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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1181
# of MS/MS Scans 1096

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 23
Peptide Sequences 18

Table 4. PTM profile.
Name ∆Mass #PSM Position

Carbamidomethyl 57.02 3 C

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 10
Proteins 68
Proteins (#Unique Peptides) 0 (>2); 1 (=2); 67 (=1);
FDR (Peptide-Spectrum Matches) 13.0%
FDR (Peptide Sequences) 16.7%
FDR (Protein) 5.9%
De Novo Only Spectra 122

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
Q-TOF 16 1 1 0 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 61
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_3_180917.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: Quadrupole
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

5 8131 Q589G4|VKT19_ANOSM 67.94 21 1 1 Y 8494 Kunitz-type serine protease inhibitor As-fr-19 OS=Anoplius sa
mariensis PE=1 SV=1

3 8130 tr|A0A0N0BEI9|A0A0N0BEI9_9HYME 48.38 4 2 2 Y 75503 Angiotensin-converting enzyme (Fragment) OS=Melipona qua
drifasciata GN=WN51_03245 PE=3 SV=1

6 8132 tr|E2BSK5|E2BSK5_HARSA 39.35 3 1 1 Y 63832 Glucose dehydrogenase [acceptor] OS=Harpegnathos saltator
GN=EAI_14138 PE=4 SV=1

6 8133 tr|E9IBI7|E9IBI7_SOLIN 39.35 1 1 1 Y 130874 Uncharacterized protein (Fragment) OS=Solenopsis invicta G
N=SINV_06971 PE=4 SV=1

7 8136 tr|A0A1Y1M757|A0A1Y1M757_PHOPY 32.78 3 1 1 N 32568 Angiotensin-converting enzyme (Fragment) OS=Photinus pyr
alis PE=3 SV=1

7 8137 tr|A0A1Y1M7A7|A0A1Y1M7A7_PHOPY 32.78 3 1 1 N 32697 Angiotensin-converting enzyme (Fragment) OS=Photinus pyr
alis PE=3 SV=1

7 8139 tr|A0A1Y1NMS5|A0A1Y1NMS5_PHOPY 32.78 2 1 1 N 41420 Angiotensin-converting enzyme OS=Photinus pyralis PE=3 SV
=1

7 8140 tr|D6X4L0|D6X4L0_TRICA 32.78 1 1 1 N 71598 Angiotensin-converting enzyme OS=Tribolium castaneum GN
=TcasGA2_TC011052 PE=3 SV=2

7 8141 tr|A0A1Y1NHL6|A0A1Y1NHL6_PHOPY 32.78 1 1 1 N 72105 Angiotensin-converting enzyme OS=Photinus pyralis PE=3 SV
=1

7 8142 tr|A0A0U3KDL0|A0A0U3KDL0_MELSA 32.78 1 1 1 N 74790 Angiotensin-converting enzyme OS=Melanoplus sanguinipes P

total 68 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

E=2 SV=1

7 8143 tr|A0A067RH69|A0A067RH69_ZOONE 32.78 1 1 1 N 124537 Angiotensin-converting enzyme (Fragment) OS=Zootermopsis
nevadensis GN=L798_15445 PE=3 SV=1

1 8138 tr|A0A212FPD9|A0A212FPD9_DANPL 29.77 9 1 1 N 14784 Uncharacterized protein OS=Danaus plexippus plexippus GN=
KGM_205424 PE=4 SV=1

8 8144 tr|A0A182IYK8|A0A182IYK8_9DIPT 22.48 1 1 1 N 57790 Uncharacterized protein OS=Anopheles atroparvus PE=4 SV=
1

8 8145 tr|A0A195FYM1|A0A195FYM1_9HYME 22.48 1 1 1 N 67187 Angiotensin-converting enzyme OS=Trachymyrmex septentrio
nalis GN=ALC56_00581 PE=3 SV=1

8 8146 tr|A0A158NXU3|A0A158NXU3_ATTCE 22.48 1 1 1 N 73571 Angiotensin-converting enzyme OS=Atta cephalotes GN=105
625639 PE=3 SV=1

8 8147 tr|A0A026X3N5|A0A026X3N5_OOCBI 22.48 1 1 1 N 73905 Angiotensin-converting enzyme OS=Ooceraea biroi GN=X777
_04634 PE=3 SV=1

8 8148 tr|E2C0X3|E2C0X3_HARSA 22.48 1 1 1 N 75953 Angiotensin-converting enzyme OS=Harpegnathos saltator G
N=EAI_13678 PE=3 SV=1

8 8151 tr|A0A151I463|A0A151I463_9HYME 22.48 0 1 1 N 219532 DNA-directed RNA polymerase subunit OS=Atta colombica GN
=ALC53_05125 PE=3 SV=1

8 8152 tr|A0A151JMC2|A0A151JMC2_9HYME 22.48 0 1 1 N 221379 DNA-directed RNA polymerase subunit OS=Trachymyrmex cor
netzi GN=ALC57_03170 PE=3 SV=1

8 8153 tr|F4WLV0|F4WLV0_ACREC 22.48 0 1 1 N 226184 DNA-directed RNA polymerase subunit (Fragment) OS=Acrom
yrmex echinatior GN=G5I_06731 PE=3 SV=1

4 8154 tr|A0A0P5A3B7|A0A0P5A3B7_9CRUS 21.89 2 1 1 N 34916 Pentatricopeptide repeat-containing protein 2, mitochondrial
OS=Daphnia magna PE=4 SV=1

4 8155 tr|A0A0P5LBI4|A0A0P5LBI4_9CRUS 21.89 2 1 1 N 34738 Putative Mothers against decapentaplegic (Fragment) OS=Da
phnia magna PE=4 SV=1

4 8156 tr|A0A0N7ZFR9|A0A0N7ZFR9_9CRUS 21.89 2 1 1 N 36128 Putative Mothers against decapentaplegic OS=Daphnia magn
a PE=4 SV=1

4 8157 tr|A0A1I8NYE8|A0A1I8NYE8_STOCA 21.89 2 1 1 N 37579 Uncharacterized protein OS=Stomoxys calcitrans GN=106091
417 PE=4 SV=1

4 8158 tr|A0A0N8BB32|A0A0N8BB32_9CRUS 21.89 2 1 1 N 42192 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8159 tr|A0A0P5JFD9|A0A0P5JFD9_9CRUS 21.89 1 1 1 N 46466 Pentatricopeptide repeat-containing protein 2, mitochondrial
OS=Daphnia magna GN=APZ42_016913 PE=4 SV=1

4 8160 tr|Q7Q083|Q7Q083_ANOGA 21.89 1 1 1 N 46213 AGAP012308-PA OS=Anopheles gambiae GN=1280386 PE=3
SV=4

4 8162 tr|W5JB06|W5JB06_ANODA 21.89 1 1 1 N 47538 Zinc carboxypeptidase OS=Anopheles darlingi GN=AND_0066
95 PE=3 SV=1

4 8161 tr|A0A0P5RA30|A0A0P5RA30_9CRUS 21.89 1 1 1 N 47848 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8163 tr|A0A0P5DXU8|A0A0P5DXU8_9CRUS 21.89 1 1 1 N 47655 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8164 tr|Q702G3|Q702G3_ANOGA 21.89 1 1 1 N 48176 Carboxypeptidase B OS=Anopheles gambiae GN=cpbag1 PE=
2 SV=1

4 8165 tr|A0A0P5B3S6|A0A0P5B3S6_9CRUS 21.89 1 1 1 N 48417 Mothers against decapentaplegic (Fragment) OS=Daphnia ma
gna PE=4 SV=1

4 8166 tr|Q7PID6|Q7PID6_ANOGA 21.89 1 1 1 N 48569 AGAP006209-PA OS=Anopheles gambiae GN=1276871 PE=3
SV=4

4 8167 tr|A0A0P5M2I6|A0A0P5M2I6_9CRUS 21.89 1 1 1 N 50290 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8168 tr|A0A0P5C2M5|A0A0P5C2M5_9CRUS 21.89 1 1 1 N 50841 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8169 tr|A0A0P5HDA5|A0A0P5HDA5_9CRUS 21.89 1 1 1 N 50939 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8170 tr|A0A0P6EQJ0|A0A0P6EQJ0_9CRUS 21.89 1 1 1 N 51101 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8171 tr|A0A0P5DIN0|A0A0P5DIN0_9CRUS 21.89 1 1 1 N 51516 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8172 tr|A0A0P5M5J7|A0A0P5M5J7_9CRUS 21.89 1 1 1 N 52559 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8173 tr|A0A0N8E8V7|A0A0N8E8V7_9CRUS 21.89 1 1 1 N 52574 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8174 tr|A0A0P5PZQ6|A0A0P5PZQ6_9CRUS 21.89 1 1 1 N 52523 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8175 tr|A0A0P6ET66|A0A0P6ET66_9CRUS 21.89 1 1 1 N 53371 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8176 tr|A0A0P5BMN3|A0A0P5BMN3_9CRUS 21.89 1 1 1 N 52807 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8177 tr|A0A0P6FYK6|A0A0P6FYK6_9CRUS 21.89 1 1 1 N 53057 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8178 tr|A0A0P5TJM7|A0A0P5TJM7_9CRUS 21.89 1 1 1 N 53928 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8179 tr|A0A0P5KXS1|A0A0P5KXS1_9CRUS 21.89 1 1 1 N 54007 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8180 tr|A0A0P5KPE8|A0A0P5KPE8_9CRUS 21.89 1 1 1 N 54686 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8181 tr|A0A0P5SIJ1|A0A0P5SIJ1_9CRUS 21.89 1 1 1 N 54343 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8182 tr|A0A0N8D6J9|A0A0N8D6J9_9CRUS 21.89 1 1 1 N 55033 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8183 tr|A0A0P4XFP1|A0A0P4XFP1_9CRUS 21.89 1 1 1 N 55293 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8184 tr|A0A1B6HBZ2|A0A1B6HBZ2_9HEMI 21.89 1 1 1 N 52982 Uncharacterized protein OS=Homalodisca liturata GN=g.8948
PE=3 SV=1

4 8185 tr|A0A0P5QKL6|A0A0P5QKL6_9CRUS 21.89 1 1 1 N 57441 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8186 tr|A0A0P5S908|A0A0P5S908_9CRUS 21.89 1 1 1 N 57250 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8187 tr|A0A0P5KS39|A0A0P5KS39_9CRUS 21.89 1 1 1 N 58535 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8188 tr|A0A0P5BTW7|A0A0P5BTW7_9CRUS 21.89 1 1 1 N 59853 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

total 68 proteins
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

4 8189 tr|A0A0P5QM79|A0A0P5QM79_9CRUS 21.89 1 1 1 N 61539 Sodium/nucleoside cotransporter OS=Daphnia magna PE=3 S
V=1

4 8190 tr|A0A0P6HR38|A0A0P6HR38_9CRUS 21.89 1 1 1 N 67749 Mothers against decapentaplegic OS=Daphnia magna PE=4 S
V=1

4 8191 tr|A0A1Y1MIY0|A0A1Y1MIY0_PHOPY 21.89 1 1 1 N 70512 Uncharacterized protein OS=Photinus pyralis PE=4 SV=1

10 8150 tr|A0A0J7NMH8|A0A0J7NMH8_LASNI 21.04 2 1 1 N 64285 Glucose dehydrogenase OS=Lasius niger GN=RF55_6207 PE=
4 SV=1

9 8149 tr|B3MFH2|B3MFH2_DROAN 21.02 4 1 1 N 33672 Uncharacterized protein OS=Drosophila ananassae GN=Dana
\GF11836 PE=4 SV=1

2 8309 tr|B0XJD4|B0XJD4_CULQU 20.50 1 1 1 N 59735 Av71 muscle cell intermediate filament OS=Culex quinquefasc
iatus GN=6053719 PE=4 SV=1

2 8327 tr|A0A1W4VCE8|A0A1W4VCE8_DROFC 20.50 1 1 1 N 97389 AF4/FMR2 family member 4 isoform X3 OS=Drosophila ficusp
hila GN=LOC108093614 PE=4 SV=1

2 8397 tr|A0A1B0B969|A0A1B0B969_9MUSC 20.50 0 1 1 N 163380 Uncharacterized protein OS=Glossina palpalis gambiensis PE=
4 SV=1

2 8431 tr|A0A0R1EA16|A0A0R1EA16_DROYA 20.50 0 1 1 N 171438 Uncharacterized protein, isoform B OS=Drosophila yakuba GN
=Dyak\GE16333 PE=4 SV=1

2 8434 tr|A0A0R1E9C4|A0A0R1E9C4_DROYA 20.50 0 1 1 N 177024 Uncharacterized protein, isoform C OS=Drosophila yakuba GN
=Dyak\GE16333 PE=4 SV=1

2 8470 tr|A0A182R4W9|A0A182R4W9_ANOFN 20.50 0 1 1 N 370426 Histone-lysine N-methyltransferase OS=Anopheles funestus P
E=4 SV=1

2 8466 tr|A0A226EGW7|A0A226EGW7_FOLCA 20.50 0 1 1 N 344514 Nucleosome-remodeling factor subunit BPTF OS=Folsomia ca
ndida GN=Fcan01_09031 PE=4 SV=1

2 8450 tr|B4Q082|B4Q082_DROYA 20.50 0 1 1 N 196414 Uncharacterized protein, isoform A OS=Drosophila yakuba GN
=Dyak\GE16333 PE=4 SV=1

total 68 proteins

Q589G4|VKT19_ANOSM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FTFGGC(+57.02)EGNDNNFMTR.R Y 67.94 1865.7461 -17.7 933.8638 2 21.42 798 1 49 64 Carbamidomethylation

total 1 peptides

tr|A0A0N0BEI9|A0A0N0BEI9_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.IISDMENIYSTAK.I Y 35.63 1483.7228 -15.8 742.8569 2 19.26 723 1 137 149

K.C(+57.02)DLALEPELTELLMK.S Y 25.49 1773.8893 -27.5 887.9275 2 32.84 1166 1 159 173 Carbamidomethylation

total 2 peptides

tr|E2BSK5|E2BSK5_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLGGC(+57.02)TAHHGMAYHR.G Y 39.35 1680.7362 -31.4 561.2351 3 7.36 349 1 105 119 Carbamidomethylation

total 1 peptides

tr|E9IBI7|E9IBI7_SOLIN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.NLGGC(+57.02)TAHHGMAYHR.G Y 39.35 1680.7362 -31.4 561.2351 3 7.36 349 1 703 717 Carbamidomethylation

total 1 peptides

tr|A0A1Y1M757|A0A1Y1M757_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HVWVEWR.R Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 169 175

total 1 peptides

tr|A0A1Y1M7A7|A0A1Y1M7A7_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HVWVEWR.R Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 169 175

total 1 peptides

tr|A0A1Y1NMS5|A0A1Y1NMS5_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HVWVEWR.H Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 169 175

total 1 peptides

tr|D6X4L0|D6X4L0_TRICA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.HVWVEWR.N Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 169 175

total 1 peptides

tr|A0A1Y1NHL6|A0A1Y1NHL6_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HVWVEWR.H Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 169 175

total 1 peptides

tr|A0A0U3KDL0|A0A0U3KDL0_MELSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.HVWVEWR.H Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 176 182

total 1 peptides

tr|A0A067RH69|A0A067RH69_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.HVWVEWR.K Y 32.78 1010.5086 -19.1 506.2520 2 17.06 652 1 17 23

total 1 peptides

tr|A0A212FPD9|A0A212FPD9_DANPL back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.YPSETEIVTYTK.H Y 29.77 1429.6976 -24.2 715.8388 2 20.31 770 3 11 22

total 1 peptides

tr|A0A182IYK8|A0A182IYK8_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.WNVFQGK.A Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 23 29

total 1 peptides

tr|A0A195FYM1|A0A195FYM1_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 380 386

total 1 peptides

tr|A0A158NXU3|A0A158NXU3_ATTCE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 463 469

total 1 peptides

tr|A0A026X3N5|A0A026X3N5_OOCBI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 467 473

total 1 peptides

tr|E2C0X3|E2C0X3_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 483 489

total 1 peptides

tr|A0A151I463|A0A151I463_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 376 382

total 1 peptides

tr|A0A151JMC2|A0A151JMC2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 360 366

total 1 peptides

tr|F4WLV0|F4WLV0_ACREC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.WNVFQGK.V Y 22.48 877.4446 -17.1 439.7221 2 17.67 671 1 442 448

total 1 peptides

tr|A0A0P5A3B7|A0A0P5A3B7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.ALAFAK.V Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 168 173

total 1 peptides

tr|A0A0P5LBI4|A0A0P5LBI4_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 99 104

total 1 peptides

tr|A0A0N7ZFR9|A0A0N7ZFR9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 99 104

total 1 peptides

tr|A0A1I8NYE8|A0A1I8NYE8_STOCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

D.AIAFAK.T Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 121 126

total 1 peptides

tr|A0A0N8BB32|A0A0N8BB32_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 138 143

total 1 peptides

tr|A0A0P5JFD9|A0A0P5JFD9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.ALAFAK.V Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 267 272

total 1 peptides

tr|Q7Q083|Q7Q083_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Q.ALAFAK.A Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 121 126

total 1 peptides

tr|W5JB06|W5JB06_ANODA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.ALAFAK.A Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 13 18

total 1 peptides

tr|A0A0P5RA30|A0A0P5RA30_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5DXU8|A0A0P5DXU8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|Q702G3|Q702G3_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.ALAFAK.A Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 13 18

total 1 peptides

tr|A0A0P5B3S6|A0A0P5B3S6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|Q7PID6|Q7PID6_ANOGA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.ALAFAK.A Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 17 22

total 1 peptides

tr|A0A0P5M2I6|A0A0P5M2I6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5C2M5|A0A0P5C2M5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5HDA5|A0A0P5HDA5_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P6EQJ0|A0A0P6EQJ0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 216 221

total 1 peptides

tr|A0A0P5DIN0|A0A0P5DIN0_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5M5J7|A0A0P5M5J7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0N8E8V7|A0A0N8E8V7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5PZQ6|A0A0P5PZQ6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P6ET66|A0A0P6ET66_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5BMN3|A0A0P5BMN3_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 216 221

total 1 peptides

tr|A0A0P6FYK6|A0A0P6FYK6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 244 249

total 1 peptides

tr|A0A0P5TJM7|A0A0P5TJM7_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5KXS1|A0A0P5KXS1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 216 221

total 1 peptides

tr|A0A0P5KPE8|A0A0P5KPE8_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5SIJ1|A0A0P5SIJ1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 244 249

total 1 peptides

tr|A0A0N8D6J9|A0A0N8D6J9_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P4XFP1|A0A0P4XFP1_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 216 221

total 1 peptides

tr|A0A1B6HBZ2|A0A1B6HBZ2_9HEMI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

K.AIAFAK.A Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 429 434

total 1 peptides

tr|A0A0P5QKL6|A0A0P5QKL6_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A0P5S908|A0A0P5S908_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 244 249

total 1 peptides

tr|A0A0P5KS39|A0A0P5KS39_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 244 249

total 1 peptides

tr|A0A0P5BTW7|A0A0P5BTW7_9CRUS back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 216 221

total 1 peptides

tr|A0A0P5QM79|A0A0P5QM79_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.ALAFAK.L Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 357 362

total 1 peptides

tr|A0A0P6HR38|A0A0P6HR38_9CRUS back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

T.AIAFAK.N Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 197 202

total 1 peptides

tr|A0A1Y1MIY0|A0A1Y1MIY0_PHOPY back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

V.AIAFAK.L Y 21.89 619.3693 -1.9 620.3754 1 17.45 664 1 38 43

total 1 peptides

tr|A0A0J7NMH8|A0A0J7NMH8_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.FTSVNLHPR.S Y 21.04 1069.5669 -18.4 535.7809 2 12.10 496 1 415 423

total 1 peptides

tr|B3MFH2|B3MFH2_DROAN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

G.HGTFVEDETIK.A Y 21.02 1274.6143 -4.7 638.3114 2 18.45 698 1 46 56

total 1 peptides

tr|B0XJD4|B0XJD4_CULQU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SAAGK.T Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 381 385

total 1 peptides

tr|A0A1W4VCE8|A0A1W4VCE8_DROFC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.SAAGK.P Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 762 766

total 1 peptides

tr|A0A1B0B969|A0A1B0B969_9MUSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.SAAGK.R Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 807 811

total 1 peptides

tr|A0A0R1EA16|A0A0R1EA16_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.SAAGK.K Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 264 268

total 1 peptides

tr|A0A0R1E9C4|A0A0R1E9C4_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.SAAGK.K Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 310 314

total 1 peptides

tr|A0A182R4W9|A0A182R4W9_ANOFN back to list

| Protein Coverage | Supporting Peptides |
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Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

P.SAAGK.K Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 2163 2167

total 1 peptides

tr|A0A226EGW7|A0A226EGW7_FOLCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.SAAGK.G Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 1977 1981

total 1 peptides

tr|B4Q082|B4Q082_DROYA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.SAAGK.K Y 20.50 432.2332 14.9 433.2469 1 8.71 392 4 498 502

total 1 peptides

 

Prepared with PEAKS ™ (bioinfor.com)


