 | 175

total 1 peptides

tr|AOA1Y1M7A7|AOA1Y1M7A7_PHOPY

| Protein Coverage | Supporting Peptides |

Protein Coverage:

TTNEMNACLS
TGGLLTVERF
TEILIENSEA
SWTINQPNLY
SMSPTMTHFR
EEYWACAVERQ
DDRREGGRVH
FVYDFIVVGG

back to list

TGGTCSWPRG Bl Carbe

PWKPPIADDI
VGVQEFYQDGE
DLTWASAAEY
SKEKLRLASN
DTGPENHQAG
QVRLGRCRYT
GAAGSVVASR
HGMAYHRGHA

GENLGGCTAH
&

SMSFSEFFWQ
NTEKEICSEKVEK
IDETLEEENT
TVRETAVNLQ
HENYEYWDCQ
KEDYK

PQFAWDIMTA
TEGITFIMNG
VELNMPTADL
ARSRGRITLE
FREYNTRPENH

back to list

EQNLEEQLEV STESAKEAEE
NNETNCDLSL EFEITDILAT

FTSNTAYWLH NYESSTEVQV DTIWEQLEPL YQQLHAYIRF

back to list

1 MNARLFLYLV SFITLSVAAD PPLEDEETRG EKAYIKLLNEE TATRFNRETL ASWEYDSNIT EQNLEEQLEV STESAKEAKE
21 DWLEKTIKFDW GSFSDYDLRR QFEEFSILGR SALPEEKFLE LEKSISDMET IYSTAKICDY NNEKTNCDLSL EPEITDILAT

161 SRDPEELEHV WVEWRRENAP ARELFKEYVEK YVNEVAVLNN
—
241 FELRQRYGSI VSERGFPIPAH LLGNMWAQSW VNVADFTI

Supporting Peptides:

Peptide Uniq |-10IgP
K.HVWVEWR.R| Y 32.78

Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM

1010.5086 (-19.1(506.2520(2|17.06 | 652 1 169 | 175

total 1 peptides

tr|AOA1Y1NMS5|AOA1Y1NMS5_PHOPY

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MRAHVEVCLV SFIFAAVAED PSLEDEEIRA RAYVELLNDE

FTSNTAYWLH NYESSTEVQE VDTIWEQLEP LYQQLHAYIR

back to list

IALRNNRETL AAWEYASNIT EENLEEQLDV SEKESAKETEE

21 DWLETIKEFNW RSFGDYDLRR QFEELSILGE SALPEEKFLE LEEKIISDMQT IYSTAKICDH ENKTKCDLVL DPEITDILAN

161 SRDPEELEHV WVEWRHENAP AKELFRDYVE YANEAAVLNN
—

241 TELRQRYGDI VSEKGPIPAH LLGNMWAQSW SNIADFTLPH

321 EFWERSILVEK PNDGRELVCH ASAWDFFDEK REFFPD

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html
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16/03/2023, 15:20

Supporting Peptides:

proteins

Peptide

Uniq [-10IgP Mass ppm

m/z z

RT |[Scan |#Spec|Start

PTM

K.HVWVEWR.H| Y

32.78 |1010.5086|-19.1

506.2520|2

17.06| 652 1 169 | 175

total 1 peptides

tr|D6X4L0|D6X4L0_TRICA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

MDLVLVLVLG LLVHAGGATD
DWEEVTEFNW NTFSDPDLER

SENEEELRHV WVEWRNAVGP
—

RFELREEYGE VVSEEKGPIPA
ETFWERSILT KPNDREIVCH
GDLIALSSEE DDPENVLNNL
PAAFKYHIVAS VPYIRYFVSFE
TGHETMDASA ILEYFEPLQEK

Supporting Peptides:

PEIEDEELRA RDFLQFLNEE
QFEKYSKLGS DALPEAELNR
HCEVLFEEYV DLANEAARLN

HLLGNMWAQK WRTVSEFTLP
ASAWDFYDRK DFRIKQCTQI
FQIGLDKIVE LPFGYLMDLW
VVQFQFHKAL CEKAGQYDPN
WLENENQKNG AFIGWEKSTK

NEESSNELVL
YQRKIISEMERK
NETNNAENWL

YPDEEDEDIT
TLEHFITAHH
RWDVEFEGKIT
DEFSEFLHECD
VCVNSQEGEK

Peptide

Uniq|-10igP Mass ppm

m/z z

RT |[Scan |#Spec|Start

PTM

R.HVWVEWR.N| Y

32.78 [1010.5086|-19.1

506.2520|2

17.06| 652 1 169 (175

total 1 peptides

tr|AOA1Y1NHL6|AOA1Y1NHL6_PHOPY

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

MEAHVEVCLV SFIFAAVAED
DWLETIKFNW RSFGDYDLER

SEDPEELEHV WVEWRHENAP
—

TELRYRYGDI VSEEGPIPARH
EFWERSILVE PNDGRELVCH
GDVMSLSVSS TEHLERIGLI
QGVEFPPVDRS EDDFDARAAKY
OMGSSRPWPD AMEVLTGQER

Supporting Peptides:

PSLEDEEIRA RAYVEKLLNDEK
QFEELSILGE SALPEEERFLK
AFELFRDYVE YANEAAVLNN

LLGNMWAQSW SNIADFTLPH
ASAWDFFDEE DFRIEKQCTSV
DANTFDNDAV DLNALFMIGL
HIVADVPYLR ¥YFVSEVIQFQ
MDASGLLEYEF RPFLHEWLEAE

IALENNRETL
LERIISDMQT
FTSNTGFWLY

PSAKRADITS
NFEDFTTAHH
DEIAFLFFGY
FHRAACELAG
NEENGAYIGW

Peptide

Uniq [-10IgP Mass ppm

m/z z

RT |[Scan |#Spec|Start

PTM

K.HVWVEWR.H| Y

32.78 [1010.5086|-19.1

506.2520|2

17.06| 652 1 169 (175

total 1 peptides

tr| AOAOU3KDLO|AOAOU3KDLO_MELSA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

(1T R ¥ T S
= ST

o

wn
[s]

e

A

(s3]

MLWRWVWAAV
HAKFQKQQWL
LTERLAESRD

ARAATARARG
ETIEKYPWQTY
PEKELSHVWVE

GLDPEQEVRV VDPEQQARHY
RDPDIRRQFQ KYSVLGTAAL
WRHASGEEVR SQFEHYVALS

—

QQLHAYVRRR
SLNLSAMPEL
NPGFHEAVGD
WWELRGQYQG
GNLLSKMLQM
EAEMAE

LHDEYGDDVV
FWENSILEEP
VMALSVSTPRK
IEPPVDRTEE
GSSKFWFDAM

Supporting Peptides:

NERGFIFPAHL LGNMWAQTWN
AGRELICHAS AWDFYDSKDF
HLREVGLLDS SSTDDPEATI
DEFDPGAEYHV IASVPYIRYFE
EVVTGQRLMD ASGLLEYFRP

LOQLLDREYGR
SEEEFDELEK
NEAAVLNNET

NIFDETIPFP
RIKMCTTVTM
NYLYLQGLQK
VSFIIQFQFH
LHKWLEAENA

Peptide

Uniq |-10IgP Mass ppm

m/z z

RT |Scan|#Spec|Start

PTM

S.HVWVEWR.H| Y

32.78 |1010.5086|-19.1

506.2520 (2

17.06| 652 1 176 | 182

total 1 peptides

tr| AOAO67RH69|AOA067RH69_ZOONE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

AEWAYASNIT
IYSTAKICDF
DNYEDAQFRG

SELEEQNYTA
EMGHVEYFIQ
PDEYNCEWWE
IYQSTEAGNA
PESK

ARWEYASNIT
IYSTAKICDH
DYESPTEVQD

ELLNQGYDAL
EMGHIQYYLQ
LMDEKWRWGIF
EYDPEDPTKP
ESTQRKCTKR

RANAETLAEW
LVSEMESIYS
DASAYWLEKDY

GEQSIDVTEE
KQLEVVHHEM
VAFLPFAYVV
RALCIEAGEY
ETGEYIGWDF

EQNLONKLAV
HNSSKCDLSL
QIEGLWEQLK

VEIFQTAEDFE
YENQPIFFRE
LEEEYQGVEP
LEEMLQLGSS

EENLEEQLDV
ENKTECDLVL
VESIWEQLEP

KMFKTAEEFF
YSDQEVVYRQ
DGNITAEDYN
LHKCDIYHST

Q

AYAANITDQT
TAKVCDYNDA
EADDFQDQVK

MVKQGYTPLR
GHIQYYLOYK
DLWRWAVEQG
DPKDETKPLH
TDKHCVQTRV

back to list

SAEVAEKEHEK
EPHLTQILAT
PLYLQIHAYV

FESINLTEMP
GANSGFHEAV
PLNRSEGDFD
KPWHEAMELL

back to list

SEESAKETEE
DPEITDILAN
IYTQLHAYIR

VSLNLKEMTP
GANDGFHEAV
CEWWEYRTSTI
KAGESIAKML

back to list

LOQRELNISAE
TQCDLSLEFE
ALWDQVEPLY

MFELSEEFEV
HQPTVYEGGA
EITSDAYNCN
ECDIYQSTEA
ELEFLEAQFG

back to list

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html
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16/03/2023, 15:20 proteins
1 DLVEILRTSR DPEELEHVWV EWRKASGEKC RGMFEHYVAL SNEAATLNNFE
51 YLQIHAYVRR KLRETYGEKL VTRRGPIPAH LLGNIWTQLW GNIQSISAPY
16l ISLNLSAMPE TFWERSILEK PMDRDLICHA SAWDFHDGED FRIKQCTRIV
Z41 ANPGFHEAVG DVIALSVLTP KHLREIGLLE GDASTGEDYE ATINYLYLQG
321 NCEWWEKLRHE YQGIDPPVDR TEEDFDPGAK FHIIANVPYI RYFVSEVIQF
401 TEAGNLLEEM LOMGSSKPWP DAMEVLSGQR EMDASGMLEY FEPLTEWLEEK
481 FCQRLAKTAT ENYEMLEQAF GESAMGRAQT FVWHSRFENG RTSVDDDEQA
561 HSVLGNAALD PDEYEEYEQL VSDMSSIYSK AKICDYENPN KCDLSLEPGI
£41 FEAIEEGESV LDFTDTAEYW LEDYESPDFR DQVSRLWDQV QPLYLQIHAY
721 QTWNNIMDIS APYPEKEAID VTPQMKEQGY TPLEMFELAE EFFISLNLSA
501 GEDFRIEQCT RIDLDDLFTA HHEMGHVQYF IQYEDQPLAY KEGANPGFHE
581 DYEATINYLF LQGLQEKIVFL PYAYQTDLWR WDVFKGEITS DDYNCEWWEL
96l PYIRYFVSYV IQFQFHRALC EKAGQFDPED PELPLHECDI YRSTEAGNLL
1041 LDYFRPLADW LEFDNEQTGE YIGW
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |Scan|#Spec|Start|End |PTM

K.HVWVEWR.K| Y

32.78

1010.5086

-19.1

506.2520 |2

17.06| 652

1 17 | 23

total 1 peptides

tr|AOA212FPD9|AOA212FPD9_DANPL

| Protein Coverage | Supporting Peptides |

Protein Coverage:

TDTAEYWLED

PDESTIDVTS
TDDLFTAHHE

LOKIVFIPFA
QFHRSLCKFA
NNEQFGEHIG

AKFSKQQWQE

MHNSYFEDVG
VERELRETYG

MPETFWERSI
AVGDVMSLSV
RERKFQGIEFF
GEMLQLGSSK

YESPDFRDQV

TMVKQGYTPL
MGHVQYFIQY
YLMDLWRWDV
GQFDPNNPKK
WEPNRANPYL
TIKYPWTTYT
GLRENNFRIG
EKLVTRRGEI
LEKPDDRELI
STPRHLREIG
VDRTEEDFDP
PWPDAMEVLT

SRLWDQVQPL

FKMFELAEEFF
EDQPVAYEKDG
FEGHITSEKNY
PLHECDIYRS
LEFRNGVCLE
DPDIRRQFEK
IHVLRSYPEL
PAHLLGNIWS
CHASAWDEYD
LLEGDESTGEK
GSEYHVIASV
GQREMDASGL

back to list

1 MDSLMTIIER YPSETEIVIY TKHTITTSEK HEDKQEDFDF SREGSAVREL SPSSGRSVAH STVSGEHETD PASGSWSGQD

81

—————

EELS3SS5GSFS RARADLMLGS TDSLEATSSN ATRATYNYEV DTPMTGSLTS GGEFHN

Supporting Peptides:

Mass

Peptide

Uniq

-10IgP

ppm

m/z z| RT

Scan

#Spec |Start

PTM

R.YPSETEIVTYTK.H

Y 29

77

1429.6976(-24.2

715.8388(2|20.31

770 3 11

22

total 1 peptides

tr|AOA1821YK8|AOA182IYK8_9DIPT

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

81
lel
321
401
81

(=

MPDERVIPSV

PDMHNAVISK
PESVSSRDSC
ATAATVITLA
ANGANGLGDS
HQLTSEDELFE
DLFILDGMFES

Supporting Peptides:

PPEKGREAQLE

NLGQRWEQLT
GSSS5555SSS
AQPDCYSLAT
ATTNSTNTSI

ECQQQQQHQL
TARMDGLGFE

NSWNVFQGKR
I—

AAFRQPFIDE
SSAPSAAATP
PKLLENSPES
TSSSPNDSIG
SPQQSICYSD
TMETASSSSG

CHPIEPGIQI

AERLEQLHSR
TGEPSTGASS
ATLYDESSMI
HGHPNATCNS
TDGDCVESEK
SHLEFITNDN

DSQQSASSFET

EYPNYKYRPK
KRSRASGKVS
SPEPPFGAFS
PLPQHQNHHP
YYDDDDCQSD
SIFLTEQNLI

Peptide

Uniq

-10IgP

Mass | ppm

m/z z

RT |Scan

#Spec [Start

PTM

S.WNVFQGK.A| Y

22.48

877.4446|-17.1

439.7221|2

17.67| 671

1 23 | 29

total 1 peptides

tr|AOA195FYM1|AOA195FYM1_9HYME

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

481

56l

MLLAYVGNFR
VEWREVSGEEK
IVSEDGFIFA
TAMPDTEFWEEK
HEAVGDVISL

EEYQGIEPFEV
KSMLELGSSK
YISYFYSNWD

Supporting Peptides:

RLAALLEIST
VESLYSEYVE
HLLGNPWAQT
SILTEKEHGVD
SVSTPSHLEK

DESEEDFDFEG
PWQDAMEKIS
IFF

HGQIRNYNEF
LANTVATLNN
WNIANFTVPE
MICHASAWDE
IGLLTDDSTD

SKYHIIAGVE
GQROMDAAGL

EMTVSEMENTI
FSDYAAFWME
SGKQLPDVSA
YDGEDFRIEQ
REAFLNHLYM

YIRYFVSFEVI
LEYFEFLTDW

YSTAKICDYH
DYEADDFPEQ
ALVEQGEKFMF
CTRVNMEDLL
ESLDEIVFLP

QFQFHKALCI
LIEENKKTNE

KEHSPGHIER

KEQVEGTTHEK
KEGSYASTNGG
DGTPIFSTDL
QSNLNNNNNN
REGGILDGDS
EYNV

NKSKCDLALE
IETQWQQLKP
ESFNTIKELI
TAHHEMGHIE
FAYMMDRWRW

PMNPFMVWSQ

TVAAGSGSPES
LKSKKQVIIH
NMFDVDESKD
SLOINNNHLQ
CLDAVSGINR

PEIIEISKNS
LYLQLHAYVR
YYNATSMFRL
YYLOYENQEV
NVEQGKVTED

I—

EAKQYDPSNP
YIGWEFSEER

NAFKPLSQCDI
THHEYIEYFI

back to list

IERREKICEVT

PASSSSSTGS
ELGQQTMAAV
FDHDGKAFLF

QAQQRQQQHY
IDESLDLGED

back to list

HDSEELEHIW
RELREEKYGED
AENFFISINL
VFEEGANPGFE
NYNCNWWTLA

YDNEDAGNLL
EFYFHILCIF

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html
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proteins

Peptide

Uniq|-10IgP

Mass |ppm

m/z z

RT |Scan|#Spec|Start

PTM

R.WNVFQGK.V| Y

22.48

877.4446

-17.1

439.7221|2

17.67| 671 1 380 | 386

total 1 peptides

tr|AOA158NXU3|AOA158NXU3_ATTCE

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel
241
321

401

481

56l

MLRLILVAVV
GANVTEHIIQ
ITEISESSHD
LOLHAYVRRE
INLTAMFPDTF
PGFHEAVGDV

TLAEEYQGIE
NLLESMLELG

Supporting Peptides:

ITLVAAEPTT
IVNDFPWRDL
PEELEHIWVE
LEEEKYGENIV
WEEKSILTEKD
ISLSVSTPSH

PEFVDRSEEDF
SSKPWQDAME

EDADIKSETS DDLLESAHEL
ENESMKRQFE KLSILGVAAL
WREVSGEEVE SLYSKYVELA
SEDGPIPAHL LGNPWAQTWN
GVDMICHASA WDFYNAEDFR
LEEIGLLMDD STDREAFLNH

DPGSEYHIIA GVEYIRYEVS
KISGQROMDA AGLLEYFKPL

LERIDAEYAK
PEQSYNEFEM
NTVATLNNES
IANFTVPFESG
IEQCTRINME
LYMESLDEIV

FVIQFQFHEA
TDWLTEENKK

Peptide

Uniq|-10IgP

Mass |ppm

m/z z

RT |Scan|#Spec|Start

PTM

R.WNVFQGK.V| Y

22.48

877.4446

-17.1

439.7221|2

17.67| 671 1 463

469

total 1 peptides

tr| AOA026X3N5|AOA026X3N5_OOCBI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
g1
lel
241
321

401

8
6

L]

1
1
1

()]
(=

MLRLLLVAAV
SAEAARVSEE
EFEITEILMR
PLYLQLHAYV
FFEKSINLSAM
EGANFGFHEA

CDWWSLAEEY
KDAGNLLKSM
PSQ

Supporting Peptides:

VALTAATPTG
IAQEVNAFEW
SEDPEELEKHI
REELRKEYGE
PDTEWERSIL
VGDVISLSAS

QGIEFPVDRS
LELGSSEPWP

EDSASATENF QVAEDVLENA
RDLEDENIRE QFNELGILGI
WVEWEEKASGE EVESLFFPRYV
DIVSEDGPIFP AHLLGNTWAQ
TEQEDVDMIC HASAWDEYDG
TPSHLEEIGL LQDESTDPEA

EEDFDPGSEKY HIIADVEYIR
DAMEERIAGQR QMDSAGLLEY

EDMLERLDAQ
SALPEDMYEE
ELANVAAKLN
TWSNIADFTT
EDFRIEKQCTR
LLNHLYVESL

YYVSFVIQFQ
FKPLIDWLTE

Peptide

Uniq |-10IgP

Mass |ppm

m/z z

RT |Scan|#Spec|Start

PTM

R.WNVFQGK.V| Y

22.48

877.4446

-17.1

439.7221|2

17.67| 671 1 467 (473

total 1 peptides

tr|E2C0X3 | E2CO0X3_HARSA

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

[y

6

1
1

[#)]
(=

MKIEEGREMT
YASNLTKENL
AEKICDYVNRT
TDNFPEQIET
VKQGYNATST
HVEYFLQYED
WRWNVEQGKV
—

ENFPEAHLLHQ
NEECVQTRGE

Supporting Peptides:

IEILLTVAVV
AERLNMSVMV
KCDIALEPEI
LWQQLKPLYL
FRLAEDFFKS
QPTIYRKQGAN
TSDNYNCNWW

CDIYNNEDAG
LREVIS

ALVITATFPETS
TTALEHISQE
TEIFMRSRDP
QLHAYVEREL
INLTAMFDSFE
PGFHEAVGDV
SLAEEYQGIE

EKEPTEASPVA
ANNFPWEDLE
EKELEYIWVEW
REEKYGEDLVS
WEEKSILTEKIE
IALSVSTPSH
PEVDRSEEDF

NLLESMLEMG SSKPWPDAME

TNPTEDSQST
DEDIERQFEK
REASGEEVES
FDGFIPAHLL
DVDMICHASA
LENIGLLQDD
DEGARKYHVVA

EITEQRDMDS

Peptide

Uniq|-10IgP

Mass |ppm

m/z z

RT |Scan|#Spec|Start

PTM

R.WNVFQGK.V| Y

22.48

877.4446

-17.1

439.7221(2

17.67| 671 1 483 | 489

total 1 peptides

tr|AOA1511463|A0A1511463_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

WNNIQSITAW
TVSEMENIYS
DYAAFWMEDY
KQLPDVSAAL
DLLTAHHEMG
FLPFAYMMDR

LCIEARQYDP
TNEYIGWEKHS

YAEWNNEQSL
FEMTVNEMEEK
NESDYAAYWM
PFPGEQLPDV
INMEDLLTAH
DEIAFLFFAY

FHEALCTEAK
ENKETNEYIG

DVLENAEKSVL
LSVVGNAMLS
LYIKYVEMAN
GNVWAQSWSN
WDEFYDGEDFR
STDPEAMLNN
DVEYIRYFVS

AGLLEYFEPL

NYASNLTNEN
TAEKICDYHNE
EADNFPEQIE
IEQDYNATSM
HIEYYLQYKN
WRWNVEQGKV
—

SNPNAKPLSQ
KKQCVQTRGE

AGWDYASNLT
IYSTAERICDY
KDYEADDFFPE
SAALVEQGYN
HEMGHVEYYL
MMDERWRWNVE

back to list

LAEKLKCSAE
SKCDLALEPE
TQWQQLKPLY
FRLAENFFIS
QPVVFREGAN
TPDNYNCNWW

CDIYDNEDAG
LVNYSY

back to list

DENLARKLNV
KNKTKCDLAL
QIENLWQQLK
ATSIFRLAES
QYKNQPTVEFK
QGKVTPDNYN

—

QYDPKNPDAN
WKPSTRQCVQ

KRLDAELGKW
EEVQKEFDET
NIARLYNYPD
IADFTIPFEG
IKQCTRINME
LYVKSLEKIV
FVIQFQFHKA

INWLTEENEE

LLSQCDIYDN
TRGELGVTDE

back to list

YNEQSIAEWN
ISTMQNIFEST
YAAYWMEDYE
KQLPDVSSSL
DMFTAHHEMG
FLPFSYMLDR
LCTEARQYDP

TNEYIGWKFES

back to list
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16/03/2023, 15:20 proteins
1 MERQFEELSI LGVAALPEQS YNEFEMTVSK MENIYSTAKI CDYHNEKSKCD
51 SGEEVKSLYS KYVELANTVA TLNNFSDYAAR FWMEDYEADN FPEQIETQWQ
161 PIPAHLLGNP WAQTWNIANF TVPFLGEQLP DVSAALIEQG RFIFESFEIF
247 DTFWEESILT KEDGVDMICH ASAWDFYNAE DFRIKQCTRI NMEDLLTAHH
321 GDVISLSVST PSHLEKIGLL MDDSTDREAF LNHLYMESLD KIVELPFAYM
401 GIEPPVDRSE EDFDPGSKYH IIAGVEYIRY FVSFVIQFQF HEALCIEARAKQ
481 ELGSSKPWQD AMEKISGQRQ MDAAGLLEYF KPLTDWLTEE NEETNEYIGW
561 ISFGVNSMLD INMQASVEMI SENLYNEDTK HTPALQGALD REMGVSSTGV
641 FESIIQILQT ICKSCAHVLL THEERKFFSR SIQNPESGYL MEKALREKIL
721 KYENLEEIDP ITIQEKLAELA PEMERDIEFK NIVEQNYRLF FEVQELFNRI
501 CIRPSILSDL KAGTNEDYLT MELSEIALIN DVIRRQEGVN INTYMEHWDF
81 OQRLEGEQGRF RGNLSGERVD FTSRTVISPD PNLRIEQVGV PIHVAKTLTY
96l YENSQNRRYL GYGDRNEAAQ DLOYGDIVER HLEDDDLVLF NRQPSLHELS
104 DEMNLHLFQT EEARAEALVL LANKSNLVTP ENGDLLIAAT QDFITGAYLL
1121 PPPAITEPAR LWTGEQIFSL IIRPNKECPV KANLKAKGEKT YTNGEEFCIN
1201 YILLRDWGED VATAAMWRLT RITNHFNFER GISLGIGDLI PSQGLLEAEE
1281 EETLETRILN ELSVIRDDVG KACLRELHPT NIPLTMALCG SKEGSFINISQ
13261 SEEPDAEGFV ENSFYSGLVS KEEFYFHAMGG REGLTDTAVE TAETGYMQRR
144 DGLDPTYMEG EDCPVDYERV YEHVEAFMPY ITEEPLDYAS VINATEEMLE
1521 LELEVARKIA FYRQNVISNS SVTSQLERFT VSQLVEFIHT CEEKYMRAKI
1601 VAAMNITQGV PRIKEIINAS PKISTPIITA TLINDTSSEF AEQVEARIEEK
1681 EMLEKLEVDVN SVCYELCTSE LEKLTSENVEE VTDSVIIIRP NRSEDKDSNF
1761 GNESKFTLFV EGDNFEREVMA TRGILGEETK SNNTIEVFKT LGIEAARTTI
1241 GEVLGITRQGE LAKMEESVLN LASFEKTADH LFDARAYYGQK DVISGVSESI
1921 VIEVIERK
Supporting Peptides:
Peptide Uniq|-10igP| Mass |ppm m/z |z| RT |[Scan|#Spec|Start|End |PTM
R.WNVFQGK.V| Y 22.48 (877.4446|-17.1|439.7221|2|17.67| 671 1 376 | 382

total 1 peptides

tr|AOA151IJMC2|A0A151IMC2_9HYME

| Protein Coverage | Supporting Peptides |

Protein Coverage:

LALEPEIIEI
QLKPLYLQLH
TIKESIYYNA
EMGHIEYYLQ
MDRWRWNVEQ

SESSHDPEEL
AYVRRELREEK
TSMERLAENF
YENQPVVFEE
GKVTPDNYNC

—

YDPSNPNAKP
KHSEKLVFKS
ECETCNEKLN
EVARKKTVCP
PTGDIFFLLM
LQLHCGLYIN
PERVIPSNME
IMTHRTEVLE
TQKDTFLQLE
DSYIIIRNSE
KILNTHYSTC
MIACVGQQAT
LIKSLEDLCI
SEEYECLSEE
EPGTAVGALA
TTLGDVSEYI
PFRQLTEAIP
MSEIKSVMEN
IMGIPVPLGT

LSQCDIYDNK
RPSMVEEQFR
DCVGHFGYLN
NCKSNNGEVK
NPECAAPVDL
SEMSGIPLHM
IMRKLVRNGP
HRTFRENECV
QVRLALCLLA
LLAGTMDKSV
NEYIQLMEQG
NGCRVPDGFE
HYDMTVRNSM
FKDELTAVLN
AQSIGEPGTQ
EEIYLSDDHF
NVIIKGLESI
HGISIDCRHL
GIFKLLHKYP

EKHIWVEWREV
YGENIVSKDG
FISINLTAMP
GANPGFHEAV
NWWTLAEEYQ

DAGNLLESML
ETNVASEVSH
LELPVFHVGY
FAGFLKIVHE
VLRRIPVPFPI
QPEESGRGIV
DTHPGANYIQ
CAPYNADFDG
GSDASTEVTL
LGSGSKQNIF
HLVCQPGCSE
NEALFHVLTR
RDMIQTTYGG
ELIVVFCSSF
MTLETFHFAG
LITELDIDRI
NEVVVHNENL
MLLADLMTSR
FHYFIYETLT

back to list
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16/03/2023, 15:20 proteins
1 MRRQFEELSI LGVAALPEQS YNEFEMTVSK MENIYSTAKI CDYHNKSKYL
51 GEEVESLYPE YVELANTVAT LNNFSDYAAF WMEDYEADDF PEQIEIQWQQ
161 TIPAHLLGNPW AQTWNIANFT VPFSGKQLPD VSVALVEQGT DYNATSMFRL
247 MICHASAWDEF YDGEDFRIKQ CTEVNMEDLL TAYHEMGHIE YYLQYENQPV
321 IGLLTDDSTD REAFLNHLYM KSLDEKIVFLP FAYMMDRWRE-EEEEEEVTPD
401 SEYHIIAGVE YIRYFVSFVI QFQFHEALCI EAKQYDPSNP DAEKPLSQCDI
481 GQRQMDAAGL LEYFKPLTDW LTEENKKTNE YIGWKPSEKEKL VFESRSSMVE
561 VEMISENLYN EDVEHTPALQ GALDRRMGVS STGVECETCN EKELNDCVGHFE
64 HVLLTHGERE FFSESIQNPE SGYLMEFALE REILEVAEREE TVCPNCESNN
721 AELAPRMERD IDIRTFFEVQ ELFNRIPTGD ICFLLMNPGC ATPVDLILRR
501 EIAFINDVIR KQEGVTINMH IEQWDFLQLH CGLYINSEMS GIPVHMQPQE
581 TVISPDPNLR IEQVGVPIHV AKTLTYPERV IPSNIELMRQ LVENGPDTHP
%61 GDIVERHLED DDLVLFNRQP SLHELSIMTH RTEVLEHRTF RFNECVCAPY
1041 SNLVTPRNGD LLIAATQDEFI TGAYLLTQED TFLQLEQARL ALCLLAGSDA
1121 NRECPVEANL KARGETYTNG EEFCINDSYV IIRNSELLAG TMDESVLGSG
1201 HFNFERGISL GIGDLIPSQG LLRAKERILN THYSTCNEYI QLMEQGRLVC
1281 RELHPTNTPL IMALCGSEGS FINISQMIAC VGQQAINGCR VPDGFENRAL
1361 FHAMGGREGL TDTAVETAET GYMQRRLIKS LEDLCIHYDM TVRNSMCDMI
1447 FAFMPYITEE PLDYVTVINA TEEMLSAKEY ECLSEEFEDE LTFEQIERCE
1521 ERFTLSQLVE FIHTCEEKYM RAKIEPGTAV GALAAQSIGE PGTQMTLETE
1601 IITATLINDT NSEFAEQVEA RIEKTTLGDV SEYIEEIYLP DDHFLIIEKELD
1681 NVEEMTDSVI IIRPNRSEDK DSNFPFRQLT EAIPNVIIKG LPSINRVVVH
1761 EETKSNNTIE VFETLGIEAA RTTIMSEIKS VMENHGISID CRHLMLLADL
1241 TADHLFDAAY YGQEDVISGV SESIIMGIPV PLGTGIFELL HRYPFHYFIY
1921 DLFSLIIKYG RQRRTMQEGT FI
Supporting Peptides:
Peptide Uniq|-10igP| Mass |ppm m/z |z| RT |[Scan|#Spec|Start|End |PTM

R.WNVFQGK.V| Y

22.48

877.4446

-17.1

439.7221(2

17.67| 671

1 360 | 366

total 1 peptides

tr|[FAWLVO|F4WLVO_ACREC

| Protein Coverage | Supporting Peptides |

Protein Coverage:

ALEPEIIEIS
LEPLYLQLHA
AENFFISINL
VFEEGANPGFE
NYNCNWWTLA

YNNEDAGNLL
EQFRETNVAS
GYLNLELPVFE
GEVEFAGFLK
IFVPPICIRP
FGRGIVQRLE
GANYIQYEKNS
NADFDGDEMN
SMNVTLFPPA
SEQNIFYILL
QPGCSEEETL
PHVLTRSEKEP
QTTYGGDGLD
CSSFLELEKVA
HFAGVAAMNI
IDRIRTLELE
NENLGSESEF
MTSRGEVLGI
ETLTVIEVIK

KSSHDPEELK
YVRRELREEY
TAMPDTEFWEEK
HEAVGDVISL
EEYQGIEPEV

ESMLELGSSK
EVSHISFGVD
HVGYFESIIQ
IVHEEKYENLE
SILSDLEAGT
GEQGRFRGNL
QNRRYLGYGD
LHLPQTEEAR
IVEPARLWTG
RDWGEDVATA
ETRILNELSV
DAKGEVENSF
PTYMEGEDCPE
REIAFYRQNV
TQRGVPRIKEI
VDVNSVCYEL
TLEVEGDNFEFR
TRQGLAEMEE
NELHTTEYTH

HIWVEWERKAS
GEDIVSEDGFE
SILTEEDGVD
SVSTPSHLEK
DESEEDFDEG

PWQDAMEKIS
SMHDISMQAN
ILQTICKRCA
KIDPIIQEKL
NEDHLTMKLS
SGKRVDETSR
RNKAAQDLQY
AEALVLLANK
KQIFSLIIRP
AMWRLTRITN
IRDDVGKACL
YSGLMSKEFY
VDYERVYEHV
ISNSPVTSQL
INASPKISTP
CTSKLELTSK
EVMATRGILG
SVLNLASFEK
LHLHVCTYST

back to list
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16/03/2023, 15:20 proteins
1 ISTNHETTDD LLESAHELLN RIDAEYAKWN NEQSVTAWNY ASNLTNENLA
51 ESMERQFEEL SILGVAALPE QSYNEFEMTV SEMENIYSTA KICDYYNESK
161 KVSGEKVESL YSTYVELANT VATLNNFSDY AAFWMEKDYEA DDFPEQIETQ
247 DGPIPAHLLG NEFWAQTWNIA NFTVPFSGEQ LPDVSAALVE QGNYNATSMFE
321 VDMICHASAW DFYDGEDFRI KQCTRVNMED LLTAHHEMGH IEYYLQYENQ
401 EKEIGLLTDDS TDREAFLNHL YMESLDEIVF LPFAYMMDRW RWNVEFQGKVT
—
481 PGSEYHIIAG VEYIRYFVSF VIQFQFHEAL CIEAKQYDPS NPNAKPLSQC
561 ISGQROMDAA GLLEYFEPLT DWLTEENEET NEYIGWEPSK EKLVFESRPSM
64 ASVEMISENL YNEDTEHTPA LQGALDEEMG VSSTGVECET CHNEELNDCVG
721 CAHVLLTHGE REFFSRSIQN PKSGYLMREA LREKILEVAR EETVCPNCES
201 EKLTELTPEIE RDTEFENIVE QNYRCVFDEY LYPNVVQELF NRIPTGDICF
581 SDLEAGTNED YLTMELSEIA LINDVIREQK GVNINTYMEQ WDFLQLHCGL
961 GRFRGNLSGE RVDFTSRTVI SPDPNLRIEQ VGVPIHVAKT LTYPERVIPS
1041 RYLGYGDENE AAQDLQYGDI VERHLEDDDL VLFNEQPSLH ELSIMTHRTE
1121 PQTEEARAFA LVLLANESNL VTPRNGDLLI AATQDFITGA YLLTQKDTFL
1201 PARLWTGEQI FSLIIRPNEE CSVEANLEAK GEKTYTNGEEF CINDSYVIIR
1281 GEDVATAAMW RLTRITNHFN FERGISLGIG DLIPSQGLLR AKERILNTHY
13261 ILNELSVIRD DVGEACLEEL HPTNTPLTMA LCGSKGSFIN ISQMIACVGQ
1447 GFVENSFYSG LVSEEFYFHA MGGREGLTDT AVETAETGYM QRRLIESLED
1521 MEGKDCPVDY ERVYEHVRAK MPYITEEPLD YASVINATKE MLRSEEYECL
1601 SSVISQLERF TVSQLVEFIH TCEEKYMRAK IEPGTAVGAL ARAQSIGEPGT
1681 SPEISTPIIT ATLINDANSE IAEQVEARIE KTTLGDVSEY IEEIYLPDDH
1761 EKLELTSENVE EVTDSVIIIR PNRSKDEDSN FEFRQLTEATI PNVIIKGLPS
1241 ATRGILGEKT KSNNTIEVEFK TLGIEAARTT IMSEIKSVME NHGISIDCRH
1921 NLASFEKETAD HLFDAAYYGQ EDVISGVSES IIMGIPVPLG TGIFELLHEY
Supporting Peptides:
Peptide Uniq|-10igP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End PTM
R.WNVFQGK.V| Y 22.48 (877.4446|-17.1|439.7221|2|17.67| 671 1 442 | 448
total 1 peptides
tr| AOAOP5A3B7|AOAOP5A3B7_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVTVLGFLNI ASIAFGSFVF GPVIMRFFHS INEPNAMLAM LENPETVTMF
21 ERSIQDNEFP ENCFILAMAA LYEMNTPESY EEMETLANAARA SDAGHVEMRR
161 VTIRNLEALA FAKVGRLDDT MAILRASLEY DMPAEGGRKR SFNENIIDSI
—
241 EQTLEALLDT PIEKLEPRDR DSWNNNENFV DRGMVEKTNFN KQDRYDENTR
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
K.ALAFAK.V| Y 21.89 (619.3693| -1.9|620.3754|1|17.45| 664 1 168 (173

total 1 peptides

tr| AOAOP5LBI4|AOAOPS5LBI4_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

=

6

]

(=

1
1

MEDNETEEAFK RQIGEGAKVR MDEEKGNIHIK RVSKSNIYIEK NTSDENGIGN

ELKRAYPDRE KELEMQCITAI AFAKNDMELL NCPCWVMIVN IVAMDMLESK
—

SSGSSSHNGN INNGNGSAPA NSNGVVGTER GDEPPELFPR DNGIYGSNIP
EYDDFYYCGL RARVSNEFVEN ENTNEEFVEE LGTEIKMEMT PHVGTYQAAL

Supporting Peptides:

Peptide

Uniq|-10IgP

ppm| m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9]620.3754

1(17.45

664 1

99 |104

total 1 peptides

tr| AOAON7ZFR9|AOAON7ZFR9_9CRUS

| Protein Coverage | Supporting_Peptides |

Protein Coverage:

EKLKWSAEGA
CDLALEPEII
WQQLKPLYLQ
RLAENFFISI
PVVEKEGANP
PDNYNCNWWT

DIYDNKDAGN
VKEQFRETNV
HEGYLNLELP
NNGPVEKAGF
LLMNPGCATP
YINSEMSGIP
NMELMRELVR
VLEHRTFREN
QIEQARLALC
NSELLAGTMD
STCNEYIQLM
QAINGCRVED
LCIHYDMTVR
SEEFKDELTS
QMTLKTFHFA
FLIIKLDINR
INRVVVHNEN
LMLLADLMTS
PFYYFIYETL

DQFMSYQIAM
SLTYAAALAL
GELVKESGNK

PLYPFREFGL

DILELPQGAL
MPPVSERSDI

KFDYDEIDEN
FTATPCRVIEK

NVTEHIIQIV
EISENSHDFPE
LHAYVRRELR
NLTAMPDTEW
GFHEAVGDVI
LAEEYQGIEP

LLKSMLELGS
ASEVSHISFG
VFHVGYFKSI
LEIVHEEYKN
VDLVLRRIPV
LHMQPKKSGR
NGPDTHPGAN
ECVCAPYNAD
LLAGSDASMK
KSILGSGSKQ
EQGHLVCQEG
GFENRALPHV
NSMRDMIQTT
FLELKVARKI
GVARAMNITQG
IKMLELEIDV
LGSKSEFTLF
RGEVLGITRQ
TVIFVIEK

DLLLRNEMYN
NONDPQLCLN
DVQLEFARIL

NEME

EFGEGYLLFED
RNRPRIFIFD

GYKAFASTRP
CGIREASTVE

NDFPWRDLEN
ELEHIWVEWR
EFEYGEDIVSEK
EEKSILTEKDG
SLSVSTPSHL
PVDRSEEDFD

SKPWQDAMEK
VDSMHDINMQ
IQILQTICKS
LKKTDPIIQE
PPICIRPSIL
GIVORLKGKQ
YIQYRNSQONR
FDGDEMNLHL
VTLPPPAIIK
NIFYILLRDW
CSEEETLETR
LTRSKKPDAK
YGGDGLDPTY
AFYRONIISN
VPRIKEIINA
NSVCYKLCTS
VEGDNFREVM
GLAKMKESVL

back to list

EVMEVFAISQ
LLAPSEQQONY
KNMSDRQMIE

back to list

MKKFQQNVSR
EDPYSVAGSG

SEEELLSTDK
w

back to list
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16/03/2023, 15:20

1

MEDNETVETE RQIGEGAEKVE MDEICNIHIE RVSESNIYIE NTSDENGIGN DILELPQGAL EFGEGYLLED
ELKRAYPDRE KLEMQCITAI AFAKNDMELL NCPCWVMIVN IVAMDMLESE MPPVSKRSDI RNRPRIFPIPD

S5G555HNGN INNGNGSAPA NSNGVVGTER GDEPPELPPE DNGIYGSNIP EFDYDEIDEN
EYADPYSCGL RPRVSNEVEN ENNNEEFVEE LGTEIEMEMT PHVGTYQAAL SHGHFMQSHQ

DA

Supporting Peptides:

—

Peptide

Uniq|-10IgP| Mass |(ppm m/z z

RT

Scan

#Spec

Start

PTM

T.AIAFAK.N| Y 21.89 |619.3693| -1.9(620.3754 |1

17.45

664

99

104

total 1 peptides

tr|AOA1ISNYES|AOA1IS8NYES_STOCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MIHEANLQIH EVSVNSTSVD GTRHVALLNK
21 DGLDSLIDVG TGTGNVLMEI AKPHISEKEAYR
1€l SFNCLHWVNN QIQALENIYQ LIRPEGGDFL
241 IGFDMVEIEY SFGVHTYQSE KEFEEHMAAS
321 AFKKLPQCH
Supporting Peptides:
Peptide (Uniq|-10lgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
D.AIAFAK.T| Y 21.89 |619.3693| -1.9|620.3754|1(17.45| 664 1 121 | 126
total 1 peptides

tr| AOAONSBB32|AOAON8S8BB32_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MERNERVAFA
TSDENGIGND

VAMDMLESEM
NGIYGSNIPK
HVGTYQAALS

Supporting Peptides:

YARATPIQIN GSDDGFDGFR IGLNGFDNPM RDNRTEEAEKR QIGEGAFKVRM DEEKGNIHIER
ILKLPQGALE FGKGYLLFDM KEFQQONVSRE LERAYPDRRE LEMQCITAIA FAKNDMELLN

PEFVSERSDIE NRPRIPIPDE DPYSVAGSGS SGSSSHNGNI NNGNGSAPAN SNGVVGTERG
PDYDEIDENG YKAFASTRPS EEELLSTDEK YDDPYYCGLR ARVSNEVENE NTNEEKPVEEL
HGHPMQSHQM WHSRSFDSGM VIKLAERPQR IFLYLGDTFY GLTVSH

Peptide

Uniq|-10igP| Mass |ppm m/z z

RT

Scan

#Spec

Start

PTM

T.AIAFAK.N

Y 21.89 |619.3693| -1.9(620.3754 |1

17.45

664

1

138

143

total 1 peptides

tr| AOAOP5IFD9|AOAOP5IFD9_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

A
]

321

P
40

MMENIPRCLV RLCSQPSVTQ MOYQGFRSLY TAESLGLDGF AASRSKTAVN FHGSQMEEKF RSRMQEFVTP
LETMINLAEE NPEDIKLLEQ MIEEFHNQST GLEFGSEFVFG PVIMRFFHSI NEPNAMLAML ENPETVIMED
LLLRNEMYNE VMEVFAISQE RSIQDNEFFE NCFILAMAATL YRMNTPESYE EMEKTLANAAS DAGHVPMRES
QNDPQLCLNL LAPSKQONYV TIRNLEALAF AKVGRLDDTM AILRASLEYD MPAEGGREKRS FNENIIDSIG

VQLEFARILE NMSDRQMIEE QTLEALLDTF IEELEFPRDRD SWNNNRNEVD RGMVETNFNE QDRYDRNTEFP

EME

Supporting Peptides:

—

Peptide

Uniq|-10igP| Mass (ppm m/z z

RT

Scan

#Spec

Start

PTM

K.ALAFAK.V| Y 21.89 |619.3693| -1.9|620.3754 (1

17.45

664

267

272

total 1 peptides

tr|Q7Q083|Q7Q083_ANOGA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html

proteins

PHQVKHLQQS QTLQOLDAMHR PVLYHQHNAT

EVVGIDMASD ATAFAKTYYK SQREVEFKIL
—

LCFQPYLPFF DIYEVLONTS TWSEYIGHID
CMFLEHIFPQ LHSTIMEDEFV DIAQRLGCEA

GYEAFASTRP
MWHSRSFDSG

QESTIAEEVIR
DIGTENELFPA

YFGGPLORIE
SSPSGNECEY

MEKFQQNVSE
EDPYSVAGSG

SEEELLSTDE
MDAAFWECYW

back to list

EYAFWMQWEREN
DLIGQFDHVT

EDELSNLLDE
SLNFTNAVVY

back to list

VSESNIYIEN
CPCWVMIVNI

DEFPPELFPRD
GTEIEMEMTP

back to list

DSTSLIFTDD
QFMSYQIAMD
LTYAAATALN
ELVKESGNED

LYPPRRFGLN

back to list
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16/03/2023, 15:20 proteins
1 MDTRQDTHLA KELNNVTIRPA SAGSLEEEIS RIIEDEPREH PLHLLDLDDL
51 TLAALGTGFD CASEAEMRTI LALGVTPDRI IFAHPIKSVQ ALAFAKAHGI
J—
161 SDRVLIALGE KFGCDARGDG RVLLARAQAL GVAVIGVSFH VGCGSLDADC
241 GFPGDNDEPI DQYAEAVSREA LQEFFPPEQD EEVYVLGEPG REYVGSAATL
321 TLFDWLSLEE IEDLERAVFEL VEEEREHEFA FETTIWGETC DSTDIVCEDV
40 PEPTVQVYVE EHTW
Supporting Peptides:
Peptide |Uniq(-10igP| Mass |(ppm m/z z| RT |Scan|#Spec|Start End |PTM
Q.ALAFAK.A| Y 21.89 (619.3693| -1.9(620.3754|1|17.45| 664 121 (126
total 1 peptides
tr|W53JB06|W5JB06_ANODA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MESLAVVCCC LVALAFAKAG SYHGFELYTV RPETQEQLTE LLEWPVQADV
—

21 HDIDYELVVE DVQELLTKEK RRNAEHLRRV RRDSNSRATI DFDHFWPLEE
161 FKAITISTNGV IDQSRPIVFI DGGIHAREWA GVMSVMYMIH EFVEHSDQYA
247 ENRSQVSILC YGVDLNENFA YOQWEWTSSEC TNNYAGEAAER SEEETQTMVA
321 IHSDNAADLQ RLGEQARDAL VAAGGPTYEV GNSADILYTA SGATDDYAHS
401 ADTFELFEVF GQHAGTLTVP

Supporting Peptides:
Peptide |Uniq|-10lgP| Mass |[ppm m/z z| RT |Scan|#Spec|Start|End|PTM
V.ALAFAK.A| Y 21.89 |619.3693| -1.9(620.3754(1(17.45| 664 1 13 18

total 1 peptides

tr| AOAOP5RA30|AOAOP5RA30_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

1=

[x%)

(V%]
&%)

o e

(=

MVSERRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIFPIFDED
KAFASTRPSK
HSRSFDSGMD

Supporting Peptides:

SRDDLHLDNF
GLNGFDNEMR
KFQQONVSREL

PYSVAGSGSS
EELLSTDEEY
AREWECYWDA

PEEEDDVWHI KEELYKDHIQ EVLDEWHQID
DNRTEEAERQ IGEGAKVRMD EEGNIHIEKRV

KRAYPDRREL EMQCITAIAF AKNDMELLNC
—

GSSSHNGNIN NGNGSAPANS NGVVGTERGD
DDPYYCGLRA RVSNEFVENEN TNEEPVEELG

Peptide

Uniq|-10IgP

Mass

ppm m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

1(17.45

664 1

197 | 202

total 1 peptides

tr| AOAOP5DXUS|AOAOP5DXUS_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSRRRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSEEL KRAYPDREREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAFPANS NGVVGTKRGD
321 EAFASTRPSE EELLSTDEEX XOGOOOOOEN XoOOGKEVST IEYNQSSVCT
40 VAISEVATCC VDVQSGREHFE H
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 197 | 202

total 1 peptides

tr|Q702G3|Q702G3_ANOGA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

VGEHLVWLES
EEMTFDNECE

FYHATASARS
LTTVQGEKIV
PYPEHHIGDY

DEWDAPELNR

IYDYLDELAA
AQLTNADYVI
LMDQYEKESATIR
LGVPFAYTLE

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPPRDN
TEIFEMEMTFPH

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

EPFELFPEDN
LVLMNEESNN

MFPEVTPEYAV
LEEVAREYFER

VFDYAEDELG
RDDAGQIQOM
IVFENLGAYG

ESRMMTARTD

AYTGLVRVSE
IFVLNPDGYS
VYLAVHTYGE
LTGGGLEGED

ERNRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH

EENRRVAKAY
SDENGIGNDI
AMDMLESEKMP

GIYGSNIFPEP
EVEVLRLCSL

ECNDDPAILA
AELVLEIRHD

MERLWLLDVGG
MYYINDGVEG
MTFATNENGE

back to list

REAVVNEFLER

VGTTHEGRPI
YTHEENELWER
LILWEFWGYDF
LFASELPEVT

back to list

AFATFPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHOMW

back to list

AFRATPIQING
LELPQGALEF
PVSERSDIREN

DYDEIDENGY
SIGVIGYSVA

back to list

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html

13/26



16/03/2023
1

81
161
321
401

,156:20

MERLTEVTGC

EQHDIEYDLV
PIKAITISTR
WRENRSEGNV
DFLHAPNEDD
VTSQTFELLE

Supporting Peptides:

LLALAFAKAG
—

AEDVQELLNR
GAVDQTRPIV
LCYGVDLNEN
LOQRLGERARD
VFGQHAGTLS

SYHEFELYNV

EQRENVEHGR
FMDGGIHARE
FFFQWDRTTS
ALVAAGGPEY
VTS

proteins

RPETAEQLSV LLEWRNGQEI

RLRRDSNSRA TVNFEHFWTL
WAGVMSVMYM IHEFVEHSDQ
ECTNNFAGHA ASSENETEKAL
EVGNSADILY TASGATDDYA

Peptide

Uniq |-10IigP

Mass

ppm| m/z

Scan

#Spec

Start PTM

L.ALAFAK.A

Y 21.89

619.3693

-1.91620.3754

1{17.45

664 1

13 | 18

total 1 peptides

tr| AOAOP5B3S6|AOAOP5B3S6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MVSRRRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIPIFDED
KAFASTRPSK
HSRSFASGME

Supporting Peptides:

SRDDLHLDNF
GLNGEDNEMR
KFQONVSREL

PYSVAGSGSS
EKLLSTDKEY
TELTDSAYSR

PEEEDDVWHI
DNRTEEAKRQ
KEAYFDEREL

GSSSHNGNIN
DDPYYCGLERA
IYGRLP

EEELYEDHIQ EVLDEWHQID
IGEGAEVEMD EEGNIHIERV

EMQCITAIAF AKNDMELLNC
—

NGNGSAPANS NGVVGTERGD
REVSNEVENEN THNEEFVEELG

Peptide

Uniq|-10IgP

ppm| m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y | 21.89

619.3693

-1.9(620.3754

1|17.45| 664 1

197 |202

total 1 peptides

tr|Q7PID6|Q7PID6_ANOGA

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MSEAMERLTF VTGCLLALAF AKAGSYHEFE LYNVRPETAE QLSVLLEWRN
J—

21 EEFLEQHDIE YDLVAEDVQE LLNREQRENV EHGRRLRERDS NSRATVNFEH
161 HEDRPIEKAIT ISTMGAVDQT RPIVFMDGGI HAREWAGVMS VMYMIHEFVE
241 OQNRLWRENRS PGNVLCYGVD LNENFPFQWD RTTSECTNNF AGHAASSENE
321 PWGYDFLHAP NEDDLQELGE RARDALVAAG GPEYEVGNSA DILYTASGAT
401 ELARVTSQTF ELLEVFGQHA GTLSVTS

Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
L.ALAFAK.A| Y 21.89 |619.3693| -1.9|620.3754|1(17.45| 664 1 17 22

total 1 peptides

tr| AOAOP5M2I6|AOAOP5M2I6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSRRRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSEEL KRAYPDREREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAFPANS NGVVGTKRGD
321 EAFASTRPSE EELLSTDEEY DDPYYCGLEA RVSNEFVENEN TNEEPVEELG
40 HSRSFDSGMX XA XOO00ONGN, X000 KK P
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 197 | 202

total 1 peptides

tr| AOAOP5C2M5|AOAOP5C2M5_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

EVDEWDAPEV

DEIYEYLDEL
YAEQLSNTDY
IGLMDQYKAA
YSLGVPYSYT

DEIWAKLIVM
SESNIYIKNT
PCWVMIVNIV

EPFELFPEDN
TEIFEMEMTPH

GQEIEVDEWD

FWTLDEIYEY
HSDQYAEQLS
TKALIGLMDQ
DDYAYSLGVP

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

EPFELFPEDN
TEIFEMEMTFH

GRSARLMVTR

AVAYNGLVEV
VIVPVANPDG
IEMYLAVHTY
LELTGGGSQG

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQARATLSH

APEVGRSARI

LDELAVAYNG
NTDYVIVPVA
YEAATRMYLA
YSYTLELTGG

EENRRVAKAY
SDENGIGNDI
AMDMLESEKMP

GIYGSNIFPEP
VGETYQAATLSH

EDHERVEEFL

SEIGRTHEDR
YVYTHEQNRL
GEMILWEWGY
FDLFPAAELAR

back to list

ARATPIQING
LELPQGALEF
PVSERSDIEN

DYDEIDENGY
GHPMQSHQMW

back to list

MVTREDHERV

LVRVSEIGRT
NPDGYVYTHE
VHTYGEMILW
GSQGFDLPAA

back to list

AFRATPIQING
LELPQGALEF
PVSERSDIREN

DYDEIDENGY
GHPMQSHQMW

back to list
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16/03/2023, 15:20

1
81

MVSRRRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIPIFDED
KAFASTRPSK
HSRSFDSGME

Supporting Peptides:

SRDDLHLDNF
GLNGEFDNEMR
KFQQNVSREL

PYSVAGSGSS
EELLSTDEKEY
TELTDSAYSR

PEEEDDVWHI
DNRTEEAKRQ
KERAYPDEREL

GSSSHNGNIN
DDPYYCGLEA
IYGRLPIPRS

proteins

EEELYEDHIQ EVLDEWHQID
IGEGAEVEMD EEGNIHIERV

EMQCITAIAF AKNDMELLNC
I—

NGNGSAPANS NGVVGTERGD
RVSNEVENEN TNEEPVEELG
YVPIAAPSRA SYYGEWN

Peptide

Uniq|-10IgP

Mass

ppm| m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

1(17.45| 664 1

197 | 202

total 1 peptides

tr| AOAOP5HDA5 | AOAOP5HDAS5_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MVSRRRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIPIFDED
KAFASTRPSK
HSRSFDSGREN

Supporting Peptides:

SRDDLHLDNF
GLNGEDNEMR
KFQONVSREL

PYSVAGSGSS
EKLLSTDKEY
RAHRLGLLFH

PEEEDDVWHI
DNRTEEAKRQ
KEAYFDEREL

GSSSHNGNIN
DDPYYCGLERA
LEPLADSAQL

EEELYEDHIQ EVLDEWHQID
IGEGAEVEMD EEGNIHIERV

EMQCITAIAF AKNDMELLNC
—

NGNGSAPANS NGVVGTERGD
RVSNEVENEN TNEEKPVEELG
CAHCSAFASI VLRGVELMSI

Peptide

Uniq|-10IgP

ppm| m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y | 21.89

619.3693

-1.9(620.3754

1|17.45| 664 1

197 |202

total 1 peptides

tr| AOAOP6EQJO|AOAOP6EQJIO_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

[x%)
1=

(V%]
&%)

o e

(=

MSFLEAQGEC
RNRRVAFKAYA
DENGIGNDIL

MDMLESEMEP
IYGSNIFPEFD
GTYQAALSHG

Supporting Peptides:

VCGPTIGQDM
RATPIQINGS
ELPQGALEFG

VSKRSDIRNR
YDEIDENGYK
HPMQSHQMWH

VSRRERILSES
DDGFDGFRIG
KEGYLLFDMERK

PRIFIPDEDP
AFASTRPSEE
SESFDSGMDT

RDDLHLDNFFP EEEDDVWHIEK
LNGFDNPMRD NRTEEAERQI
FQONVSRELEK RAYPDREELE

YSVAGSGSSG SSSHNGNINN
ELLSTDEEYD DPYYCGLRAR
ATTIEKTYEKA VANIRTLSTP

Peptide

Uniq|-10IgP

Mass

ppm m/z

Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

1(17.45| 664 1

216 | 221

total 1 peptides

tr| AOAOP5DINO|AOAOP5SDINO_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSRRRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSEEL KRAYPDREREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAFPANS NGVVGTKRGD
321 EAFASTRPSE EELLSTDEEY DDPYYCGLEA RVSNEFVENEN TNEEPVEELG
40 HSESFDSGMA SLPSSVTFEDI QRELWEAYPFE BREGEEXX XXXXVQLEIP
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 197 | 202

total 1 peptides

tr| AOAOP5M537 | AOAOP5M537_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

EPFELFPEDN
TEIFMEMTFH

DEIWAKLIVM
SESNIYIKNT
PCWVMIVNIV

EPFELFPEDN
TEIFEMEMTPH

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIFPEP
VGTYQAALSH

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQARATLSH

EELYFEDHIQE VLDEWHQIDD
GEGAEVEMDE EGNIHIERVS

MQCITATAFA KNDMELLNCP
—

GNGSAPANSN GVVGTERGDEK

VSNEVENENT
Y5

NEEPVEELGT

DEIWAKLIVM ERNERVAEKAY
SESNIYIENT SDENGIGNDI
PCWVMIVNIV AMDMLESEMP

KFPELPPRDN GIYGSNIPEP
TEIEMEMTPH VGTYQAALSH
CH

AFRATIPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHQOMW

back to list

ARATPIQING
LNLPQGALEF
PVSERSDIEN

DYDEIDENGY
GHPMQSHQMW

back to list

EIWAELIVME
ESNIYIENTS
CWVMIVNIVA

PFELFPRDNG
EIEKMEMTPHV

back to list

AFRATPIQING
LELPQGALEF
PVSERSDIREN

DYDEIDENGY
GHPMQSHQMW

back to list

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html

15/26



16/03/2023, 15:20 proteins
1 MVSERRILSR SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
51 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSREEL KRAYPDRREL EMQCITAIAF AKNDMELLNC
J—
Z41 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 FAFASTRPSE EELLSTDEEY DDPYYCGLEA RVSNEVENEN TNEEPVEELG
40 BRSNS 000606000000 0 0000000040 0.0.0.0.0.0.0.0.0.85.0.0.0.9.9.0.9.0.0.4
Supporting Peptides:
Peptide (Uniq|-10lgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 197 | 202

total 1 peptides

tr| AOAONSE8V7| AOAONSE8V7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSERRILSE SRDDLHLDNF PEEEDDVWHI KEKLYEDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVREMD EEGNIHIERV
161 GEGYLLFDMEK KFQONVSREL KRAYPDREREL EMQCITATIAF AKNDMELLNC
J—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 KAFASTRPSK EELLSTDEKY DDPYYCGLRA RVSNEVENEN TNEKPVKELG
40 HSRSFDSGMG VAALFPQHWER DWILSGGSNE ACGNMLCRCFE IWTEALSLMH
Supporting Peptides:
Peptide (Uniq|-10IlgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9(620.3754(1(17.45| 664 1 197 |202

total 1 peptides

tr| AOAOP5PZQ6 | AOAOP5PZQ6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSERRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNERTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQQONVSREL KRAYPDRREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 KAFASTRPSK EELLSTDEKY DDPYYCGLRA RVSNFVENEN TNEKPVEELG
401 HSRSFDSGME QSSQTRLTPA STAACRFRAA MCPLQRLREEH RTTGSGIDVN
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 197 | 202

total 1 peptides

tr| AOAOPGET66 | AOAOPGET66_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1 MVSRRRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSEEL KRAYPDREREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAFPANS NGVVGTKRGD
321 EAFASTRPSE EELLSTDEEY DDPYYCGLEA RVSNEFVENEN TNEEPVEELG
40 HSRSFDSGMX XA XGNGNNGNT X000 XOO0NKKS
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 197 | 202

total 1 peptides

tr| AOAOP5BMN3|AOAOP5BMN3_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPFRDN
TEIEMEMTFH
XLHETVYEKTS

DEIWAKLIVM
SESNIYIKNT
PCWVMIVNIV

KFPELPFRDN
TEIEMEMTFH
LCVCVCVCVT

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPPRDN
TEIFEMEMTFPH
LSVEFGDGAVI

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPFRDN
TEIEMEMTFH
IFFFFFLLHE

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIFPEP
VGTYQAALSH

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH
NGLVS

ERNRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH
SLSRL

EENRRVAKAY
SDENGIGNDI
AMDMLESEKMP

GIYGSNIPEP
VGTYQAALSH
TVYEKETS

AFRATIPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHQOMW

back to list

ARATPIQING
LELPQGALEF
PVSERSDIEN

DYDEIDENGY
GHPMQSHQMW

back to list

AFATFPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHOMW

back to list

AFRATPIQING
LELPQGALEF
PVSERSDIREN

DYDEIDENGY
GHPMQSHQMW

back to list
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16/03/2023, 15:20 proteins
1 MSFLEAQGEC VCGPTIGQDM VSRRRILSRS RDDLHLDNFF EEEDDVWHIK
51 RNERVAKAYA RATPIQINGS DDGFDGFRIG LNGFDNFPMRD NRTEEAKRQI
161 DENGIGNDIL KLPQGALEFG KGYLLFDMEK FQQNVSRELK RAYPDREELE
Z41 MDMLESEMPP VSKRSDIRNR PRIPIPDEDP YSVAGSGSSG SSSHNGNINN
321 IYGSNIFEFD YDEIDENGYE AFASTRFPSEE ELLSTDEEYD DPYYCGLEAR
40 GTYQAATLSHG HPMQSHQOMWH SESFDSGMET ELTDSAYSRI YGRLPIPRSY
Supporting Peptides:
Peptide (Uniq|-10lgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End | PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 216 | 221

total 1 peptides

tr| AOAOP6FYK6|AOAOP6FYK6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81

MWTLQRSATS
LYKDHIQEVL
GAKVEMDEEG

CITATIAFAKN
—

GSAPANSNGV
NEVENENTNE

Supporting Peptides:

NTQTAAFESL
DEWHQIDDEI
NIHIERVSES
DMELLNCPCW

VGTERGDEFFE
EFVEELGTEI

ATESFTLQRL
WAKLIVMERN
NIYIENTSDE
VMIVNIVAMD

ELPPEDNGIY
EMEMTFPHVGT

SNVQRDNNRC
REVAKAYARA
NGIGNDILEL
MLESEMFPPVS

GSNIFEFPDYD
YOQAATLSHGHP

Peptide

Uniq|-10IgP

ppm| m/z

RT |Scan

#Spec

Start PTM

T.AIAFAK.N

Y | 21.89

619.3693

-1.9(620.3754

1|17.45| 664 1

244 | 249

total 1 peptides

tr| AOAOP5TIM7 |AOAOP5TIM7_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
81
lel

1=

[x%)

[¥%)
&%)

o e

(=

MVSERRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIFPIFDED
KAFASTRPSK
HSRSFDSGMX

Supporting Peptides:

SRDDLHLDNF
GLNGFDNEMR
KFQQONVSREL

PYSVAGSGSS
EELLSTDEEY
):9.9.¢.9.9:9.9.9.0.4

PEEEDDVWHI
DNRTEEAKRQ
KRAYFPDEREL

GSSSHNGNIN
DDPYYCGLRA
):9.9.6.9.¢.9.9.9.0.4

GPTIGQDMVS
IPIQINGSDD
POQGALEFGEG
ERSDIRNRFR

EIDENGYRAF
MQSHQMWHSR

EELYEDHIQE VLDEWHQIDD
GEGAEVEMDE EGNIHIERVS

MQCITATAFA KNDMELLNCP
—

GNGSAPANSN GVVGTERGDE

VSNEVENENT NEEFVEELGT

FEEELYEKDHIQ EVLDEWHQID
IGEGAEKVEMD EEGNIHIERV

EMQCITAIAF AKNDMELLNC
—

NGNGSAFPANS NGVVGTERGD
RVSNEVENEN TNEEPVEELG
) 9.9.9.9.0:0.0.0.0.05.0.4.9.9.9.0.0.0.0.4

VPIRAPSRAS

RERILSRSRD
GFDGFRIGLN
YLLFDMEEKFEQ
IPIPDEDFPYS

ASTRFSEEEL
SFDSGMDAAR

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPPRDN
TEIFEMEMTFPH
KHXXYFFFFFE

YYGEWN

DLHLDNFPEE
GFDNFMEDNR
QNVSRELERA
VAGSGSSGSS

LSTDKEYDDP
WECYWDA

ERNRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH
LLHETVYKTS

Peptide

Uniq|-10IgP

Mass

ppm m/z

RT |Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

1(17.45| 664 1

197 | 202

total 1 peptides

tr| AOAOP5KXS1|AOAOP5KXS1_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:
1 MSFLEAQGEC VCGPTIGQDM VSRERILSES RDDLHLDNFP EEEDDVWHIK
51 RNRRVAKAYA RATIPIQINGS DDGFDGFRIG LNGFDNPMRD NRTEEAKRQI
161 DENGIGNDIL KLPQGALEFG KGYLLFDMEK FQONVSRELK RAYPDREEKLE
241 MDMLESEMPP VSERSDIENR PRIPIPDEDP YSVAGSGSSG SSSHNGNINN
321 IYGSNIFEFD YDEIDENGYE AFASTRFPSEE ELLSTDEEYD DEYYCGLRAR
40 GTYQAALSHG HFMQSHQOMWH SESFDSGMAS LPSSVTPDIQ RLWEAYPFER
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start | End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 216 | 221

total 1 peptides

tr| AOAOP5KPE8|AOAOPS5KPE8_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

EELYEDHIQE VLDEWHQIDD
GEGAEVEMDE EGNIHIERVS

MQCITATAFA KNDMELLNCP
—

GNGSAPANSN GVVGTERGDE

VSNEVENENT NEEEFVEELGT
NETSWVPSHT HGYSPDAAEW

EIWAELIVME
KESNIYIENTS
CWVMIVNIVA

PPELFFRDNG
ETEMEMTFEHV

back to list

EDDVWHIKEEK
TEEAKRQIGE
YPDRRELEMQ
SHNGNINNGN

YYCGLEARVS

back to list

AFATFPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHOMW

back to list

EIWAELIVME
ESNIYIENTS
CWVMIVNIVA

PFKLPPRDNG
EIRKMEMTPHV
ECYWDA

back to list
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16/03/2023, 15:20 proteins
1 MVSERRILSR SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
51 SDDGFDGFRI GLNGFDNFMR DNRTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQONVSREEL KRAYPDRREL EMQCITAIAF AKNDMELLNC
—
Z41 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 FAFASTRPSE EELLSTDEEY DDPYYCGLEA RVSNEVENEN TNEEPVEELG
40 HSRSFDSGME LNVPNASEYT WVTRFMVLEC RTESEHFFIL FLHSLLYSHS
Supporting Peptides:
Peptide (Uniq|-10lgP| Mass |ppm m/z z| RT |Scan|#Spec|Start| End | PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 197 | 202
total 1 peptides
tr| AOAOP5SIJ1|AOAOP5SIJ1_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MWTLQRSATS NTQTARKESL ATESFTLQRL SNVQRDNNRC GPTIGQDMVS
21 LYKDHIQEVL DEWHQIDDEI WAKLIVMERN RRVAKAYARA IPIQINGSDD
161 GAEVRMDEEG NIHIKRVSKS NIYIENTSDE NGIGNDILKL PQGALEFGEG
24 CITAIAFAKN DMELLNCPCW VMIVNIVAMD MLEKSEMPPEVS KRSDIRNEPR
—
321 GSAPANSNGV VGTERGDEPP KLPPRDNGIY GSNIPKPFDYD EIDENGYEAF

NEVENENTNE KPVEELGTEI

Supporting Peptides:

FEMEMTPHVGT

YQAALSHGHFP MQSHOMWHSR

Peptide (Uniq|-10IlgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9(620.3754(1(17.45| 664 1 244 | 249
total 1 peptides
tr| AOAON8D6J9|AOAON8D639_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVSERRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID
21 SDDGFDGFRI GLNGFDNFMR DNERTEEAKRQ IGEGAKVEMD EEKGNIHIERV
161 GEGYLLFDME KFQQONVSREL KRAYPDRREL EMQCITAIAF AKNDMELLNC
—
241 RPRIPIPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 KAFASTRPSK EELLSTDEKY DDPYYCGLRA RVSNFVENEN TNEKPVEELG
401 HSRSFDSGMA SLPSSVTPDI QRLWEKAYPFE RNPTSWVESH THGYSPETEL
481 GEWN
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 197 | 202
total 1 peptides
tr| AOAOP4XFP1|AOAOP4XFP1_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MSFLEAQGEC VCGPTIGQRDM VSRRRILSRES RDDLHLDNFP EEEDDVWHIK
21 RNERRVAKAYA RATPIQINGS DDGFDGFRIG LNGFDNPFMRD NRTEEAKRQTI
161 DENGIGNDIL KLPQGALEFG KGYLLFDMEK FQONVSRELK RAYPDREELE
241 MDMLEKSEMPP VSERSDIENR PRIPIPDEDP YSVAGSGSSG SSSHNGNINN
321 IYGSNIPEPD YDEIDENGYE AFASTRPSEE KLLSTDEEYD DEYYCGLEAR
401 GTYQAATLSHG HPMQSHQMWH SRSFDSGMAS LPSSVTPDIQ RLWEAYPFER
481 IRTLSTPYS
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start|(End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 216 | 221

total 1 peptides

tr|AOA1B6HBZ2|A0OA1B6HBZ2_9HEMI

| Protein Coverage | Supporting Peptides |

Protein Coverage:

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPFRDN
TEIEMEMTFH
EFNVERTFFPF

RERILSRSRD
GFDGFRIGLN
YLLFDMEEKFEQ
IPIPDEDFPYS

ASTRFSEEEL
SFDSGMDTAT

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPPRDN
TEIFEMEMTFPH
TDSAYSRIYG

EENRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH
LWLASTYSLA

DLHLDNFPEE
GFDNFMEDNR
QNVSRELERA
VAGSGSSGSS

LSTDEEYDDP
TIETYEEAVA

ERNRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPEP
VGTYQAALSH
RLPIPRSYVP

EELYFEDHIQE VLDEWHQIDD

GEGAEKVEMDE

KGNIHIERVS

MQCITATAFA KNDMELLNCP
—

GNGSAPANSN

GVVGTERGDK

VSNEVENENT
NEFTSWVEPSHT

NEKPVEELGT
HGYSPDTATT

AFRATIPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHQOMW
ISIRTVAI

back to list

EDDVWHIKEEK
TEEAKRQIGE
YPDRRELEMQ
SHNGNINNGN

YYCGLEARVS
NIRTLSTFEYS

back to list

AFATFPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHOMW
IAAPSRASYY

back to list

EIWAELIVME
KESNIYIENTS
CWVMIVNIVA

PFELFPRDNG
EIKMEMTPHV
IETYEEAVAN

back to list
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1
81
lel
321

401

81

(=

MPNRTPEIEKY
KLADLIERDA
PVALLAAEWG
RIIMESAAES
VGDPESDETE
SSVEELVERA

VTIALFTPSK

Supporting Peptides:

TKHFINNEFV
DELASILTLE
PALATGCTTV
NLKRVGLELG
QGPQVDEEMF
NNTTYGLAAG

DSLDEKTFAV
NGEPFEAALW
LEPAEQTPIT
GESPIAIFDD
TFALRMIESG
IVTNDLNEAI

LNPCTAEKIC
EIHNAAKTMR
ILQIAALTKE
VDVDRAVEIA
KKEGAKLETG
AFAKAAQAGS

—

proteins

DVAEGFEADV
YYGGWCDEKIY
AGFPEGVINV
YEAVEFINGGQ
GSRIGDEGYF
VWVNCFNIVS

Peptide

Uniq |-10IigP

Mass

ppm m/z

RT [Scan

#Spec

Start PTM

K.AIAFAK.A

Y 21.89

619.3693

-1.9(620.3754

1{17.45

664 1

429 | 434

total 1 peptides

tr| AOAOP5QKL6 | AOAOP5QKL6_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1

MVSRRRILSR
SDDGFDGFRI
GEGYLLFDME

RFRIPIFDED
NSNGVVGTER
ENTNEEKFVEE
SHTHGYSPGE

Supporting Peptides:

SRDDLHLDNF
GLNGEFDNEMR
KFQQNVSREL

PYSVAGSXXX
GDEPFELPFR
LGTEIKMKMT
SFPVPIPYLW

PEEEDDVWHI
DNRTEEAKRQ
KERAYFDEREL

):9.9.6.9.¢:9.9:¢.0.4
DNGIYGSNIF
PHVGTYQAAL
IYFPE

KEKLYKDHIQ
IGEGAKVRMD
EMQCITAIAF

EVLDEWHQID
EEGNIHIEKRV
AKNDMELLNC

I—

XXNKXXRSDI
KPDYDEIDEN
SHGHPMQSHQ

RNRPRIFIFD
GYFAFASTRP
MWHSRSFDSG

Peptide

Uniq|-10IgP

Mass

ppm m/z

RT |Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

17.45

664 1

197 | 202

total 1 peptides

tr| AOAOP5S908|AOAOP5S908_9CRUS

| Protein Coverage | Supporting Peptides |

Protein Coverage:

1
g1

MWTLQRSATS
LYFKDHIQEVL
GAKVEMDEEG

CITATAFAKN
—

GSAPANSNGV
NEVENENTNE
TSWVPSHTHG

Supporting Peptides:

NTQTAAKESL
DEWHQIDDEI
NIHIERVSES
DMELLNCPCW

VGTERGDEFPF
KPVEELGTEI
YSPDAAEWEC

ATKSFTLQRL
WAKLIVMEEN
NIYIENTSDE
VMIVNIVAMD

ELPPRDNGIY
FMEMTPHVGT
YWDA

SNVQRDNNRC
REVAFKAYARA
NGIGNDILEL
MLESEMFPPVS

GSNIFEFDYD
YQAALSHGHF

Peptide

Uniq|-10IgP

Mass

ppm m/z

RT |Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

17.45| 664 1

244

249

total 1 peptides

tr| AOAOP5KS39| AOAOP5KS39_9CRUS

| Protein Coverage | Supporting Peptides |

Protein C
1
81

overage:

MWTLQRSATS
LYEKDHIQEVL
GAEKVEMDEEG

CITATAFAKN
—

GSAPANSNGV
NEVENENTNE
TSWVPSHTHG

Supporting Peptides:

NTQTAAFESL
DEWHQIDDEI
NIHIERVSES
DMELLNCPCW

VGTERGDEPFE
KFVEELGTEI
YSPDTATTIEK

ATKESFTLQRL
WAKLIVMEEREN
NIYIENTSDE
VMIVNIVAMD

ELPPRDNGIY
FMEMTPHVGT
TYRFAVANIR

SNVQRDNNRC
REVAFKAYARA
NGIGNDILEL
MLESEMFPPVS

GSNIFEFDYD
YQAALSHGHF
TLSTPYS

Peptide

Uniq|-10IgP

Mass

ppm m/z

RT |Scan

#Spec

Start PTM

T.AIAFAK.N

Y 21.89

619.3693

-1.9|620.3754

1(17.45]| 664 1

244 | 249

total 1 peptides

tr| AOAOP5BTW7 | AOAOP5BTW?7_9CRUS

| Protein Coverage | Supporting Peptides |

GPTIGQDMVS
IPIQINGSDD
PQGALEFGEG
ERSDIRNRFR

EIDENGYRAF
MQSHQMWHSR

GPTIGQDMVS
IPIQINGSDD
POQGALEFGEG
ERSDIRNRFR

EIDENGYRAF
MQSHQMWHSR

DIAVEAAKAR
GETIPVDGEF
VNGFGPTAGA
ACCAGTRTEV
IQPTVESNVT
YQAPFGGYEE

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

EDPYSVAGSG
SEEELLSTDEK
MASLESSVTP

RERILSRSRD
GFDGFRIGLN
YLLFDMEEKFEQ
IPIPDEDPYS

ASTRFSEKEEL
SFDSGMASLP

RERILSRSRD
GEFDGFRIGLN
YLLFDMEEKFEQ
IPIPDEDPYS

ASTRFPSEEEL
SFDSGMASLPE

FQONSAWRTL
FTITLEEPVG
AITNHPDISK
QDTIYDAFVK
DNMTIAREEI
SGFGKDMGEE

EENRRVAKAY
SDENGIGNDI
AMDMLESEKMP

S55GSSSHNGN
EYDDPYYCGL
DIQRLWEAYP

DLHLDNFPEE
GFDNFMEDNR
QNVSRELEKERA
VAGSGS5SGSS

LSTDEEYDDP
SSVTPDIQRL

DLHLDNFPEE
GEDNFMEDNR
QNVSRELEERA
VAGSGS3SGSS

LSTDEEYDDP
SSVTFDIQRL

DPSAREVLMN
VTGQILPWNFE
IAFVGSTEVG
KAAERAAKRK
FGPVQQILKF
ATHEYLNIKT

back to list

AFRATPIQING
LELPQGALEF
PVSERSDIREN

INNGNGSAFPA
RARVSNEVEN
FERNPTSWVP

back to list

EDDVWHIKEEK
TEEARRQIGE
YPDRREKLEMQ
SHNGNINNGN

YYCGLRARVS
WEAYPFERNP

back to list

EDDVWHIKEEK
TEEARRQIGE
YPFDRRELEMQ
SHNGNINNGN

YYCGLRARVS
WEAYFFERNF

back to list

file:///C:/Users/butantan/OneDrive/Documentos/1_Paper/Insecta/Pepsis/Paper/v3/proteomics Supplemental material/g-tof-p3/protein.html

19/26



16/03/2023, 15:20 proteins
Protein Coverage:
1 MSFLEAQGEC VCGPTIGRDM VSRRERILSRS RDDLHLDNFP EEEDDVWHIK
51 RNERVAKAYA RATPIQINGS DDGFDGFRIG LNGFDNPMRD NRTEEAKERQI
161 DENGIGNDIL KELPQGALEFG KGYLLFDMEK FQQONVSRELK RAYPDREELE
241 MDMLESEMPP VSERSDIENR PRIPIPDEDP YSVAGSGSSG SSSHNGNINN
321 IYGSNIPEPD YDEIDENGYE AFASTRPSEE KLLSTDEEYD DPYYCGLEAR
401 GTYQAALSHG HPMQSHQMWH SESFDSGMAS LPSSVTPDIQ RLWEAYPFER
481 IRTLSTPYSX XXPYVRYLHI QMTTTDDEDR DGNISNDAAE WECYWDA
Supporting Peptides:

Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT ([Scan|#Spec|Start|End |PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1(17.45| 664 1 216 | 221
total 1 peptides

tr| AGAOP5QM79|AOAOP5QM79_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MDLESRTPQG EGESDGCLVE RVWNAVQNIS KRHQFEFILL LRIFLAISYN

51 VIVYCGLFYY KIFEPLWGDC AYTRVILPLT IFLERCWSYR YVEVLLILGG
161 FGWIFSEHEA KIEWTQVIWG TVLQFLFGLT VLRWDTGQKV FACMGDRVSI
247 FAFFALSVIF LFSFMVSILY YYGVMQFIVQ EVGWLLQVSL GTTATESINC
321 MTSGFATISG SVLSAYISFG INASHLLSAS VMSAPAALAF AKILFYPESEE

J—
401 FMVINICANL IAFLAFIAFL NGIISWMGGL LGAPYITFEY LVGKCFIPLA
481 EKLSEYMAQGL VSERSETIAT YALCGFSNPG SIGIQIAALG SMAPSRQTDL
561 L
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
A.ALAFAK.L| Y 21.89 |619.3693| -1.9|620.3754|1(17.45| 664 1 357 | 362
total 1 peptides
tr| AOAOP6HR38| AOAOP6HR38_9CRUS
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MVSERRILSE SRDDLHLDNF PEEEDDVWHI KEKLYKDHIQ EVLDEWHQID

21 SDDGFDGFRI GLNGFDNFMR DNERTEEAKRQ IGEGAKVEMD EEGNIHIERV
161 GEGYLLFDME KFQQONVSREL KRAYPDRREL EMQCITAIAF AKNDMELLNC

—
24 REPRIFPIFPDED PYSVAGSGSS GSSSHNGNIN NGNGSAPANS NGVVGTERGD
321 KAFASTRPSK EELLSTDEKY DDPYYCGLRA RVSNFVENEN TNEKPVEELG
401 HSRSFDSGMA SLPSSVTPDI QRLWEKAYPFE RNPTSWVESH THGYSPDTAT

451 XXXXXXXXLR SLPTYPNDDN RRPRPRWQHF QRESRMGVLL GCMTRLLGYF

561 AMCPLQRLRE HRTTGSGIDV NLSVFGDGAV ISLSRL
Supporting Peptides:

Peptide |Uniq|-10IlgP| Mass |ppm| m/z |z| RT |[Scan|#Spec|Start|(End|PTM
T.AIAFAK.N| Y 21.89 |619.3693| -1.9|620.3754(1|17.45| 664 1 197 | 202
total 1 peptides

tr|AOA1Y1MIYO|AOA1Y1MIYO_PHOPY
| Protein Coverage | Supporting Peptides |
Protein Coverage:

1 MWLLAAVIAT ITAFIAKNER YRWLYITILKT YKRDFRVAIA FAKLRIKLWW
—

21 SLTFLQVDEF SNQIANYFKS EGFTEGDNIA LLLENSHEYP CIWLGLTEIG
161 SNHSNAIEQI QSELVSVEKY QFHENVGEEE DIVEDCVDLR EKALSTVTTES
241 HVRFMFMATA FNYMSEMESE DTIYNPLPLY HSAGGMIGMG QTVLHGLSVA
321 YILATPREEP VEHSVRAIFG NGLEAQIWTE FVNTFEIEKEV FEFYGATEGI
401 CDQETGEPLR NSDGFCMECG INEPGLVISK INQRDPCQEF KGYADKKATN
481 FEDRTGDTFR WEGENVSTSE VEGIISNILQ LNDAVVYGVE IPNTEGRAGM
561 FLREVLEEVPL TGTYKELEEID LQEDGYDIEK ISDQIYFYNA EKLREYEELTE

Supporting Peptides:

EELYEDHIQE
GEGAEKVEMDE

VLDEWHQIDD
KEGNIHIERVS

MQCITATAFA KNDMELLNCP
—

GNGSAPANSN GVVGTERGDEK

VSNEVENENT
NPTSWVEPSHT

CYFVAARVYHA
AIGFIVGIIF
FLEYTDAGSG
ARNIFLGQTE
SQTEAEDIEV

WVMGVPAEEC
AQVAFRAFIS

DEIWAKLIVM
SESNIYIENT
PCWVMIVNIV

KFPELPPRDN
TEIFEMEMTFPH
TIKTYEEAVA
LSAVFLCYLL

WGEMQTSVPE

VVTALINTNL
PGTVQVSVED
IRKEFSASNY
SNIINVDNTP
EEILQNVEFEK
ARVVDTNDSL
DLMDEIRDGR

NEKPVEELGT
HGYSPDTATT

RTERLDIDWC
DTEGDRDRLY
LVYGHLVTDQ
APLAIKFLLF
PEGEEANVLD

DQIGHVVALE
GSIACFMTAC

ERNRRVAKAY
SDENGIGNDI
AMDMLESEMP

GIYGSNIPKP
VGTYQAALSH
NIRTLSTPYS
KQSSQTRLTP

RWATIVERHP

VNDPLNHSIN
PFLYIYTSGT
WSDCAEKYNCT
GCVGEVPRYA
GDAYFNSGDI
NLEVLSNGLR
VSV

EIWAELIVME
ESNIYIENTS
CWVMIVNIVA

PPFELFPPRDNG
EIKMEMTPHV
IETYEEAVAN

back to list

DGVGMLIILT
SLIGLAIFLL
NESGIPLGTI
LLTKSELHAV
AASQGASNAV

TIVNEFVAYR
VAGALIPSSS

back to list

AFATFPIQING
LELPQGALEF
PVSERSDIRN

DYDEIDENGY
GHPMQSHOMW
XXKKHKKKKK
ASTAACRFRA

back to list

NEVAFQFEGS

VSNCEAIIFG
TGLPEAAVIS
VAQYVGEMCR
GPIYFMTLLE
LERDELGNYF
NNLPTYSIFI
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16/03/2023, 15:20 proteins
Peptide |Uniq|-10ilgP| Mass |ppm m/z z| RT |Scan|#Spec|Start|End|PTM
V.AIAFAK.L| Y 21.89 [619.3693| -1.9(620.3754|1(17.45| 664 1 38 | 43
total 1 peptides
tr| AOA0OJ7NMH8|AOA0J7NMHS8_LASNI
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MCFTGIIEYV NSFERYLSDT FATRLSSTDS TMFVALRGAZ GPVVAARLSE
21 TDLDWNYTTT NELHACLNNN GSCRWPRGEN LGGCTSHHGM AYHRGHAMDY
161 RVBRAQDHGTG GPFMTVERFPW QPQFAWDVMS GAQEVGLGVT EDLVGPEITG
241 HVALNATVTE INTAKFGSNV VAEKGITFVMN GYEYTVNAKK EVILSAGTIN
321 GENLHNHQSY GIDFTLEQPK KDELNMNSAD LYIYNQTGPM SSTGLAQLTG
401 TIADLIPYNNEK ETVREFISVNL HPRSRGRITL ASNNPLSPPN IWGNDLAEPI
481 OQDVPECAQYE KGSTEHWDCQ IQYNTRPENH QAGTCEKMGPT VDEMAVVSPD
561 MIGERVADFI KRDYEVINTH VII
Supporting Peptides:
Peptide Uniq |-10IgP Mass ppm m/z z| RT |[Scan|#Spec|Start|End|PTM
R.FTSVNLHPR.S| Y 21.04 |1069.5669|-18.4|535.7809(2(12.10| 496 1 415 | 423

total 1 peptides

tr|B3MFH2|B3MFH2_DROAN

| Protein Coverage | Supporting Peptides |

Protein Coverage:

IDNWNVLLVE
TRWVEMGNAG
FTVAQTISRN
SPOLLLLSGI
ILVSNYTTAD
DRAIVYQGIQ

LEVYGVNGLR

AGPDEPAGTQ
WSWQEVLPYF
GVRLSAFRAF
GPESQLNNME
DFDIQVFFSG
KEILELSEAFA

VADASIMPQOM

back to list

VPSNLLLYLG
FESEDNEEIG
LWPHRNEPNL
ISTVVDLEGV
FQAVCNTGNR
LERYGLERVN

VSGNFVATVN

back to list

1 MTANATIELA LDRVDWRDLA AHPENLPRVY TEGEVLMPEZA GFMRGHGTFV EDETIKASVA GVIEEVNELI SVRPLESEYV
———

81
lel

EYE
]

Supporting Peptides:

Peptide

Uniq

-10igP

Mass ppm m/z RT

Scan

#Spec

Start

PTM

G.HGTFVEDETIK.A

Y

21.02

1274.6143| -4.7(638.3114|2(18.45| 698

1

46

56

total 1 peptides

tr|BOXJD4|B0XJID4_CULQU

| Protein Coverage | Supporting Peptides |

Protein C
1
81
lel

321

(=

01
81

(=

overage:

MLORCKSEAR
ERVGKKNEQE
TRNKKQETRN
SPHLTQPQTR
LDEFTASAQQC

IFFTAAAASL
WENLEPARHH

Supporting Peptides:

FLANKIMLEG
TRNKKQETRN
KKQETRNKKQ
SSELIHWPKG
EGFRTLEWML

PLEQEVFFAG
NTPSSKFRVE

KIKVEGFTLN
KKQETRNKKQ
ETRNKKQETR
TRYNLSSLLS
AVGGGCPGRY

FSTPFFRDGV
APAESVSVAA

RAAVHRERRER
ETRNEEQETR
NEEKQETENEEK
DEENEQVEKFF
KCEREDNAQM

NICVEVEEAE
LTLAFPVVGAH

Peptide

Uniq |-10IgP

Mass

ppm| m/z

RT |Scan

#Spec

Start|End |PTM

P.SAAGK.T

Y 20.50

432.2332

14.9(433.2469

1|8.71| 392 4

381 [ 385

total 1 peptides

tr| AOA1W4VCE8|A0OA1W4VCE8_DROFC

| Protein Coverage | Supporting Peptides |

Protein C

overage:

GRFDVVYTIK
NEKQETRNEKK
QETRNKKQEL
GSGNSMLLAN
TGGYPLNLYN

QVLCSSVDDA
SLG

GEIGDVVVAE VIEVQQERWR VDTNSELDSI LLLSSVNLPG GELERRSAED EQMMREYLDE GDLISAEVQN IFEEGTLSLY
TRSLEYGELS QGLLVEVFPA LVERRFMHFH NLPCGASVIL GNNGYIWIAP TKAQEQDGGE GGFAQNLNEH VPRNDREVIA
RLENCVLALA KCEKLMIYDTS IQYAYEESLEK YEAHELLQON AIYDIGEQTQ SRELRDSDE

NLILINILGR DAEWVFEESV
QETRNEEQET RNEEQETRNE
LMEPARKVDVFE VLEQOEAHEL
NESHFPEEMG QSECLWAGET

LOGAFGLNLF SAAGKTWPHD
—

YENVTVSTQA LETSKHIALA

back to list

RTAPNHGCQT
KQETRNKKQE
ISTSFGLSQS
KFSGDQLEGP
TCARCDEMTY

AACGRTSIEW

back to list
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1 MANVVNMNSL LNGKDSRWLQY LEVCREFQRMN KCSEQDTECK
51 HLEDQLLING RNHLALENAL MQQMGMAPGQ PVISGQVPTV
161 PVVEQTVQVA QQEIPRSDRL ETSPLTAHHH QQQLOHQLNN
241 AVMGHHTLEV GEERAADTTD MFPLQFSGMV PFERPAAEKS
321 QQLHQQOOQQOQ QNVLLQQLOL SSAITTTTTT ATASNNMINN
401 ATIAATAFAT TNPNDSDPDS DENPDNDEDR ESAADGETDN
481 PTNDCNTTRT ISPNPDTVAT ETAAVTVAARA AAADTLDTAN
561 INNNLNNGQL KSANPEELNG DLEGISAAAR SASASRSFAK
641 AQAQAQGLOR INYATIPSYSY GNLYSPYGGA TSTMVSLPSS
721 YAAYARAAGL APQAATAGGY YTDPAATLAKE VAQENYALEV
501 QAVSMATLLQ MQAQAQAQAQ AQAQMRQLSS LPSSGLATPV
581 PGMMPTAAYA MPQTQAARAQD QYAARAAAAR ARAAQGATPGS
Supporting Peptides:
Peptide (Uniq|-10igP| Mass |ppm m/z |z| RT |Scan|#Spec|Start|End|PTM
A.SAAGK.P| Y 20.50 [432.2332| 14.9(433.2469|1(8.71| 392 4 762 | 766
total 1 peptides
tr| AOA1BOB969|A0A1B0OB969_9MUSC
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MEIMEEKEYN KREAFAVAEG NREQIAVSCN HLADFYNQQG
21 EFDEAKDHIT NYLEQRLLFQ FSNHSILFTF ICITIHIAHDE
16l QLEQAEKSFL KALLLIKGLA GKISEKLEQLD MQARCYLNIG
241 LLYHVEEADA IMSLRYCNLA LDVAEKRLPQK VEEICETLII
321 IGEMNLAEIC QLLDDLITTS IVDYSKRENL FEELGDGCCH
401 DNEQYEQALE YLRKEYELNK DEPIEAFSTL CAIADIYEMQ
451 IKHDMHSLAD ELLQEANSKG VDLQSTSDDT DTESEFGSSE
561 LTIERNNEGE TQLHQACISG NIELARRLID QGHVVNVEDH
64 ITFLYDACSN GYLDVVELLL DRGADATVET DFGETCVDGL
721 PLTNACSAKQ SFSASAEMSD ESDLPGDEPE VRPSTSLQKH
201 TLFDERSAAG KRESAYLGEN EVNEESWLID DMRPDKEERR
—
281 OQQHQKKSEKL TLTRSLSISS NASSKGSHRN KSEQQASLLD
26l LETSIPNTQA SSLLSTSVSF KVEVEDEFLL VPIDREELND
1041 TVALEQNILL GTVLEWEICP LAQRYEEMCD HMEQAVDSREI
1121 IVLSNNFIRN EGCRYLAKSL PTLEQLETLN LEGNFITADG
1201 SQGTEMQKLH LAHCQLSELF DYDLNYQQLS DFDISEFNQLN
1281 TEYAEEKISEF FENGTCEHFK RVYLANCQLN DIIMYRIIQC
1261 CIRFMSIECI EQIENIPMYM SLSFITNNTD DNHEESLHEKI
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |ppm m/z z| RT |Scan|#Spec|Start |[End ([PTM
R.SAAGK.R| Y 20.50 |432.2332(14.9|433.2469(1|8.71| 392 4 807 |811

total 1 peptides

tr|AOAOR1EA16|AOAOR1EA16_DROYA

| Protein Coverage | Supporting Peptides |

Protein C

overage:

proteins

FAHPPANVEV
ATSPYLTGIP
INNNNNHSTA
GIPVYQPGAT
INNNKQS IMN
ADRSDAADQA
AAATPPNGAS
ONGEGYSRYS
TPSYAQAQMQ

ASAAGKPGAS
—

PGTPVRAAPA
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NVHIIEFDST
EFLLELETLD
NSTQCEFVFEK
LNHNPLGNNA
LSYCCFEIRSS
TSFRFILDEF
YTNDNDFIQY

PPCKYFHPPQ
DPTAVASQLG
AAAARARARAD
QQQQPPPQOQ
SSSTSSASVS
PNSNONQNPS
LGDNNNYLSY
YQSINQAQAQ
QAQAAYAQQA
APQTIQAAQP

PYAQAQGYFY

back to list

MIGEMCMLLG
NDVSASDAMS
LTHLCYVSMS
DEENIEETLEK
IYVSLYQTYE
IIYSRLEEKLQ
PHRVTRGVRS
NDEGGTSCDG
VGINATQKDE
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1 MLEKEAEYDEE ISYRAIKSCI TLNPSALTPS AATGSSGGSS
51 LATTSAARAAR ATTAATQRFN CDYQLSGEPN RROQQHNQONA
16l EKQQAQPSSEA AGGSFSGSVG NEKHHHRSSTG SCSSLPSHLG
241 DPQNPSVELL LDALNDKPLE TRYSAAGKKF LIDDRLHFSV
—
321 LNDNYTACSS VYGGGAGSPA AVEGSKPSTS SSS35TGSNC
401 DENGNALGDG FGSSASSGAS AVASSSNGNG NQFTALITTT
481 YSQLQQTPGG GTAGAGSGIG IGLQQPTEQK AKKESQQERN
561 KEERKEQNEL KESNSLEELR TCSEMEVDDL KRQSATTEMM
641 EKEQQSTPTVQ VENSTNPGSQ QREGERRSWG TEELQYLGDH
721 TAEFHVVTEE KEPEKQRAVT MDDAAVAAAR GTGGNLQRMQ
501 QYQEHYQAQQ GQHHHHHHHH HHHHHHHSGS AVSNQVDSSR
581 QRAAQAASQR QAKQNNNSAA PISYADIARN KEKEALNNATA
96l AVNQAAVVSN QTSPPSSSSS ISYSQSLNAT PPSSSSDAES
1041 SCSLPALQES KSVEHDTSYS CNSSNLDQQY PALERTVERH
1121 SPPRAAVTTTS TAVAVSAPVP ASAPAPAAVT VPCYSSSSTQ
1201 PSQDTPSISL SISTTPEATT STSTTTTQKET TAATQTEGAK
1281 AGRSNNEFIF GDFNEDELEL FDDNLDDDEE DQHEQSSNEK
1361 DVSASSDQHL NDSGAASDAV NSSASLDMLS ISAEAAQSSP
1447 SSSGGNGAAC LASVSGMLGG VANQSGDSGI YAAANTSIEE
1521 ARAAAAARST SCSRSNSQEQ ETAHSQVETK ATPNPEAKVV
1601 PPPSRPAMMT NTELIVDYIA KTWNAIANSK YVTYYNELEQ
Supporting Peptides:
Peptide (Uniq|-10lgP| Mass |ppm| m/z |z| RT |Scan|#Spec|Start|End|PTM
Y.SAAGK.K| Y 20.50 |432.2332| 14.9|433.2469(1(8.71| 392 4 264 | 268
total 1 peptides
tr| AOAOR1E9C4|AOAOR1E9C4_DROYA
| Protein Coverage | Supporting Peptides |
Protein Coverage:
1 MCTEYDTWED SDFNDLDDAS LEELLEEAYW YRNPGDRENEK
51 SS5GGSSSSAG HNSSYNSTNH RSTDPGQRHE QGGSLQDLVE
16l OQHNQNATSSA SEEIENSNVS GRQREGGSLP SSVNFDESARA
241 LPSHLGERDP EASTQFDLDV DDATGVGASA AVGVSGEVQDD
321 RLHFSVLELS AREREKLQQQAQ YLAALTGQFG LGLEEEEKREV
401 STGSNCGASS DTLSSDLEPA KIGRMVPAAR SVAATPMGGK
421 ALITTTVGSS AATSSVAHRY NSVSTLLSTG TNTTTTAMAA
561 SQQERNTTTV DVESVAGYRG NDPVEQLVEY IENDVNGGGN
64 ATTEMMEQEE GTNNASSGGS SS5TASGSSNS GEHNSASVAD
721 QYLGDHQEMA AAWSEPETVR QKQLPLALPA LARMSELDAL
501 NLQRMQQOQITK SASSNIMSQR MHYYTPYNSN NGGGNANYEKQ
281 QVDSSRREST SSMPPSEKSD SSDLDSVHSL PIQTGKEESL
¢l LNNATASDTE LELGDKIQSK CGGESKSEPD FPELPGAVTT
1041 SSDAESTNSP ELLAQVQIPN YSMATPTLTS STISSVSSSA
1121 RTVKRHSTMNN VSVAVAASTS TSASSSLYNF AAAAKQQLAE
1201 SSSSTQGSTQ SLSSTASSATI VLSSDEAEVE PEELSPSSSFE
1281 QTEGAEELIS GIHELPSNNC IAKGAGAVLE ASAGRRAVII
13261 QSSNEEQQTE AESDVGQDDT EDVDQELDKE LECLGRRPEK
1447 AAQSSPNAGP TASSSSAAST INSSTPSGAS SASASTSTSS
1521 NTSIKEHVNT FLSKASSSEE TLPSPHSISM QQLETCNDIE
1601 PEARVVLPVF MTYNDDDEED DESLQELSFM ADLKADAVPE
1681 YNELEQET
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan |#Spec|Start|End [PTM
Y.SAAGK.K| Y 20.50 |432.2332| 14.9|433.2469(1(8.71| 392 4 310 [ 314

total 1 peptides

tr|AOA182R4W9|AO0OA182R4W9_ANOFN

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

1 MTIVESNTTD ATNPAENAES PLSSSS5S5SS SSDSDDGSDS
51 GLEMEIAIPR SQSNATPTPS PTSLGSNQQQ QOQLLMQQODLP
161 FEEHGSVEEG SNANGESAMV EGSSRGRTST TQQVSTEGGK
247 VGRTEESVSE SDSSSPFSS5SF SSCTSNSDSD SSSTAGDNSN
321 LEREKANRTV TSSSSDEEDE DELPSGRESGS KSGAASRTNE
401 ALSSSKDGGL LTMTTAGEGS GLLLNRPPLS TSTPRAKQHGA
481 RVESGSDAES IRGLSAPTQQ YTSSLLRDFEV VETQMLGSVG
561 B55G3STS5SSSS5S SSVEEGADPV IGSAGPGPGG GPGPFELDVR
64 PIVERRGERFP ESSLATAARR VGARPSASSE SVSIPTVIES
721 SEKSEVRGDST ALSAILPASG SPYGGNTLSA SATVGSSGRT
201 TAQOQOSSSG RGSQNGPQVR TAATQQSEDR LDPHWQEIDI
581 GASGGRSELS GYESDYSSRS RRSCSRGAGY RSDYGRAESC
96l ENYNASSDGG GGGSTKSASV GELEIMFMAG LTLGSTSDED
1041 TPEEGRRGST KQLDEPAAKI QRTPREPTPP KTIAKGRVVEK
1121 VARRFGDRSR TESLQATVEE PPPPPPPEPS IAATASVALE
1201 GSLNALLAPKE NEATLVLPTN NFDRVFASMS NEQQTAGSPN
1281 GELMAVEELP LSKANVIENS EECNRRFQKS SSSFALTVGG
1261 SDRLEVMSVE SYGVIGSCGK IRQRRLSTMS RCSSRSAGSR
1447 ELNAEIDRELS ESFNGMCERIV GGSTDAGTST GGRSVNSPEE
1521 GGNAAGSGGA GGATGNGGGGE GGGTGKRENK KSVPTQSPDD
1601 SGTGTGETAGS GGGSTNSSFA GSHTVLNPCA FTSGRLSANA
1681 QIEKSSNSPLT IVNGGIAGTV GDVGSSFPEG LTAGREGLTD
1761 SENHNSAGAH HHHHHRSTPP ARPSVIQSSA SVLPSGSGGFE
1841 PRLGKDSAGA IGGSGNITTK LESDELQVLT AAQREGLAAG
1921 RTGFPTVEEE EKEKAPESDPL DVGLSVIDLEK PEVGPDLFDS
2001 PTDCFIERHS GVGRPRELSVV SLEELQGELP IATGTRDVAT
2081 TGRKGEREHE VSKTPPDSGS KREGAAVEVD NRSTKERNRS
2161 SPSAAGKFSS KEPVVSPGTS PEGDSTGVIR RTRSSSVALD
—
STSLDSMPLL ERIHSESISE LQSVSTPTVL LEPLATSPET
SIVSTDRVLS SPLRSPTASP IVGGVSGGAV VGREEQERDG
MERGESDEIV RSQQLEEFPAK KPREDIASAE PSPEATTVEV
EGFSDFLELA DTPSPFTSSGE TRDLPTGSGG RVTSEELFPRE
RFLERTVREDF QLPYDLWWLY ENGELPGENS VEPSWNYREIR
2641 PEHCPCGDRC RNTSIQRHEY APGLERFMTE EKGWGIRSRE
2721 DGGLVIDGHR MGSDCRFVNH SCAPNCEMQK WSVNGLFEMA
2801 IGGKSQRIKP IPLGSSNGST GHRNPSEAGP DTDPSKESGGS
22881 LNGTPLPTFH PPTVEERALI AEHHCFLLRN LNEIRRQEER
2961 SQISALRCPR NIRTRGLAFV EDDPELEETA RIAVALEDIC
30471 QIETNIEQGI YEMPEVFEDD LLIMLSNATE YYGINSPEGI
3121 EEDTGVPEPK RGRRQEQTED IIRCICGLFK DEGLMIQCSK
320 EGYQYYISLM RGELQIRQTD TVYVLREDIFM SEFDFPFDNESAP
LEFPHETYHEP TRRFYPNEVM REVPLYEVIPI ELVVDRCWVL
PVCMESYAFH EFEQELEIAE TFAPHDLGSL AHLLSIRDRQ
3441 PIIQLLPPPP KTLAEKENRL EQVLCRLMLE LTLNPNALPV
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan|#Spec|Start| End |PTM
P.SAAGK.K| Y 20.50 |432.2332| 14.9|433.2469(1(8.71| 392 4 2163|2167

total 1 peptides

tr| AOA226EGW7|AOA226EGW7_FOLCA

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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1 MDRPRRSTEN SLYNSTPTTT TTPSTSSTSN QNNNNSNPYK
51 GSTPLSGNGG SKSGKSSEPE CVATRVESRR STGGSSGGGG
161 STSELGNDEA DSDSDYSIKF SKGTSSSDTA VATTPPSEVP
247 EPLERFHQLV RLSPFRFEDF CAALGNEETS PLLTEIHIQL
321 PRAYIESDPNW GEVLAEMGSG SGGEYPFGGA EIRIKILSWM
401 PAVYHLYCMT PPYKGDDSIP DDWQCPVCEK NNMSGISDCA
481 VWYYSTPLQV EELLYRLDEE GYEAELVENI RNCEDEIVRQ
561 RELENQAEEA ERALEAAKQE EEAARAFEEE VEQEEELEEKK
64 SGETGEMNHC NEDENDLDDT MTEFDLLSAS QIANAETQLI
721 TESVEVEEEE VAAPVSRERKS KALLLDWDTE ERMTRLEATG
201 HEFSLTAASE VEKWNSFSSSV GLRTNMVSTL RATLVHLESA
581 LRSCIYNPVW TESLAHHELI RTSALEREER KKAEKRDEKD
96l WIWMSTGRRC KPQDCRELGL LSGPYKHVIQ VENDSGEVET
1041 PPFPLAITAG GEESEEEEVE EMEVDESPVE EEEEVEPEVE
1121 PPPPQSDDVT PPATETGMEI DPEIEDEPHD QDECGTLIPK
1201 PAPRLTSTTP SSPSTSASSD ALAASNREFR TDLINVSLGM
1281 GEEKLEEVQQ IVDAGGQIVD EPNEVEEPTV DEEGDEILDD
1261 SPMCRLEFFV QDSNRREEER ARINEKAELV ALVEEVEGEEK
1447 FLDFSIFVLF WHELEELSRT AGRTFTFSGE APAPETGSWA
1521 DDIQMEAPNY DGENQTTTDM EIITSEILSH RVEGRFSERV
1601 ESLQGSDPVV TESWVDEDQL ELWEIKVYHD KLDREKSDPAS
1681 ISPAKTAELM REKLETEEEM QRAVHLSERD NHPENNNTAV
1761 IVAPEVLNVS GPGAGDVATT PGAGSTAAAV AILNRSKIAG
1841 VRGLLPGQAV YQTADGEIGL TSTPVNETVQ QAGQQTPQQOH
1921 SSQTTPLINI SSPTMRTVLS SSPSAVEFIS QQQNPSATST
PVSSASQOVT GTLNAQGQIV LTRGGQVINQ QIVIQPGPAV
SOMLVSS555N SPLPPSQQIT TPQGTTALMT YQAGGEIVIQ
PTQPGQQGLE PQQPQQQQQQ QQVIVGGGQQ QQQQATIVQGQG
LASGHQIATL GGQNVIVEEV MESPIESGTFE LTIQTVPGQP
QOOOOONOOS PMLGSTSSVGE LGVAGSTTVT ETPGLFISIV
BATVQQQORL AAPQOMVTSPE VLSTNSFPTA VETTPTTESS
GDLTQSQLAS LNAQIVEQMQO EHPALREEKFL GMTDPATELE
PVREGASPVET SPFVESPVTSA SPMEGLFPSSFP SALIESPPNS
FPTSLEFTPSE EDMLENILHE VETENHHDHV ISSSPVEPAA
DGVVNEIEVS ENNDAEVFREF VLSQDLMGSG QAGHEQLESS
ESPVETESIM QNSESTMIMS PPEERINMSFE MASPEQINLM
DVDTNFEQNA RPGQGEERKA SGSESHGGGA KREKENSSFPG
HGDCIGIPEE EGENVFEFIC VACKEPS53555G SDNESMCLCR
TCQPGMEINA INAESLSNEH YVEISETLRQ IQSHESSYPF
VADLAKIVDN YRFFNPFESQ IYEAGHVLEE FCSQEMGNLE
Supporting Peptides:
Peptide |Uniq|-10igP| Mass |[ppm m/z z| RT |Scan|#Spec|Start| End |PTM
Y.SAAGK.G| Y 20.50 |432.2332| 14.9|433.2469(1(8.71| 392 4 1977|1981

total 1 peptides

tr|B4Q082|B4Q082_DROYA

| Protein Coverage | Supporting Peptides

Protein Coverage:

proteins
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TATTPTSASP
SGTVMTTQVV
GQLVLOGVQON
SATIQQLOLY
LVTPSTRYIA
PRVIVSGFKP
GLVKGAGASS
QSVMVASSSS
QPIEGDVVID
NKPKSGSSRR
SQDDKGLLSD
ICCDICSSWY
GDSIPAYYCP
EKMYTELLDF
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16/03/2023, 15:20

1 MNNEQTPSSS DTPADRVGSG GAAAKLPTII PDTPIVSIAA
51 DEAKDDASQG AAAVPANHVA TSGSSSRGSD PEKESSSPSNS
161 PNRRVLQYGA TAEGKTQDDQ NVGERQEKEK TKYDTWEDSD
241 YDEEISYRAI KSCITLNPSA LTPSAATGSS GGSSSSAGHN
321 ARAAATTAAT QRFNCDYQLS GRPNRRQQQH NONATSSASK
401 SSEARGGSFS GSVGNEHHHR SSTGSCSSLP SHLGERDPEA
481 VELLLDALND KPLETRYSAA GKKFLIDDRL HFSVLELSAR
J—
561 ACSSVYGGGA GSPRAAVEGSK PSTSS555SSST GSNCGASSDT
£41 LGDGFGSSAS SGASAVASSS NGNGNQFTAL ITTTVGSSAR
721 TPGGGTAGAG SGIGIGLQQP TKRQKAKKESQ QERNTTTVDV
201 OQNELKKSNSL EELRTCSEME VDDLERQSAT TEMMRQEEGT
581 PTVQVRNSTN PGSQQREGER RSWGTEELQY LGDHQEMAAR
96l VTEEEEPEEQ RAVTMDDAAV AAAAGTGGNL QRMOQITESA
1041 QAQOGOHHHH HHHHHHHHHH HSGSAVSNQV DSSERESTSS
1121 ASQRQAEQNN NSAAPISYAD IARNKKEALN NATASDTELE
1201 VVSNQTSPPS SSSSISYSQS LNATPPSSSS DAESTNSPEL
1281 LQESKSVEHD TSYSCNSSNL DQQYPALERT VERHSTNNVS
13261 TTTSTAVAVS APVPASAPAP AAVTVPCYSS SSTQGSTQSL
1447 SISLSISTTP EATTSTSTTT TQETTAATQT EGAKELISGI
1521 EFIFGDFNED ELKELFDDNLD DDEEDQHEQS SNEKQQTEAE
1601 DQHLNDSGAA SDAVNSSASL DMLSISAEAR QSSPNAGPTA
1681 GAACLASVSGE MLGGVANQSG DSGIYAAANT SIKEHVNTFL
1761 ARSTSCSRSN SQEQETAHSQ VETEATPNPE AEVVLEVEMT
1241 AMMTNTELIV DYIAKTWNAI ANSEYVTYYN ELEQET
Supporting Peptides:
Peptide |Uniq|-10IgP| Mass |ppm m/z z| RT |[Scan |#Spec|Start|End |PTM
Y.SAAGK.K| Y 20.50 |432.2332| 14.9|433.2469(1(8.71| 392 4 498 (502

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)

proteins

GTMSESTTTT
HSTGNHVVTT
FNDLDDASLK
SSYNSTNHRS
KIKNSNVSGR
STQFDLDVDD
RELOQQAQYL

LSSDLRPAKI
TSSVAHRONS
ESVAGYRGND
NNASSGGSSS
WSEPETVROK
SSNIMSQRMH
MPPSEKSDSS
LGDKIQSKCG
LAQVQIPNYS
VAVAASTSTS
SSTASSAIVL
HKLPSNNCIA
SDVGQDDTED
SSSSAASLIN
SKASSSEETL
YNDDDEEDDE

TATETTETEF
AAKGSPRAAED
KLLEEAYWYR
TDPGQRHKQG
QREGGSLPSS
ATGVGASRAAV
AALTGQFGLG

GRMVEPAAASYV
VSTLLSTGTN
PVEQLVKYIE
TASGSSNSGK
QLPLALPALA
YYTPYNSNNG
DLDSVHSLPI
GKSKSREDFP
MATPTLTSST
ASSSLYNFAA
SSDRAKVKPK
KGAGAVLEAS
VDQELDKELE
SSTPSGASSA
PSPHSISMQQ
SLOELSFMAD

PQEQLMTMMS
SSFSQVFAML
NPGDRENKSP
GSLQDLVEAA
VNFDPSARME
GVSGVQDDFM
LEEEKREVEA

AATPMGGKTT
TTTTAMARAR
NDVNGGGNSA
HNSASVADIN
RMSELDALNT
GENANYRQQH
QTGRRKKSLGG
ELPGAVTTGA
ISSVSSSAAS
AAKQQLAENA
ELSPSSSFSK
AGRRAVIILN
CLGRRPERKQ
SASTSTSSSS
LETCNDIERA
LEKADAVPEDI

DHVAKVDAQL
KDSPNAELSR
RFLOMLKKAE
HRSELATTSA
AKQHRQQAQP
LEQLDPQNPS
GYVSLNDNYT

TRQLDENGNA
VAASYSQLOQ
AGQRKKEREKK
ENCNEKEQQST
VLSETAEFHV
QOGQOYQEHY
GNNKQRAAQA
ASGGAVNQARA
TSFTSCSLPA
YAATSPPAAV
KPTKPSQDTPE
DDREAGRSNN
ERQQDVSASS
VSISSSSGGN
IIAAARAARA
SVLPPPPSRP
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