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1. NP_004930. 1 Mass: 82380 Score: 363 Mat ches: 23(11) Sequences: 21(11) enPAl: 0.61
ATP- dependent RNA hel i case DDX1 [ Honp sapi ens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
M 124 418.7112 835. 4078 835.4440 -0.0362 0 37 0.31 1 U K. DGFVALSK. A
M 168 431.7193 861. 4240 861.4596 -0.0356 0 15 23 1 U K. APDGYI VK. S
M 195 442.7371 883. 4597 883.5127 -0.0530 0 34 0.25 1 U K. ALI VEPSR. E
225 474.2261 946. 4376 946.4971 -0.0595 0 49 0.011 1 U R LDDLVSTGK. L
226 474.2316 946. 4486 946.4971 -0.0485 0 (4) 3.3e+02 2 U R LDDLVST&K. L
v} 241 503.2317 1004.4488 1004.4815 -0.0327 0 48 0.01 1 U K. VPVDEFDCK. V
273 556.3160 1110.6175 1110.6761 -0.0585 0 49 0. 0093 1 U R ELLI I GGVAAR D
M 279 583.2745 1164.5345 1164.5961 -0.0616 0 57 0. 0014 1 U R FLI CTDVAAR G + Car bani donet hyl (C)
M 280 585.2599 1168.5053 1168.5369 -0.0316 0 18 12 1 U K. MDQAI'I FCR. T + Car bam donet hyl (C); Oxidation (M
311 624.8170 1247.6194 1247.6795 -0.0601 0 40 0. 068 1 U R MGLAI SLVATEK. E + Oxi dation (M
v} 320 630.8130 1259.6114 1259.6696 -0.0582 0 21 5.7 1 U K. NQALFPACVLK. N + Car bami donet hyl (Q)
324 636.8105 1271.6065 1271.6721 -0.0656 0 75 1.8e-05 1 U R. ELAEQTLNNI K. Q
M 378 468.2248 1401.6524 1401.7115 -0.0591 0 12 40 1 U K. I VHFPTWDLK. G + Oxi dation (M
M 423 843.3202 1684.6258 1684.7298 -0.1040 0 33 0.14 1 U R GSAFAI GSDGLCCQSR. E + 2 Car bami donet hyl (C)
453 635.3256 1902.9549 1903.0415 -0.0866 0 69 5.6e-05 1 U K. GHVDI LAPTVQELAALEK. E
M 463 656.6474 1966.9205 1967.0324 -0.1119 0 54 0. 0019 1 U R DQLSVLENGVDI WGTPGR. L
M 467 668.2861 2001.8364 2001.9214 -0.0850 0 41 0.029 1 U K. DNTRPGANSPEMASEAI K. |
M 468 673.6159 2017.8258 2017.9163 -0.0905 0 (18) 4.9 1 U K. DNTRPGANSPEMABEAI K. |+ Oxi dation (M
M 469 506.9876 2023.9213 2024.0327 -0.1115 0 17 9.7 1 U K. GEDSVPDTVHHVWWPVNPK. T
473 693.6772 2078.0098 2078.1048 -0.0950 0 21 3.7 1 U R. G DI HGVPYVI NVTLPDEK. Q
M 476 712.0043 2132.9910 2133.1007 -0.1097 0 41 0. 039 1 U K. EAQTSFLHLGYLPNQLFR. T
492 791.3615 2371.0626 2371.1696 -0.1070 0 66 8.2e-05 1 U R. FLVLDEADGLLSQGYSDFI NR. M
497 855.4205 2563.2398 2563.3534 -0.1136 1 39 0. 044 1 U K. TGAFSI PVI Q VYETLKDQREGK. K
2. NP_002477.1 Mass: 91781 Score: 243 Mat ches: 13(5) Sequences: 13(5) enPAl: 0.21
nucl ear cap-binding protein subunit 1 isoform 1 [Honp sapi ens]
[ Check to include this hit in error tolerant search
Query (Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
M 285 593.2839 1184.5533 1184.6077 -0.0544 0 67 0.00017 1 U R | FANTESYLK. R
M 286 594.2691 1186.5237 1186.5830 -0.0592 0 38 0.098 1 U K. DGVLEEQ ER. L
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(c

313 625.8015 1249.5885 1249.6554 -0.0669 O 63 0.00031 1 U K. ATNDEI FSI LK. C
M 349 647.7880 1293.5614 1293.6387 -0.0773 0 46 0.018 1 U K. TCAAQLVSYPGK. N + Car bani donmet hyl (C)
358 439.2149 1314.6229 1314.6779 -0.0551 1 17 13 1 u R KDGVLEEQ ER L
M 367 671.2658 1340.5170 1340.5701 -0.0531 0 33 0.23 1 U R LDTMNTTCVDR. F + Car bami donethyl (C); Oxidation |
M 375 463.2423 1386.7050 1386.7693 -0.0643 0 27 1.1 1 U R FIMLTEHLVR C + Oxidation (M
380 474.8949 1421.6630 1421.7337 -0.0707 1 29 0. 66 1 U R KTCAAQLVSYPGK. N + Car bami donet hyl (C)
M 381 713.3167 1424.6188 1424.7048 -0.0860 0 67 0.00012 1 U K. ANNYNEAVYLVR. F
390 505.5839 1513.7298 1513.7963 -0.0664 0 24 2.2 1 u R FVI EENLHCI | K. S + Car bani donmet hyl (C)
462 654.5888 1960.7445 1960.8684 -0.1239 0 49 0. 0026 1 U K. TSDANETEDHLESLI CK. V + Car bani donet hyl (C)
M 493 799.9699 2396.8878 2396.9890 -0.1011 O 28 0.12 1 u R MFDYTDDPEGPVMPGSHSVER. F + 2 i dation (M
494 830.7225 2489.1458 2489.2698 -0.1241 O 36 0.091 1 u R. | LDI VPPTFSALCPANPTCI YK. Y + 2 Car bani donet hyl
Proteins matching the same set of peptides:
BAG35665. 1 Mass: 91740 Score: 243 Mat ches: 13(5) Sequences: 13(5)
unnamed protein product [Honp sapiens]
BAD92470. 1 Mass: 93151 Score: 243 Mat ches: 13(5) Sequences: 13(5)
nucl ear cap binding protein subunit 1, 80kDa variant, partial [Honp sapiens]
3. BAG36698. 1 Mass: 65980 Score: 219 Mat ches: 11(6) Sequences: 11(6) enPAl: 0.38
unnamed protein product [Honp sapiens]
[ Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
181 437.7341 873. 4536 873.4920 -0.0383 0 33 0.41 1 R SLVNLGGSK. S
251 517.2579 1032.5013 1032.5087 -0.0074 0 19 9.6 2 R TLLEGEESR M
M 263 533.2412 1064.4678 1064.5138 -0.0460 0 22 4.2 1 K. AQYEDI AQK. S
281 590.2789 1178.5433 1178.5931 -0.0498 0 42 0.045 1 K. YEELQ TAGR H
M 322 633.2941 1264.5737 1264.6299 -0.0562 0 53 0. 0032 1 R TNAENEFVTI K. K
M 352 651.8273 1301.6401 1301.7078 -0.0677 0 60 0.00067 1 U R SLDLDSI | AEVK. A
366 447.5527 1339.6363 1339.6619 -0.0256 1 26 1.6 1 K. SKAEAESLYQSK. Y
M 369 679.3110 1356.6074 1356.6885 -0.0811 0 0 5.7e+02 1 K. LNDLEDALQQAK. E
372 692.3085 1382.6025 1382.6830 -0.0805 O 78 9.7e-06 1 K. SLNNQFASFI DK. V
M 377 465.2298 1392.6675 1392.7249 -0.0574 1 53 0. 0034 1 R. TNAENEFVTI KK. D
v} 384 738.3549 1474.6953 1474.7780 -0.0827 0 83 3.1le-06 1 R FLEQOQNQVLQTK. W
Proteins matching the sane set of peptides:
NP_006112. 3 Mass: 65999 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin, type Il cytoskeletal 1 [Honp sapiens]
AAA1947. 1 Mass: 66027 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin 1 [Hono sapi ens]
AFA52002. 1 Mass: 66013 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin 1 [Honp sapiens]
AFA52004. 1 Mass: 65930 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin 1 [Honmo sapi ens]
AFA52005. 1 Mass: 66086 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin 1 [Honmo sapi ens]
AFA52007. 1 Mass: 66071 Score: 219 Mat ches: 11(6) Sequences: 11(6)
keratin 1 [Hono sapi ens]
4. AFA52006. 1 Mass: 66026 Score: 210 Mat ches: 11(6) Sequences: 11(6) enPAl: 0.38
keratin 1 [Hono sapi ens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
181 437.7341 873. 4536 873.4920 -0.0383 0 33 0.41 1 R SLVNLGGSK. S
251 517.2579 1032.5013 1032.5087 -0.0074 O 19 9.6 2 R TLLEGEESR. M
263 533.2412 1064.4678 1064.5138 -0.0460 0 22 4.2 1 K. AQYEDI AQK. S
281 590.2789 1178.5433 1178.5931 -0.0498 0 42 0.045 1 K. YEELQ TAGR H
322 633.2941 1264.5737 1264.6299 -0.0562 0 53 0. 0032 1 R TNAENEFVTI K. K
M 361 665.3231 1328.6316 1328.7187 -0.0871 0 44 0. 026 1 U R NLDLDSI | AEVK. A
366 447.5527 1339.6363 1339.6619 -0.0256 1 26 1.6 1 K. SKAEAESLYQSK. Y
369 679.3110 1356.6074 1356.6885 -0.0811 0 0 5.7e+02 1 K. LNDLEDALQQAK. E
372 692.3085 1382.6025 1382.6830 -0.0805 0 78 9.7e-06 1 K. SLNNQFASFI DK. V
377 465.2298 1392.6675 1392.7249 -0.0574 1 53 0.0034 1 R TNAENEFVTI KK. D
384 738.3549 1474.6953 1474.7780 -0.0827 0 83 3.1le-06 1 R FLEQOQNQVLQTK. W
5. NP_000412. 3 Mass: 58766 Score: 110 Mat ches: 6(2) Sequences: 6(2) enPAl: 0.13
keratin, type | cytoskeletal 10 [Honp sapi ens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
M 91 405.2113 808.4080 808.4330 -0.0251 O 23 2.1 1 R LASYLDK. V
250 516.2822 1030.5499 1030.5910 -0.0411 0 35 0.24 1 U R VLDELTLTK. A
M 270 545.7352 1089.4559 1089.5237 -0.0678 O 58 0.0011 1 u K. VTMNLNDR. L
M 272 555.2029 1108.3913 1108.4825 -0.0912 0 18 7.9 1 U K. DAEAWNEK. S
M 371 691.2844 1380.5542 1380.6408 -0.0867 O 60 0.00055 1 u R. ALEESNYELEGK. |
M 387 498.5559 1492.6457 1492.7270 -0.0812 1 37 0.12 1 u R SQYEQLAEQNRK. D
Proteins matching the same set of peptides:
P13645. 6 Mass: 58792 Score: 110 Mat ches: 6(2) Sequences: 6(2)
RecNane: Full=Keratin, type | cytoskeletal 10; AltNane: Full=Cytokeratin-10; Short=CK-10; Al tName: Full=Keratin-10; Short=K10
CAA32649. 1 Mass: 59492 Score: 110 Mat ches: 6(2) Sequences: 6(2)

unnamed protein product [Honp sapiens]
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AAH34697. 1 Mass: 58792 Score: 110 Mat ches: 6(2) Sequences: 6(2)

Keratin 10 [ Hono sapi ens]

EAW60681. 1 Mass: 63308 Score: 110 Mat ches: 6(2) Sequences: 6(2)

keratin 10 (epidernolytic hyperkeratosis; keratosis palmaris et plantaris), isoform CRA b [Honp sapiens]
XP_005257400. 1 Mass: 63308 Score: 110 Mat ches: 6(2) Sequences: 6(2)

keratin, type |I cytoskeletal 10 isoform X1 [Honp sapi ens]

6. XP_011524076. 1 Mass: 41459 Score: 86 Mat ches: 4(2) Sequences: 4(2) enPA: 0.18
THO conpl ex subunit 1 isoform X3 [Honp sapi ens]
[J Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide

236 489.2221  976.4297  976.4866 -0.0568 O 14 29 3 R TAPEDFLCK. G

M 271 547.2718 1092.5290 1092.5889 -0.0598 0 37 0.12 1 K. I LAPYLEMWK. D + Oxidation (M
M 287 596.2780 1190.5414 1190.5965 -0.0551 0 49 0. 0074 1 K ILMGNEELTR L + Oxidation (M
M 420 558.9379 1673.7917 1673.8624 -0.0707 O 59 0.00073 1 R. DKPVTGEQ EVFANK. L

Proteins matching the same set of peptides:

XP_024307060. 1 Mass: 40672 Score: 86 Mat ches: 4(2) Sequences: 4(2)

THO conpl ex subunit 1 isoform X4 [Honp sapi ens]

XP_011524075. 1 Mass: 61230 Score: 86 Mat ches: 4(2) Sequences: 4(2)

THO conpl ex subunit 1 isoform X2 [Hono sapi ens]

7. NP_005122. 2 Mass: 75619 Score: 83 Mat ches: 5(2) Sequences: 5(2) enPAl: 0.10

THO conpl ex subunit 1 [Honp sapiens]
[] Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
236 489.2221  976.4297  976.4866 -0.0568 O 14 29 3 R TAPEDFLGK. G

271 547.2718 1092.5290 1092.5889 -0.0598 0 37 0.12 1 K. I LAPYLEMWK. D + Oxidation (M
287 596.2780 1190.5414 1190.5965 -0.0551 0 49 0.0074 1 K ILMGNEELTR L + Oxidation (M
379 706.3390 1410.6634 1410.7507 -0.0873 0 14 20 1 U M SPTPPLFSLPEAR. T
420 558.9379 1673.7917 1673.8624 -0.0707 0 59 0.00073 1 R DKPVTGEQ EVFANK. L
Proteins matching the same set of peptides:
BAG37293. 1 Mass: 75592 Score: 83 Mat ches: 5(2) Sequences: 5(2)
unnanmed protein product [Honp sapiens]
XP_011524074.1 Mass: 76406 Score: 83 Mat ches: 5(2) Sequences: 5(2)
THO conpl ex subunit 1 isoform X1 [Honp sapi ens]
8. NP_000217. 2 Mass: 62027 Score: 44 Mat ches: 4(1) Sequences: 4(1) enPAl: 0.06
keratin, type |I cytoskeletal 9 [Honp sapiens]
[ Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
91 405.2113 808.4080 808.4330 -0.0251 O 23 2.1 1 R LASYLDK. V
262 530.7554 1059.4963 1059.5560 -0.0597 0 20 7.2 3 U K. TLLDI DNTR. M
263 533.2412 1064.4678 1064.4920 -0.0242 O 15 22 2 U K. STMQELNSR. L
M 303 616.7615 1231.5084 1231.5906 -0.0821 O 44 0.025 1 u R. SGEGGEEGELGSGESI R S
Proteins matching the same set of peptides:
EAW60744. 1 Mass: 57526 Score: 44 Mat ches: 4(1) Sequences: 4(1)
keratin 9 (epidernolytic pal nopl antar keratodernm) [Honp sapiens]
CAA82315. 1 Mass: 62092 Score: 44 Mat ches: 4(1) Sequences: 4(1)
cytokeratin 9 [Honp sapi ens]
9. NP_003669. 4 Mass: 78458 Score: 37 Mat ches: 1(0) Sequences: 1(0)
THO conpl ex subunit 5 honol og [ Hono sapi ens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta M ss Score Expect Rank Unique Peptide
M 418 557.2607 1668.7603 1668.7890 -0.0287 0 37 0.11 1 U K. AEVTMGDPHQQTLAR. L + Oxidation (M
Proteins matching the sane set of peptides:
EAV9807. 1 Mass: 90865 Score: 37 Mat ches: 1(0) Sequences: 1(0)
hCG2011153, isoform CRA a [Honp sapi ens]
EAW59810. 1 Mass: 92113 Score: 37 Mat ches: 1(0) Sequences: 1(0)
hC&2011153, isoform CRA_d [Honp sapi ens]
BAG72824. 1 Mass: 78472 Score: 37 Mat ches: 1(0) Sequences: 1(0)
THO conplex 5, partial [synthetic construct]
XP_005261854. 1 Mass: 79706 Score: 37 Mat ches: 1(0) Sequences: 1(0)
THO conpl ex subunit 5 honol og i sof orm X1 [ Honp sapi ens]
XP_008962639. 1 Mass: 78486 Score: 37 Mat ches: 1(0) Sequences: 1(0)

PREDI CTED: THO conpl ex subunit 5 honol og i sof orm X2 [ Pan pani scus]

Peptide matches not assigned to protein hits: (no details neans no natch)

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide

M 268 538.3105 1074.6064 1074.5855 0. 0208 1 23 3.7 1 M.ALSEQKR
262  530.7554 1059.4963 1059.6176 -0.1212 1 22 5.1 1 LTLTEDKLK
M 236  489.2221 976. 4297 976. 4614 -0.0317 1 21 59 1 GDPKGDFNK
M 251 517.2579 1032.5013 1032.5703 -0.0690 0 19 8.5 1 LTLEELSTK
M 138  421.7462 841. 4778 841.5022 -0.0244 0 19 6.8 1 G TLSVRP
M 157  428.7453 855. 4761 855.5178 -0.0416 0 19 7.5 1 LASI VTPR
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LLESGAEVR

YFGVBTR + Oxi dati on
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ESI VNASK
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VWDVSVPR

MDAVMIR + Oxi dati on
LLTTFLPI K

LLTTFLPI K
LWEVATARCVR
VMLGNFK + Oxi dati on
VPRCPPR

LLVSLRK

SLEDWWR
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LSCEVSDF

VPTPQAI R

YMENLSKEYQTLEQCLQHI PVNEENR + Oxi dation (M
APQPWAR

DAVONCCG SKTEER + 2 Car bami donet hyl (C)
MBTGLVLPSLRPSW.SWPNSGLSGVAGSEMR + 3 Oxi dation (M
NVNESLLVMCR

| ASTASSPR

HVLVHTGEKPFPCLECGK

MGRSSQR + Oxidation (M

DNQGVLR

KCl SANSNCSMBVK + 2 Car bami donet hyl (C); Oxidatio
MHSLHLR + Oxi dation (M

GGYFPCCKMIVPLR + Car banmi donmet hyl (C); Oxidation
CMVCGGDGSGCSK + 2 Car bani donet hyl (C); Oxidation
M_NGYQETHRPAGNI R

EREALMLK + Oxidation (M

KPGKEEGDSLQR

CAELMWVR + Oxidation (M

ALMTELK + Oxi dation (M

CQYWGR + Car bami doret hyl (C)

NPYGPGLR

NI | AEVEQASR

MCGKAFK + Car bani donet hyl (C); Oxidation (M
KDLDGLGR

GGSGGEPAKK

MEKSAGPYDK + Oxi dation (M

GSCEGLCR + Car bami donet hyl (C)

CNLCGEESFGTIV + Car bam doret hyl (C)
LLENHEVALPNPKI GWIFS + Oxi dation (M
YYCVRGYSCCDGR + Car bami doret hyl (C)

GFSI AVMDVFGKDGDFDPSTDAVVR

SCTAHLCGLGAGAGAGR + Car bami donet hyl (C)

ESI ETMR + Oxi dation (M

EEDAPHR

AFI TSTRQVWR

TARLI PNAI QUCTDSEK + Car bani donet hyl (C)
QRSTMPNR

GLPSSI EKTI SK

CWCGGEDGSGCSK + 2 Car bami doret hyl (C); Oxidation
VI VPQLKGR

ADPGADGEAS

CVSQEGVARCR + 2 Car bami donet hyl (CO)
NTFVGTPFWAPEVI KQSAYDFK + Oxi dation (M
EGGPWRK

MDAHI GR + Oxidation (M

TCTPACSGCK + Car bami donet hyl (C)

VLQQLSR

CTSKSPSTHK

VEAGDEADYYCQUDSGSDHPWWFGGGTK + Car bani donmet hyl |
ANPSTGGVL

CFI CMEK + Oxi dation (M

ERYEAAI QR

EAEDVER

GLRSI OVHTK + Oxi dation (M

ANPSTGGVL

EYSAPGVR

LNPKTI NPGLR

EAFNI | GRR

NQNLMLELETVQRALR + Oxi dation (M
MNCYCNGMTRLLLTK

QQPPSGKR

FGNQSMWK

LNPKTI NPGLR

TSGVBAI FVAAVREVK

TLQRAMETLHASSR + Oxi dation (M

GGGHVGR

VINTMRK + Oxi dation (M

EGGSHTGSK

CQGWCAMK + Car bami donethyl (C); Oxidation (M
AMVGQLSAACSHSHFVR + Car bami donet hyl (C); 2 Oxi dai
GGLLSCK

AVDVBGGTVTVLEKVPVSK

HAVWHTR

QW.SDLFTAR + Oi dation (M

LMVYEPNQVLDVSR

I LI DGTLI' | FR
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876.
880.
880.
888.
891.
896.
896.
896.
898.
916.
917.
920.
922.
942.
952.
953.
953.
956.
962.
964.
966.
996.
996.
1006.
1012.
1020.
1026.
1036.
1036.
1040.
1053.
1055.
1072.
1074.
1076.
1141
1143.
1184.
1184.
1184.
1196.
1200.
1203.
1206.
1209.
1209.
1213.
1224.
1228.
1231.
1232.
1232.
1233.
1234
1234
1241
1243.
1248.
1254
1257.
1267.
1272.
1274.
1274.
1277.

1999
5854
5529
5854
7854
5332
5385
5613
4480
5577
7377
6888
1091
4194
2639
3516
4951
5406
6142
4041
6973
5854
6312
7042
9254
4400
4519
6112
4872
7854
5612
4368
8326
4855
4607
5833
6046
7967
7822
4475
6899
5565
5825
5165
5014
3854
6036
1759
1854
1633
1570
2338
2601
2290
5855
0272
1390
2210
2271
2522
9854
8782
8782
8782
0230
8782
0359
1854
9133
1854
6867
6940
9906
0370
0408
1891
0620
8782
8880
2782
1782
5782
2542
2676
3854

79 R—



Peptide Summary Report (D:\JPROS\LO15\b_3micro.wiff (sample number 1))
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332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
350
351
354
355
356
362
364
370
373
376
382
383
385
386
388
392
393
394
395
396
397
398
399
400
403
404
405
406
407
408
409
410
411
412
ﬂ
ﬁ
421
422
424
426
427
428
431
432
433
434
435
436
438
439
441
ﬂ
ﬁ
ﬁ
ﬂ
ﬁ
450
451
452
457
461
466
470
472
ﬂ
ﬁ
477
478

639.
427.
640.
640.
428.
428.
428.
428.
428.
428.
428.
428.
429.
429.
429.
430.
431.
432.
651.
435.
435.
435.
667.
445.
459.
463.
464.
476.
480.
738.
498.
503.
761.
511.
769.
519.
519.
519.
521.
521.
522.
401.
536.
536.
536.
536.
537.
537.
537.
538.
404.
815.
554.
419.
421.
425.
429.
429.
581.
593.
593.
593.
445.
445.
594.
447.
447.
599.
613.
616.
616.
463.
463.
930.
467.
628.
480.
485.
667.
509.
518.
528.
704.
536.
538.

7519
1000
7000
7545
7380
7390
7420
7451
7457
7461
7463
7517
0681
0712
0926
1000
7279
3671
2761
3277
3405
7523
1355
1000
4000
1090
0064
2326
1347
8000
3555
1052
6715
2000
2820
1000
1000
1265
0863
0995
4681
3000
1267
1434
1435
1443
1251
1338
1530
1263
9623
2143
1471
9915
8606
3153
0696
0723
3000
1192
1239
1249
0972
1094
1303
0988
1039
5000
1000
5516
6000
1030
1059
1000
4589
1672
1392
0967
1481
2553
0611
2332
1774
1516
1078

1277.
1278.
1279.
1279.
1283.
1283.
1283.
1283.
1283.
1283.
1283.
1283.
1284

1284

1284

1287.
1292.
1294

1300.
1302.
1302.
1304.
1332.
1332.
1375.
1386.
1388.
1425.
1437.
1475.
1492.
1506.
1521

1530.
1536.
1554.
1554.
1554.
1560.
1560.
1564.
1601

1605.
1605.
1605.
1605.
1608.
1608.
1608.
1611

1615.
1628.
1659.
1675.
1683.
1697.
1712.
1712.
1740.
1776.
1776.
1776.
1776.
1776.
1779.
1784

1784

1795.
1836.
1846.
1846.
1848.
1848.
1858.
1865.
1881

1916.
1936.
1998.
2032.
2068

2108

2109

2140

2148

4893
2782
3854
4944
1922
1953
2043
2134
2154
2164
2171
2333
1824
1917
2560
2782
1619
0795
5377
9613
9997
2351
2565
2782
1782
3053
9973
6761
3822
5854
0448
2938
3284
5782
5494
2782
2782
3577
2372
2768
3825
1709
3582
4083
4088
4109
3535
3795
4371
3570
8202
4141
4196
9368
4133
2321
2492
2602
8782
3359
3498
3529
3595
4085
3690
3661
3866
4782
2782
6330
7782
3831
3947
1854
8065
4799
5277
3576
4226
9920
2153
9037
5104
5772
4021

8/9 N—T
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480  539.1140
481  736.4879
483  554.1502
484 738.8000
485  742.3378
486 1115. 9302
487 747.0090
488  566.7318
490  767.0158
491 776.1722
496  639. 2842
499 927.4315
502  817.1509
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2152. 4269
2206. 4420
2212.5717
2213. 3782
2223.9915
2229. 8459
2238. 0051
2262. 8982
2298. 0257
2325. 4946
2553. 1076
2779. 2725
3264. 5746
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Search Parameters

Type of search

Enzyme :
Variabl e nodifications :
Mass val ues :
Protein Mass :
Peptide Mass Tol erance :
Fragment Mass Tol erance:
Max M ssed O eavages :
Instrunent type

Nunber of queries

MS/ M5 | on Search

Trypsin

Car bami donet hyl (C), Oi dation (M
Monoi sot opi ¢

Unrestricted

+ 0.2 Da

+ 0.2 Da

1

Def aul t

503

Mascot: http://www.matrixscience.com/




