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Summary

1. Notes

2. Result Statistics
Figure 1. False discovery rate (FDR) curve. X axis is the number of peptide-spectrum matches (PSM) being kept. Y axis is the
corresponding FDR. 

Figure 2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Figure 3. De novo result validation. Distribution of residue local confidence: (a) Residues in de novo sequences validated by confident
database peptide assignment; (b) Residues in "de novo only" sequences. 

(a) (b)

Table 1. Statistics of data.
# of MS Scans 1332
# of MS/MS Scans 1035

Table 2. Result filtration parameters.
Peptide -10lgP ≥15
Protein -10lgP ≥20
Proteins unique peptides ≥0
De novo ALC Score ≥50%

Table 3. Statistics of filtered result.
Peptide-Spectrum Matches 16
Peptide Sequences 14

Table 4. PTM profile.
Name ∆Mass #PSM Position

Oxidation 15.99 4 M

Carbamidomethyl 57.02 1 C

http://peaks.bioinfor.com/doc/peaks7/peaksdb_false_discovery_rate_curve.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_score_distributon.php
http://peaks.bioinfor.com/doc/peaks7/peaksdb_denovo_validation.php
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Protein Groups 6
Proteins 34
Proteins (#Unique Peptides) 0 (>2); 0 (=2); 34 (=1);
FDR (Peptide-Spectrum Matches) 6.2%
FDR (Peptide Sequences) 7.1%
FDR (Protein) 5.9%
De Novo Only Spectra 100

3. Experiment Control
Figure 4. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table 5. Number of identified peptides in each sample by the number of missed cleavages

Missed Cleavages 0 1 2 3 4+
Q-TOF 8 2 4 0 0

4. Other Information
Table 6. Search parameters.
Query Type: Homology Match
Fixed Modifications:
  Carbamidomethylation: 57.02
Variable Modifications:
  Oxidation (M): 15.99
Fragment ion tolerance: 0.1
L equals I: true
Q equals K: true
Report number: 1
Maximum # of PTMs: 3
De novo score (ALC%) threshold: 15
Peptide hit threshold (-10logP): 30.0
Peaks run ID: 68
Merge Options: 0.1 min. 0.1 Da
Precursor Options: corrected
Charge Options: no correction
Filter Options: no filter
Process: true

Table 7. Instrument parameters.
Fractions: D_4_180917.raw
Ion Source: ESI(nano-spray)
Fragmentation Mode: CID, CAD(y and b ions)
MS Scan Mode: Quadrupole
MS/MS Scan Mode: Time of Flight (TOF)

Protein List

Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

3 10729 tr|A0A1V9X4S6|A0A1V9X4S6_9ACAR 31.12 3 1 1 Y 32264 Rhomboid-like protein (Fragment) OS=Tropilaelaps mercedesa
e GN=BIW11_01988 PE=3 SV=1

1 10727 tr|A0A0J7K0B6|A0A0J7K0B6_LASNI 26.74 10 1 1 N 12413 Tigger transposable element-derived protein 6-like protein OS
=Lasius niger GN=RF55_19627 PE=4 SV=1

1 10728 tr|A0A0J7KCY6|A0A0J7KCY6_LASNI 26.74 7 1 1 N 16856 Kinesin family member 21a OS=Lasius niger GN=RF55_12207
PE=4 SV=1

2 10726 tr|A0A0M9A8V0|A0A0M9A8V0_9HYME 26.73 3 1 1 N 25334 Hyaluronidase (Fragment) OS=Melipona quadrifasciata GN=W
N51_02856 PE=3 SV=1

2 10730 tr|E3PQY2|E3PQY2_9HYME 26.73 4 1 1 N 20652 Hyaluronidase (Fragment) OS=Chelonus inanitus PE=2 SV=1

2 10731 tr|E3PQY4|E3PQY4_9HYME 26.73 3 1 1 N 27954 Hyaluronidase (Fragment) OS=Chelonus inanitus PE=2 SV=1

2 10732 P49370|HUGAA_VESVU 26.73 2 1 1 N 38933 Hyaluronidase A OS=Vespula vulgaris PE=1 SV=1

2 10733 tr|Q05FZ2|Q05FZ2_VESGE 26.73 2 1 1 N 38923 Hyaluronidase (Fragment) OS=Vespula germanica GN=Ves g
2a PE=2 SV=1

2 10734 P49371|HUGA_DOLMA 26.73 2 1 1 N 38929 Hyaluronidase OS=Dolichovespula maculata PE=1 SV=1

2 10735 tr|S6CWF7|S6CWF7_COTCN 26.73 2 1 1 N 39498 Hyaluronidase OS=Cotesia congregata GN=hyal PE=3 SV=1

2 10736 tr|E0AD89|E0AD89_POLPI 26.73 2 1 1 N 40482 Hyaluronidase (Fragment) OS=Polybia paulista GN=hyal PE=2
SV=1

2 10737 P86875|HUGA_VESMG 26.73 2 1 1 N 41948 Hyaluronidase OS=Vespa magnifica PE=1 SV=2

total 34 proteins

http://peaks.bioinfor.com/doc/peaks7/peaksdb_mass_error_control.php
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Protein
Group

Protein
ID Accession -10lgP Coverage

(%) #Peptides #Unique PTM Avg.
Mass Description

2 10738 tr|A0JCZ2|A0JCZ2_GLYIN 26.73 2 1 1 N 41662 Hyaluronidase OS=Glyptapanteles indiensis GN=GIP_L1_0071
0 PE=3 SV=1

2 10739 tr|A0A158NRG0|A0A158NRG0_ATTCE 26.73 2 1 1 N 41770 Hyaluronidase OS=Atta cephalotes GN=105623333 PE=3 SV=
1

2 10740 tr|A0A151I2G6|A0A151I2G6_9HYME 26.73 2 1 1 N 41738 Hyaluronidase OS=Atta colombica GN=ALC53_08652 PE=3 S
V=1

2 10741 tr|A0A0L7RCK4|A0A0L7RCK4_9HYME 26.73 2 1 1 N 42396 Hyaluronidase (Fragment) OS=Habropoda laboriosa GN=WH4
7_06326 PE=3 SV=1

2 10742 Q9U6V9|HUGA_POLAN 26.73 2 1 1 N 43020 Hyaluronidase (Fragment) OS=Polistes annularis PE=1 SV=1

2 10743 tr|A0A1L8DQ89|A0A1L8DQ89_9DIPT 26.73 2 1 1 N 43342 Hyaluronidase OS=Nyssomyia neivai PE=3 SV=1

2 10744 tr|A0A1L8DQI1|A0A1L8DQI1_9DIPT 26.73 2 1 1 N 43282 Hyaluronidase OS=Nyssomyia neivai PE=3 SV=1

2 10745 tr|D1MEJ6|D1MEJ6_9HYME 26.73 2 1 1 N 43784 Hyaluronidase OS=Eumenes pomiformis GN=Hya1 PE=2 SV=
1

2 10746 tr|I1VC83|I1VC83_APICA 26.73 2 1 1 N 44131 Hyaluronidase OS=Apis mellifera carnica PE=2 SV=1

2 10747 Q08169|HUGA_APIME 26.73 2 1 1 N 44260 Hyaluronidase OS=Apis mellifera PE=1 SV=1

2 10748 tr|A0A088AMF4|A0A088AMF4_APIME 26.73 2 1 1 N 44232 Hyaluronidase OS=Apis mellifera GN=LOC406146 PE=3 SV=1

2 10749 tr|Q95PD7|Q95PD7_APICC 26.73 2 1 1 N 44657 Hyaluronidase OS=Apis cerana cerana PE=2 SV=2

2 10750 tr|A0A2A3EHG0|A0A2A3EHG0_APICC 26.73 2 1 1 N 44671 Hyaluronidase OS=Apis cerana cerana GN=APICC_10171 PE=
4 SV=1

2 10751 tr|A0A067QPK9|A0A067QPK9_ZOONE 26.73 1 1 1 N 62542 Hyaluronidase (Fragment) OS=Zootermopsis nevadensis GN=
L798_07575 PE=3 SV=1

2 10752 tr|E2C0S4|E2C0S4_HARSA 26.73 1 1 1 N 87849 Hyaluronidase OS=Harpegnathos saltator GN=EAI_13340 PE=
3 SV=1

4 10753 tr|Q2Q0U9|Q2Q0U9_9DIPT 26.58 4 1 1 Y 15690 Glutathione S-transferase (Fragment) OS=Anopheles sacharo
vi GN=GSTe2 PE=4 SV=1

6 10755 tr|A0A132AL00|A0A132AL00_SARSC 21.93 6 1 1 N 12685 Rad51-like protein OS=Sarcoptes scabiei GN=QR98_0102550
PE=3 SV=1

6 10756 tr|W8C706|W8C706_CERCA 21.93 3 1 1 N 24003 Laminin subunit alpha-1 (Fragment) OS=Ceratitis capitata GN
=LAMA1 PE=2 SV=1

6 10757 tr|T1J4F5|T1J4F5_STRMM 21.93 2 1 1 N 46081 Uncharacterized protein OS=Strigamia maritima PE=4 SV=1

6 10758 tr|A0A1U9X1T2|A0A1U9X1T2_CNAME 21.93 1 1 1 N 60034 Carboxylic ester hydrolase OS=Cnaphalocrocis medinalis PE=
2 SV=1

7 10759 tr|A0A131Y3Z3|A0A131Y3Z3_IXORI 20.89 2 1 1 N 51941 Putative ankyrin OS=Ixodes ricinus PE=2 SV=1

7 10760 tr|A0A147BG19|A0A147BG19_IXORI 20.89 2 1 1 N 51953 Putative ankyrin OS=Ixodes ricinus PE=4 SV=1

total 34 proteins

tr|A0A1V9X4S6|A0A1V9X4S6_9ACAR back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.FVGLPLEM(+15.99).L Y 31.12 920.4677 21.4 921.4947 1 33.17 1205 1 61 68 Oxidation (M)

total 1 peptides

tr|A0A0J7K0B6|A0A0J7K0B6_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AVTHQNIVSGF.E Y 26.74 1171.5985 -35.0 586.7860 2 17.38 685 2 25 35

total 1 peptides

tr|A0A0J7KCY6|A0A0J7KCY6_LASNI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

L.AVTHQNIVSGF.E Y 26.74 1171.5985 -35.0 586.7860 2 17.38 685 2 25 35

total 1 peptides

tr|A0A0M9A8V0|A0A0M9A8V0_9HYME back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 22 28

total 1 peptides

tr|E3PQY2|E3PQY2_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 11 17

total 1 peptides

tr|E3PQY4|E3PQY4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 37 43

total 1 peptides

P49370|HUGAA_VESVU back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 12 18

total 1 peptides

tr|Q05FZ2|Q05FZ2_VESGE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 12 18

total 1 peptides

P49371|HUGA_DOLMA back to list
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| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 12 18

total 1 peptides

tr|S6CWF7|S6CWF7_COTCN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 23 29

total 1 peptides

tr|E0AD89|E0AD89_POLPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 19 25

total 1 peptides

P86875|HUGA_VESMG back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 38 44

total 1 peptides

tr|A0JCZ2|A0JCZ2_GLYIN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 28 34

total 1 peptides

tr|A0A158NRG0|A0A158NRG0_ATTCE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 39 45

total 1 peptides

tr|A0A151I2G6|A0A151I2G6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 39 45

total 1 peptides

tr|A0A0L7RCK4|A0A0L7RCK4_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 24 30

total 1 peptides

Q9U6V9|HUGA_POLAN back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 41 47

total 1 peptides

tr|A0A1L8DQ89|A0A1L8DQ89_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 39 45

total 1 peptides

tr|A0A1L8DQI1|A0A1L8DQI1_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 39 45

total 1 peptides

tr|D1MEJ6|D1MEJ6_9HYME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 42 48

total 1 peptides

tr|I1VC83|I1VC83_APICA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 47 53

total 1 peptides

Q08169|HUGA_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 47 53

total 1 peptides

tr|A0A088AMF4|A0A088AMF4_APIME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 47 53

total 1 peptides

tr|Q95PD7|Q95PD7_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 51 57

total 1 peptides

tr|A0A2A3EHG0|A0A2A3EHG0_APICC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 51 57

total 1 peptides

tr|A0A067QPK9|A0A067QPK9_ZOONE back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:
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Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 6 12

total 1 peptides

tr|E2C0S4|E2C0S4_HARSA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.WNVPTFM.C Y 26.73 893.4106 -12.4 894.4068 1 29.09 1066 1 32 38

total 1 peptides

tr|Q2Q0U9|Q2Q0U9_9DIPT back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

Y.VAGPVM(+15.99).T Y 26.58 588.2941 45.8 589.3284 1 22.46 851 2 86 91 Oxidation (M)

total 1 peptides

tr|A0A132AL00|A0A132AL00_SARSC back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

F.SITDGGI.A Y 21.93 661.3282 16.2 662.3463 1 19.90 769 1 104 110

total 1 peptides

tr|W8C706|W8C706_CERCA back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

E.SLTDGGL.F Y 21.93 661.3282 16.2 662.3463 1 19.90 769 1 172 178

total 1 peptides

tr|T1J4F5|T1J4F5_STRMM back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

A.SITDGGL.K Y 21.93 661.3282 16.2 662.3463 1 19.90 769 1 262 268

total 1 peptides

tr|A0A1U9X1T2|A0A1U9X1T2_CNAME back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

R.SITDGGL.E Y 21.93 661.3282 16.2 662.3463 1 19.90 769 1 19 25

total 1 peptides

tr|A0A131Y3Z3|A0A131Y3Z3_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GPPPVLLASGL.D Y 20.89 1019.6015 -56.6 1020.5511 1 25.73 964 1 289 299

total 1 peptides

tr|A0A147BG19|A0A147BG19_IXORI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:
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Peptide Uniq -10lgP Mass ppm m/z z RT Scan #Spec Start End PTM

S.GPPPVLLASGL.D Y 20.89 1019.6015 -56.6 1020.5511 1 25.73 964 1 289 299

total 1 peptides

Prepared with PEAKS ™ (bioinfor.com)


