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le7 Total quantity, 1% FDR

NAV DY LD G DS D G DSy LD
N N2 N A2 A2 AT 02 2 m2 6D 62 0D 62 62 67 67 62 ©F



1e7 MS1 signal
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1e8 MS2 signal

S DEYDD DYDY NYD YYD DD
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Total quantity/MS2 signal ratio

N SV DG DD Y E DS DS G D
VSV Y EV PV Y EVEVEY SV SV RN IOV PN SV Y Y




MS1/MS2 signal ratio
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Precursors, 1% FDR
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Unique proteins, 1% protein-level FDR
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Mean peak FWHM, in minutes

S VD LGSy DD G D
VAV EVEVEY BV ES PV EY W EY SV PN Y PV RN PV Y




Mean peak FWHM, in MS2 scans

NGV Dy LD DY G D Y S D LD
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Median RT prediction accuracy, minutes
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Median mass accuracy, MS2, ppm
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Median mass accuracy, MS1, ppm
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Peptide characteristics

1 Average length
[ Average charge
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Average missed tryptic cleavages
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Precursors, 1% FDR
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Median precursor CV, 1% FDR




Protein groups, 1% FDR
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Median protein group CV, 1% FDR
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