Peptide Summary Report (D:\ncc_202502\ncc-1_8micro.wiff (sample number 1))

SMATRIX }
USCIENCES

User

Enai |

Search title
M5 data file
Dat abase

Ti mest anp
Protein hits

Mascot Search Results

sp| P0O8754] GNAI 3 HUVAN

tr| BADWO| BADVW9 HUMAN

tr] Q6T697] Q6T697 HUMAN

tr] AOAIW2PS82| AOAIV2PS82 HUNVAN

sp| Q03113] GNA12 HUMVAN

sp| P35527] KIC9 HUMAN

tr] @BTC04| @BTCO4 HUNVAN

Probability Based Mowse Score

%

17 R—=2

D:\ncc_202502\ ncc-1_8nicro.wi ff (sanple nunmber 1)
C: \ DOCUME~1\ ADM NI ~1\ LOCALS~1\ Tenp\ mas1B07. t np

H sapi ens sapi ens_202408 (204500 sequences;
27 Feb 2025 at 05:41:24 GMI
tr| H6VRF8| HEVRF8 HUMAN

tr| AOA1BOGVI 3| AOA1BOGVI 3 HUNAN

61887332 residues)

Keratin, type |l cytoskeletal 1 OS=Honp sapi ens OX=9606 GN=KRT1 PE=3 SV
Keratin, type | cytoskeletal 10 OS=Honp sapi ens OX=9606 GN=KRT10 PE=1 S
Guani ne nucl eotide-binding protein i) subunit al pha-3 OS=Honp sapi ens
cDNA FLJ53108, highly simlar to Guani ne nucl eotide-binding protein alp
Guani ne nucl eotide binding protein (G protein), alpha transducing activ
Guani ne nucl eoti de-binding protein (o) subunit al pha OS=Hono sapi ens O
Guani ne nucl eoti de-bi ndi ng protein subunit al pha-12 OS=Honp sapi ens OX=
Keratin, type | cytoskeletal 9 OS=Honp sapi ens OX=9606 GN=KRT9 PE=1 SV=
Keratin 23 (H stone deacetyl ase induci bl e) OS=Honp sapi ens OX=9606 GN\=K

Tons score is -10*Log(P), where P is the probability that the observed match is a random event.
Individual ions scores > 38 indicate identity or extensive homology (p<0.05).
Protein scores are derived from ions scores as a non-probabilistic basis for ranking protein hits.
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Peptide Summary Report

‘ Format As | |Peptide Summary

v

Significance threshold p<

Help

Max. number of hits

Standard scoring O MudPIT scoring @ Ions score or expect cut-off [0 ] Show sub-sets[o___|
Show pop-ups @ Suppress pop-ups O  Sort unassigned Require bold red []

Select All ‘ ‘ Select None | ‘ Search Selected | JError tolerant
1. tr| H6VRF8| H6VRF8 HUVAN Mass: 66013 Score: 161 Queries natched: 8 enPAl: 0. 47
Keratin, type Il cytoskeletal 1 OS=Honp sapi ens OX=9606 GN=KRT1 PE=3 SV=1
[ Check to include this hit in error tolerant search or archive report
Query (observed M (expt) M (cal c) Delta Mss Score Expect Rank Peptide
187 487.3065 972.5984 972.5240 0.0745 0 33 0.15 1 K. | El SELNR. V
196 517.3079 1032.6012 1032.5087 0.0925 0 43 0.017 1 R TLLEGEESR M
205 533.2987 1064.5829 1064.5138 0.0690 0 38 0. 044 1 K. AQYEDI AQK. €
211 563.2905 1124.5665 1124.5349 0.0316 0 38 0. 05 1 K. AEAESLYQSK. Y
216 590.3614 1178.7082 1178.5931 0.1150 0 63 0.00016 1 K. YEELQ TAGR F
280 692.3977 1382.7808 1382.6830 0.0977 0 52 0.0018 1 K. SLNNQFASFI DK. V
282 465.4000 1393.1782 1392.7249 0.4533 1 41 0.02 1 R TNAENEFVTI KK. C
290 738.4468 1474.8791 1474.7780 0.1011 O 48 0.0049 1 R FLEQQNQVLQTK. W

Proteins nmatching the same set of peptides:
HUMVAN

tr| HEVRF9| H6VRF9

Keratin, type Il
tr| HBVRX| H6VRX

Keratin, type Il
tr| HBVRGL| H6VRGL

Keratin, type Il
tr| HBVR®2| HEVRG2

Keratin, type Il
tr| HBVRG3| H6VRG3

Keratin, type Il
sp| P04264| K2C1 HUVAN
Keratin, type Il

2. tr| AOALBOGVI 3] AOALBOGVI 3 HUVAN

cytoskeletal 1
HUMVAN
cytoskeletal 1
HUMVAN
cytoskeletal 1
HUMVAN
cytoskeletal 1
HUVAN
cytoskeletal 1
Mass:
cyt oskel et al

Mass: 66029

Mass: 65930
OS=Hono
66086
OS=Honmo
66026
OS=Hono
66071
OS=Hono
65999

Mass:

Mass:

Mass:

Mass:

Keratin, type |

[1Check to include this hit

Query Observed M (expt)
95 405.2546  808. 4947
195 516.3406 1030.6666
207 545.9000 1089.7854

cyt oskel et al

Score:
OS=Honp sapi ens
Score:
sapi ens
Score:
sapi ens
Score:
sapi ens
Scor e:
sapi ens OX=9606 GN=KRT1 PE=3 SV=1
Scor e:
1 OS=Honp sapi ens OX=9606 GN=KRT1 PE=1 SV=6

63308
10 OS=Honmp sapi ens OX=9606 GN\=KRT10 PE=1 SV=2

161 Queries nmatched: 8
OX=9606 GN\N=KRT1 PE=3 Sv=1
161 Queries matched: 8
OX=9606 GN\N=KRT1 PE=3 Sv=1
161 Queries matched: 8
OX=9606 GN=KRT1 PE=1 Sv=1
161 Queries matched: 8
OX=9606 GN=KRT1 PE=3 Sv=1
161 Queries matched: 8

161 Queries matched: 8

Score: 104 Queries matched: 4 enPAl: 0.19

in error tolerant search or archive report

M (cal c) Delta Mss Score Expect Rank Peptide
808.4330 0.0617 O 58 0.00049 1 R LASYLDK.V
1030.5910 0.0755 O 59 0.00037 1 R VLDELTLTK A
1089.5237 0.2618 O 58 0.00058 1 K. VTMONLNDR L


JPROS
ハイライト表示

JPROS
ハイライト表示
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Peptide Summary Report (D:\ncc_202502\ncc-1_8micro.wiff (sample number 1)) 2/7 R—

91 498.6391 1492.8954 1492.7270 0.1684 1 17 7.2 1 R SQYEQLAEQNRK. C

Proteins matching the sane set of peptides:
sp| P13645] K1C10 HUVAN Mass: 58792 Score: 104 Queries nmatched: 4
Keratin, type | cytoskeletal 10 OS=Honp sapi ens OX=9606 GN=KRT10 PE=1 SV=6

3. sp| P08754| GNAI 3 HUVAN Mass: 40506 Score: 78 Queries matched: 4 enPAl: 0.30
Guani ne nucl eotide-binding protein i) subunit al pha-3 OS=Honp sapi ens OX=9606 GN=GNAlI 3 PE=1 SV=3
[JCheck to include this hit in error tolerant search or archive report

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Peptide

M 202 529.3565 1056.6985 1056.6179 0.0806 O 68 7.3e-005 1 K. LLLLGAGESX. S

208 548.7651 1095.5156 1095.4768 0.0388 O 31 0.22 1 R DGGVQACFSR. S + Car bani donet hyl (C)

279 460.9837 1379.9293 1379.7085 0.2207 O 40 0. 027 1 K. TTA VETHFTFK. C

M 300 532.2894 1593.8462 1593.6617 0.1845 O 14 9.9 1 K. I | HEDGYSEDECK. Q + Car bami donet hyl (C)
4. tr| BADW9| B4ADW/9 HUVAN Mass: 40949 Score: 68 Queries nmatched: 3 enPAl: 0.09

cDNA FLJ53108, highly similar to Guani ne nucl eoti de-binding protein al pha-13 subunit OS=Honp sapi ens OX=9606 PE=2
[1Check to include this hit in error tolerant search or archive report

Query (oserved M (expt) M (cal ¢) Delta Mss Score Expect Rank Peptide
202 529.3565 1056.6985 1056.6179 0.0806 O 68 7.3e-005 1 K. I LLLGAGESXK. S
247 639.3744 1276.7343 1276.5904 0.1440 O 5 90 2 R APMAAQGWETR. V + Oxi dation (M
367 616.4510 2461.7749 2461.2974 0.4776 1 6 86 2 R APMAAQGWETRVFLQYLPAI R A

Proteins nmatching the same set of peptides:
sp| Q14344| GNA13 HUVAN Mass: 44022 Score: 68 Queries matched: 3
Quani ne nucl eoti de-bi ndi ng protein subunit al pha-13 OS=Honp sapi ens OX=9606 GN=GNA13 PE=1 SV=2

5. tr] Q6T697] @6T697 HUVAN Mass: 40150 Score: 68 Queries nmatched: 2 enmPAl: 0.09
Guani ne nucl eotide binding protein (G protein), alpha transducing activity pol ypeptide 2 OS=Honp sapi ens OX=9606 (
[1Check to include this hit in error tolerant search or archive report

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Peptide
202 529.3565 1056.6985 1056.6179 0.0806 O 68 7.3e-005 1 K LLLLGAGESX.S
279 460.9837 1379.9293 1379.7701 0.1592 O 7 59 7 K FVFDAVIDI | K E

Proteins matching the sane set of peptides:

sp| ABMIJ3| GNAT3 HUVAN Mass: 40331 Score: 68 Queries nmatched: 2

Guani ne nucl eoti de-binding protein t) subunit al pha-3 OS=Honp sapi ens OX=9606 GN=GNAT3 PE=1 SV=2
sp| P11488| GNAT1 HUVAN Mass: 40015 Score: 68 Queri es nmatched: 2

Quani ne nucl eotide-binding protein t) subunit al pha-1 OS=Honp sapi ens OX=9606 GN=GNAT1 PE=1 SV=5
sp| P19087| GNAT2 HUVAN Mass: 40150 Score: 68 Queri es matched: 2

Guani ne nucl eoti de-binding protein G(t) subunit al pha-2 OS=Honp sapi ens OX=9606 GN=CGNAT2 PE=1 SV=4

6. tr] AOAIW2PS82| AOAIWPS82 HUVAN Mass: 16070 Score: 68 Queries matched: 2 enPAl: 0.24
Quani ne nucl eoti de-binding protein G 0) subunit al pha OS=Honp sapi ens OX=9606 GN=GNAOL PE=1 Sv=1
[ Check to include this hit in error tolerant search or archive report

Query observed M (expt) M (cal c¢) Delta M ss Score Expect Rank Peptide
202 529.3565 1056.6985 1056.6179 0.0806 O 68 7.3e-005 1 K. LLLLGAGESXK. S
304 545.9000 1634.6782 1634.7563 -0.0781 O 6 54 5 R AGHPPNQGONHWHR. R
7. sp| Q03113] GNA12 HUVAN Mass: 44251 Score: 68 Queries matched: 2 enPAl: 0.08

Guani ne nucl eot i de-bi ndi ng protein subunit al pha-12 OS=Honp sapi ens OX=9606 GN=GNA12 PE=1 Sv=4
[ Check to include this hit in error tolerant search or archive report

Query observed M (expt) M (cal c) Delta M ss Score Expect Rank Peptide
202 529.3565 1056.6985 1056.6179 0.0806 O 68 7.3e-005 1 K. I LLLGAGESX. S
249 427.2595 1278.7568 1278.6568 0.1000 1 7 47 2 R RSEFQLGESWK. Y

8. sp| P35527] K1C9 HUNAN Mass: 62027 Score: 49 Queries matched: 4 enPAl: 0.19
Keratin, type | cytoskeletal 9 OS=Honp sapi ens OX=9606 GN=KRT9 PE=1 SV=3
[ Check to include this hit in error tolerant search or archive report

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Peptide
95 405.2546  808.4947  808.4330 0.0617 0 58 0.00049 1 R LASYLDK V

167 449.2577 896.5009 896.4062 0.0947 O 15 12 1 R MTLDDFR. |
203 530.8230 1059.6315 1059.5560 0.0754 O 31 0.27 1 K. TLLDI DNTR. b
205 533.2987 1064.5829 1064.4920 0.0908 O 15 8.6 2 K. STMQELNSR. L
9. tr] @BTC04| BTCO4 HUVAN Score: 42 Queries matched: 1

Keratin 23 (H stone deacetyl ase inducible) OS=Honp sapi ens OX=9606 GN=KRT23 PE=2 Sv=1
[ Check to include this hit in error tolerant search or archive report

Query bserved M (expt) M (calc) Delta M ss Score Expect Rank Peptide
95 405.2546 808.4947 808.4330 0.0617 O 42 0.018 2 R LASYVEK. v
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Pepti de natches not assigned to protein hits:

SIS S S S A  SESEN R  E R A A N R R R RS S R S S S S S S S S I S R I S A R A A R A R A R R S RS R S A S RS S RS S E S S S S N S R S R A R A R A A A R R R R R R O R O IS

Query
126
144

oserved

421.
428.
435.
422.
409.
480.
421.
610.
417.
420.
599.
473.
416.
467.
441.
459.
599.
402.
652.
599.
419.
401.
409.
402.
419.
524.
402.
410.
427.
573.
545.
404.
459.
610.
445.
459.
417.
616.
402.
419.
425.
441.
430.
469.
405.
416.
436.
499.
616.
419.
555.
534.
425.
416.
459.
413.
761.
629.
898.
432.
416.
404.
897.
441
404.
484.
616.
616.
409.
599.
660.
425.
534.
405.
639.
465.
442.
441.
425.
405.
404.

7738
7854
7990
9000
2354
2917
7917
1000
4000
0142
4178
2591
5192
2210
8099
4000
3000
2318
4350
3000
2949
3189
2498
2379
7131
7000
2316
3008
2138
4000
9000
4000
2000
2133
2301
2000
4000
4510
2245
3493
3044
9545
4511
6000
1000
4000
9333
4498
6634
2813
3711
4000
8065
1458
4000
2000
7284
1452
1913
2000
4000
4000
9864

. 8043

4000
3533
4875
4401
3000
3686
6000
2639
4000
1132
6402
4000
3092
8089
8089
1000
2000

M (expt)

841.
855.
869.
843.
816.
958.
1262.
1827.
832.
1257.
2393.
944.
831.
1398.
1322.
916.
1196.
802.
1302.
1794.
836.
800.
816.
802.
837.
1047.
802.
1227.
1704.
1717.
1634.
806.
916.
2436.
888.
1374.
1249.
2461.
802.
836.
848.
1763.
858.
937.
1212.
1246.
1307.
1993.
1231.
836.
1108.
1600.
849.
1660.
1375.
1236.
2282.
1884.
2691.
1724.
830.
1210.
1793.
881.
1210.
1933.
2461.
1846.
816.
2393.
659.
1272.
1066.
1212.
2554,
928.
1323.
1322.
849.
808.
1209.

5331
5562
5834
7854
4563
5689
3534
2782
7854
0208
6423
5037
0238
6410
4078
7854
5854
4490
8554
8782
5753
6232
4851
4612
4117
3854
4487
8805
8261
1782
6782
7854
3854
8243
4456
5782
1782
7749
4345
6840
5942
7891
8877
1854
2782
1782
7779
7701
3123
5481
7276
1782
5985
5542
1782
5782
1634
4138
5520
7709
7854
1782
9582
5940
1782
3842
9209
2984
5854
4453
5927
7699
7854
3178
5319
7854
9059
4049
6033
1854
5782

M (cal c)

841.
855.
869.
843.
816.
958.
1262.
1826.
832.
1256.
2394.
944.
831.
1398.
1322.
916.
1196.
802.
1302.
1795.
836.
800.
816.
802.
837.
1047.
802.
1227.
1704.
1716.
1634.
806.
916.
2437.
888.
1374.
1249.
2462.
802.
836.
848.
1763.
859.
937.
1212.
1246.
1307.
1994.
1231.
836.
1108.
1599.
849.
1660.
1374.
1236.
2282.
1883.
2691.
1724.
830.
1210.
1793.
881.
1210.
1933.
2462.
1845.
816.
2393.
659.
1272.
1066.
1212.
2554,
928.
1323.
1322.
849.
808.
1209.

4480
4636
4971
4926
4090
5923
6871
8873
4014
7638
0459
5113
4715
6094
5891
4589
6765
4409
6278
1157
4980
4756
4031
4409
3651
4469
4409
6104
8101
8253
8767
4538
4549
1552
4929
6966
4791
0292
3933
3884
4102
7865
3606
4505
5346
6241
7561
0473
6673
4868
5989
7975
4014
8566
7112
6172
1625
9233
2441
6519
4861
6571
9321
5083
5773
0381
0292
8390
4817
1645
3490
6197
6498
6285
2778
5454
6531
7558
4630
4668
5924

(no details nmeans no match)

COOOOEOLEPOLOO0OO0OLOLOOO0O00O00OOO00000000LCOOO000000OO0COOCO0000000OO0O00000000OCOOOO0O00CO00000C

..
oo

Delta Mss Score

0851
0926
0863
2928
0474
0235
3337
3909
3841
2570
4037
0076
4477
0317
1813
3266
0910
0081
2276
2376
0773
1476
0821
0202
0467
0614
0077
2702
0160
3528
1985
3317
0694
3309
0473
1184
3009
2543
0412
2956
1839
0026
4729
2650
2564
4459
0218
2772
3550
0613
1287
3806
1970
3024
4670
0391
0009
4905
3079
1190
2993
4789
0262
0857
3991
3461
1083
4594
1037
2807
2437
1501
1356
3106
2541
2401
2528
3509
1403
2813
. 0143

0
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Expect
0. 26
0.39
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Pepti de

VASI PCPR

| ASI PCPR

WDVSVPR

TAQAKVAR

AQADKER

I RITLTSR

VTAI QTEVFQK

MVDHL L PVDENFSSPK

CWLNAAR

LLNI LMALRK + Oxidation (M
APESDTGDEDQDQERDTVFLK

TPPEMRLK + Oxidation (M

KHHQGLI

GVEHLYSMKCK + Car bam donet hyl (C); Oxidi
TNFSYSGTYGAR

LLCEHFR

KLGELPEI NG&K

AGSSVRAR

MYNLLLSYDR + Oxidation (M
FLGLLLLLLGAACLI PR

RPAG PAR

| SAELI R

AAGWNAR

AGSSVRAR

MSTEAQR + Oxidation (M

DQDAI EDSR

AGSSVRAR

LKMLNYCMR + 2 Oxidation (M
NVALREAEVECMASR + Oxi dation (M

HKYTI DAMSLEHTR + Oxi dation (M

AEI DI LAAEYI STVK

FI ASI EK

KSAACGQPR

VKPDSPLNRLQEDMQYMAMR + Oxi dation (M
LNPYRAR

FPKGTDTTMLHK

CDRYCQCFR + Car bam donet hyl (O
LGEGVYNPSHSTPSPAGENDTSSC + Car bani donet |
GSGACELGR

MELVMDR + Oxi dation (M

EVLI CSW

ENDHLYFI FEYMK + Oxi dation (M

SQHNCSK + Car bami doret hyl (C)
EAKENYGK

GPMHGSDFPPR + Oxi dation (M
VNNVHPAVHTK

AVATSVLHLLER

PVI PATWQAEVGESLELR

APPSLPHSASLR

APQPVWAR

AASHVAQANLK

QVFPI MCAYKLCK + Car bam donet hyl (C)
TCMAEVR + Oxi dation (M
RMASGNGLPSSSALVAK + Oxi dation (M
AVCAGLI CTALAR + 2 Car bani donet hyl (C)
LCMFETSLPR + Oxi dation (M
MEMLTLEPLHTLLHWKWK + 2 Oxi dation (M
CTNSVVKYELMRPSNK + Oxi dation (M
GADSVI MDLLEDPACVPDI NVEKK + Car bami donet |
REECEGHNGCYDEK + Car bani donet hyl (C)
KASPLTSK

GPDYRVLVHR

CLGHLFLSLGWYLR + Car bami donet hyl (C); ¢
VPSRAAPGK

HCPLLPLCCR + Car bam donet hyl (C)
APPGGAEAGEPTTLLQRLR
LGEGVYNPSHSTPSPAGENDTSSC + Car bami domet |
APPSPPCDI TCLESFR + 2 Car bami donet hyl (C
RTSNLVK

TFI VRQSI HDEI SVSSMDASR + Oxi dation (M
DLTPSK

DPLSEI TNQEK

AQLI KAAPAGK

MHLAGKTEQAK

VYLTTGYFNLTQAYMDLVLGIR + Oxi dation (M
SCGRGALALQK

SQQVAAAAHEANK

EPVI SSVHTKVK

TMVSLGVK + Oxidation (M

AHRI GQK

HATQGTMSHLK
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250  640.3893 1278.7641 1278.6312 0.1329 0 9 34 1 LVMELSGEMVR + Oxidation (M

366  611.1265 2440.4768 2440.3302 0.1465 1 9 31 1 FISFTLYLI GFOMFVLSLAKK

375  639.6491 2554.5673 2554.2778 0.2896 O 9 23 1 VYLTTGYFNLTQAYMDLVLGTR + Oxi dation (M
197  522.4000 1042.7854 1042.5229 0.2625 1 9 39 1  TPRVNCPEK

247  639.3744 1276.7343 1276.6564 0.0779 1 9 38 1  ELPQSRFSWK

320  437.1000 1744.3709 1743.8726 0.4983 0O 9 31 1 H MQYI AAVTNPSQR + Oxi dation (M

164  445.3178  888.6211 888.4301 0.1910 O 9 60 1  DNLNSAQK

370  628.2135 2508.8249 2509.1148 -0.2899 1 8 26 1  \EEPQAGASMGGMCLSLAPRSSR + Car bami donet hy
249  427.2595 1278.7568 1278.8499 -0.0931 1 8 38 1 KLLIIISRPAR

128  424.2878  846.5610 846.4447 0.1164 O 8 52 1  ESIVNASK

158  441.8213  881.6281 881.5447 0.0835 1 8 38 1 VPVRALGK

236  417.2000 1248.5782 1248.6900 -0.1118 0O 8 40 1  MYIITAKPER + Oxidation (M

104  413.2000  824.3854  824.4756 -0.0902 O 8 37 1 GPIGSIGPK

83  402.2138  802.4131 802.4450 -0.0319 1 8 61 1 RQAGFPK

170  455.3269  908.6393  908.4940 0.1453 1 8 43 1 EAAGRLHR

81  401.2233  800.4320 800.4617 -0.0296 1 8 58 1  QALSRAR

201  529.3399 1056.6652 1056.6291 0.0361 O 8 66 1 |LINGASTLR

192  499.4838  996.9530  997.4395 -0.4865 O 8 43 1 MGWLDR + 2 Oxidation (M

108  414.2347  826.4548  826.4661 -0.0113 1 8 45 1 SNLTKHK

281  463.4000 1387.1782 1387.6410 -0.4628 O 8 38 1 LECNGM LAFCK + Carbani domet hyl (C)

244  425.7824 1274.3253 1274.6830 -0.3577 1 8 46 1  EAALSTALSEKR

120  419.3378  836.6609 836.3521 0.3089 O 8 48 1 MGPVMDR + 2 Oxidation (M

275  445.2000 1332.5782 1332.6819 -0.1038 1 8 52 1 NAALSRI MGESCK

191  498.9691  995.9237  995.5625 0.3612 1 8 1.1e+002 1 SRLTVHR

194  503.2000 1004.3854 1004.5841 -0.1986 1 8 55 1  KIKPGFMEK

256 641.9000 1281.7854 1281.5945 0.1910 1 7 62 1 MKLCGETEDK + Oxidation (M

241  422.9000 1265.6782 1265.6649 0.0132 1 7 47 1 LGSQILTKTCSK

261  435.8049 1304.3929 1304.7492 -0.3563 1 7 51 1  LLLKYGDAWK

62  545.9000  544.8927 545.3173 -0.4246 1 7 86 1 AEAKK

347  523.5000 2089.9709 2089.8728 0.0981 0 7 35 1  ASTHNCDRPPSTGVMECR + 2 Car bani domet hyl |
89  404.2000  806.3854  806.4286 -0.0432 0 7 75 1  ELSGVFR

270  441.3502 1321.0287 1321.5166 -0.4879 0 7 51 1  SGYMSDSDLMGK + 2 Oxidation (M

227  611.1547 1220.2949 1220.6513 -0.3564 1 7 2.2e+002 1  NQDRFI STLK

259  434.7481 1301.2224 1301.6333 -0.4109 1 7 56 1 KCCl HGSGLQIR

337  485.3256 1937.2735 1936.8304 0.4431 1 7 61 1 TGCYGCLAPFCESVMKR + Car bani domet hyl (C);
193  499.6000  997.1854  997.4903 -0.3048 O 7 57 1 LMDFLTSR + Oxidation (M

287  484.5000 1450.4782 1450.6796 -0.2014 1 7 1.1e+002 1 LAKECMLQEENK + Oxidation (M

257  430.5000 1288.4782 1288.6874 -0.2092 1 7 62 1  EDI SAKESALVK

173 463.4000  924.7854  924.3833 0.4021 0O 7 65 1 NCDLMAK + Oxidation (M

263  657.4314 1312.8483 1312.5904 0.2579 0 7 60 1  GSTMAAFPI CSR + Carbanidonethyl (C); Oxi«
200 528.2129 1054.4113 1054.5229 -0.1116 O 7 58 1 APLCPDNLR + Carbani donet hyl (C)

153  436.9296  871.8447 871.5127 0.3320 O 7 72 1 QILIEIR

151  433.4000  864.7854  864.4058 0.3796 1 6 67 1 MRCGGR + Carbani domethyl (C); Oxidati ol
344  499.4657 1993.8338 1993.9965 -0.1627 O 6 67 1 LMCELG\VIINQ YEAR + Oxidation (M

142  428.2245  854.4344  854.5338 -0.0994 O 6 48 1 | AAGLLAAR

232  415.0498 1242.1276 1242.5663 -0.4386 O 6 79 1  LSCAASGFTSSR + Carbani domethyl (C)

123 420.2281  838.4417 838.4297 0.0120 O 6 57 1 HVEEAWR

212  570.1285 1138.2425 1138.6710 -0.4285 O 6 70 1 | TSVPALVSPR

245  425.8168 1274.4284 1274.5457 -0.1173 0O 6 66 1 MIWFNLCSK + Carbanidomethyl (C); 2 Oxi«
374  639.6478 2554.5622 2554.2778 0.2844 O 6 42 1 VYLTTGYFNLTQAYMDLVLGTR + Oxidation (M
134  425.8184  849.6223  849.4378 0.1845 0 6 86 1 LQSMIVR + Oxidation (M

109  415.1000  828.1854  828.4930 -0.3075 1 6 79 1 RSAGGLLR

185  485.3417  968.6689 968.4386 0.2303 O 6 66 1 MPGPPQAAGD + Oxidation (M

248  639.3841 1276.7537 1276.7391 0.0146 1 6 68 1  TA FGGGTKLTVL

302  404.2003 1612.7722 1612.7627 0.0094 O 6 57 1  NPSTI SSPGHCASLSR

345  511.3405 2041.3327 2040.8604 0.4723 O 6 52 1  CHCSPGYVAEAGPPHCTAK + 2 Carbami donet hyl
215  573.4000 1144.7854 1144.5724 0.2130 O 6 73 1  DLEVWEGSAAR

272 441.8098 1322.4076 1322.5891 -0.1816 O 6 65 1 TNFSYSGTYGAR

150  432.3031  862.5916  862.3967 0.1949 0 6 80 1 RPCSESK + Carbani donethyl (C)

314  427.2873 1705.1199 1704.7382 0.3817 O 6 79 1 EVI I MATNCENCGHR + Oxi dation (M

286  484.2339 1449.6799 1449.7939 -0.1141 1 6 71 1 1KLYSSI TNQQR

179  477.3171  952.6196  952.5566 0.0630 1 6 67 1 TLSRLAHR

143  428.2976  854.5807  854.4722 0.1085 1 6 56 1 LGTRGHSK

307  413.3013 1649.1763 1648.6895 0.4867 O 6 1.2e+002 1  TYI SQUCDDTM/CR + Oxidation (M

135  427.2627  852.5109 852.5293 -0.0185 O 6 86 1  AALVRPAR

258  433.4000 1297.1782 1296.7554 0.4228 O 6 72 1 TPVAVTAWALLR

65  599.3000  598.2927 598.3439 -0.0511 0 6 47 1  EVWPWR

285  484.2254 1449.6543 1449.7939 -0.1397 1 6 73 1 IKLYSSI TNQQR

328  610.1000 1827.2782 1826.9713 0.3069 1 6 60 1  TFSRLMNLTFLDLTR

161  445.2477  888.4808 888.4777 0.0031 1 6 1.2e+002 1 TQRVTER

364  599.4665 2393.8370 2394.0155 -0.1785 1 6 48 1  GWMCKNLI GTFMCI CPPGVAR + Car bani donet hyl
325  599.3386 1794.9939 1795.1157 -0.1219 O 6 59 1  FLGLLLLLLGAACLIPR

380  660.4931 2637.9431 2638.2778 -0.3347 1 5 53 1  APDPGRLMAGCAAVGASLAAPGGLCEQR

90  404.4000  806.7854  806.4650 0.3204 O 5 1.2e+002 1 AFLLSTR

289  738.0275 1474.0404 1473.8667 0.1737 1 5 75 1 VGLPARPKSPLDPK

225  610.1000 1218.1854 1218.5782 -0.3927 O 5 84 1  FDNALFHAER

350  738.5883 2212.7432 2213.1151 -0.3719 1 5 56 1  LLQYCETGVKEGATLVYGGR + Car bani domet hyl |
146  430.5000  858.9854  859.3391 -0.3536 O 5 1.7e+002 1 COMFCVK + 2 Carbani domethyl (C); Oxidati
75  657.9000  656.8927  657.3632 -0.4705 O 5 1.1e+002 1 ICLGPR

356  570.3647 2277.4299 2277.9267 -0.4968 1 5 58 1  FAVBPSNFSSSCCQDEEGRK + Car bami donet hyl |
168  450.2742  898.5339 898.5164 0.0175 1 5 88 1  YKILLYS

106  413.3534  824.6923 824.3586 0.3337 O 5 78 1  TMETAEK + Oxidation (M

316  572.3000 1713.8782 1713.9162 -0.0380 1 5 85 1  HQSETALKNVFTALR

97  407.2699  812.5252  812.3963 0.1289 0 5 76 1 QLMHER

114  417.2000  832.3854  832.4443 -0.0588 O 5 1.1e+002 1 FTLAPER

186  485.3476  968.6807  968.4055 0.2751 0 5 88 1 CMVEAATR + 2 Oxidation (M
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203 499.6000 1495.7782 1495.5998 0.1784 1 5  3e+002 1  MGDDQEDDFPRR + Oxidation (M

269  660.6000 1319.1854 1319.5234 -0.3380 O 5 1.2e+002 1  MECGPSQPAEDR + Carbani domethyl (C); Oxi«
96  407.1000  812.1854  812.3487 -0.1632 0 5 80 1 AFCIDTP + Carbanidonethyl (C)

102  411.2825  820.5505 820.3749 0.1756 O 5 1.2e+002 1 VI SEDCR

181  484.3000  966.5854  966.4124 0.1731 1 5 91 1  MGGCAGSRR + Carbami domethyl (C); Oxidati
165  445.9485  889.8824  889.4943 0.3881 0 5 1.1e+002 1  MPVTSLVK + Oxidation (M

288  489.0299 1464.0680 1463.7481 0.3199 1 5 81 1 HVETGPNGEQ RK

166 447.6221  893.2296  893.3913 -0.1616 O 5 1.1e+002 1  SLGCMEAR + Oxidation (M

139  427.3101  852.6057 852.5433 0.0625 O 4 1.2e+002 1  ALKPPSIK

163  445.2525  888.4905  888.4930 -0.0024 1 4 1.5e+002 1 TWSRAR

335  641.9000 1922.6782 1922.8469 -0.1687 0 4 79 1  CFSFGSAEAEASYLTQR + Carbani donet hyl (C)
315  427.3509 1705.3743 1704.9998 0.3745 1 4 93 1  LAGAGPGREAVLAALALR

137  427.3000 852.5854  852.5293 0.0561 O 4 1.2e+002 1 ALLQRPR

342  660.6000 1978.7782 1978.9751 -0.1969 1 4 1.2e+002 1 CMPGTTVLQCTLRSLQR + Car bani domet hyl (O);
59  508.2963  507.2891 507.1748 0.1143 0 4 2.2e+002 1 CGQSG + Carbani domet hyl (C)

362  599.3840 2393.5069 2393.4344 0.0724 1 4 67 1 FLGLLLLLLGAACLI PRSAQVR + Car bani donet hyl
360  790.3815 2368.1227 2368.2056 -0.0829 1 4 67 1  KATMAGGLANLQDLENTTPAQPK

162  445.2515  888.4884  888.4189 0.0695 O 4 1.6e+002 1  AAESETPGK

233 415.1000 1242.2782 1242.6258 -0.3476 1 4 1.3e+002 1  HKYEFLH\R

242 423.1214 1266.3423 1266.4969 -0.1546 O 4 97 1  MGEAGAAEEACR + Carbani domethyl (C); Oxi«
157  441.8071  881.5996 881.4858 0.1138 0 4 1e+002 1  ALIYSTSK

79  400.2284  798.4422  798.4460 -0.0038 1 4 1.1e+002 1 TGAPARAR

69  630.1980  629.1907  629.3497 -0.1590 O 4 1.9e+002 1 G QXK

228  409.3000 1224.8782 1224.5809 0.2973 1 4 1e+002 1  SESMEPKVFR + Oxidation (M

383  930.1077 2787.3012 2787.2826 0.0186 1 4 91 1  LPVGCAGFVCCHRPQSPRNMDGVBK + Car bami donet
61  534.4000 533.3927 533.2445 0.1482 0 4 1.3e+002 1  NGESK

177  471.3691  940.7236  940.5090 0.2145 1 4 1e+002 1 DPDGRLLR

308  413.3290 1649.2869 1648.8065 0.4804 1 4 1.9e+002 1  VHTGGKPYKCEVCTK

218  401.1000 1200.2782 1200.7064 -0.4282 1 4 1.9e+002 1 RPGRVRPHAR

190  498.8169  995.6193  995.5876 0.0317 1 4 2.6e+002 1  LSLGSHRVK

353 1113.7000 2225.3854 2225.0544 0.3311 1 4 93 1  MSPPCPQPQSAPGG GOVRLK + Oxidation (M
234  416.3595 1246.0566 1245.6023 0.4543 1 4 1.4e+002 1  SKTPSSPCPASK + Carbami donet hyl (C)

131  425.3998  848.7851 848.3811 0.4041 0O 4 1.5e+002 1 TCPGATSR + Carbani domethyl (C)

371  846.4360 2536.2862 2536.1569 0.1293 1 4 69 1  HVHCHLOCPDG-MOHAVLTARR + Oxidation (M
94  405.2546  808.4947  808.3927 0.1021 1 4 1.2e+002 1  KDSSGTSK

224 406.3526 1216.0359 1215.7009 0.3350 1 4 1.2e+002 1 LEACRSILALK

378  658.5000 2629.9709 2630.1991 -0.2282 1 3 82 1  NVDNSLLQDSDLDPRGSDERPTR

113 416.5275  831.0404 831.4715 -0.4311 1 3 1.7e+002 1  KHHQGLI

265  658.5000 1314.9854 1315.4655 -0.4800 O 3 1.3e+002 1  THOSXXXFMVK + Oxidation (M

159  445.2000  888.3854  888.3760 0.0095 O 3 2.1e+002 1  DGAPGAMVDR

385 1026.1206 3075.3400 3075.4282 -0.0883 1 3 65 1  GAVNVGGQDPEPGQDLSQPEREVDPSWER

214  572.3000 1142.5854 1142.6197 -0.0342 0 3 2e+002 1 QHSWFIGIR

205  762.0851 1522.1556 1521.8013 0.3543 1 3 1.3e+002 1  YFSDLKQHM LK

72 640.8118  639.8046  639.3089 0.4957 0 3 1e+002 1  SSPGHR

116  419.2369  836.4593  836.3810 0.0783 1 3 1.4e+002 1 OQRMDSGK + Oxidation (M

154  440.2000  878.3854  878.4498 -0.0643 1 3 7.8e+002 1  KQPPPPES

107  413.4000  824.7854  824.4756  0.3099 1 3 1.3e+002 1  VAPPKGEK

387  818.42095 3269.6890 3269.9189 -0.2299 1 3 1.2e+002 1  MGTRLLPALFLVLLVLGFGEG SLQLLGVSK + Oxi dat
377  640.9000 2559.5709 2559.3293 0.2416 1 3 1.2e+002 1  LQSRGFPSQG\VLDDNTASI SLLK

386  790.3408 3157.3340 3157.3977 -0.0637 O 3 73 1  AHTCPPPPSCLSGPSCMOPYI TTPSNSSPK + Car barmi
253  640.5000 1278.9854 1278.5995 0.3859 1 3 1.4e+002 1 CCQAGWLGGRK + Car bani domethyl (C)

251  640.4267 1278.8388 1278.6092 0.2296 O 3 1.4e+002 1  HVSSTSSSFLEV

155  441.3946  880.7746  880.3974 0.3772 1 3 1.4e+002 1 EFRGECR + Carbani donethyl (C)

103 412.3509  822.6872 822.4348 0.2524 1 3 1.4e+002 1 YTEVRR

268  440.6000 1318.7782 1318.6703 0.1078 O 3 1.4e+002 1 HSMFIETGR + Oxidation (M

276 445.2786 1332.8141 1332.6819 0.1321 1 3 1.6e+002 1 | RNASTAAEGLCK

305  410.0253 1636.0722 1635.7965 0.2757 1 3 1.4e+002 1  EQGEEELLRSPGHR

238  629.1656 1256.3167 1256.5352 -0.2185 1 2 1.5e+002 1  STTCPMKCOVK + Carbani domethyl (C); Oxidat
339  658.5000 1972.4782 1972.0629 0.4153 1 2 1.1e+002 1  NVPPVG LAPEANPKAEEK

341  660.4815 1978.4225 1978.7772 -0.3546 0O 2 1.2e+002 1 FGDLEMVBSQNSEESEK + 2 Oxidation (M

129  424.4000  846.7854  846.4963 0.2891 0O 2 2.1e+002 1 EAIVFLR

303  405.0670 1616.2388 1615.8504 0.3884 1 2 1.4e+002 1  KCEHDPHVLLAVAK + Carbani domethyl (C)
338  657.9000 1970.6782 1970.9924 -0.3143 0 2 1.2e+002 1  VCTPSFLPWIPAELTGPR

80  401.1000  800.1854  800.3664 -0.1810 O 2 2.2e+002 1  VHSESDK

188  489.0349  976.0553  976.4436 -0.3884 0O 2 2.1e+002 1  HAFEAGSMK

67 611.1370  610.1298 610.3187 -0.1889 0 2 1.1e+002 1  QQAHK

148  432.2303  862.4460 862.3789 0.0671 O 2 2e+002 1 MAWPQEAR + Oxidation (M

149  432.2843  862.5540 862.4218 0.1322 0O 2 2e+002 1 MPTTIER + Oxidation (M

294  503.2000 1506.5782 1506.6231 -0.0450 1 2 1.7e+002 1  YTPCSYRGVEER + Oxidation (M

105  413.2774  824.5403  824.4657 0.0746 0O 2 1.6e+002 1 GLHPFWR

204  531.1000 1060.1854 1060.4713 -0.2858 0O 2 2e+002 1  YTDYADSVK

333 480.3000 1917.1709 1916.9956 0.1753 1 2 1.7e+002 1  DNELI GQTVRI SQGPYK

312  420.0164 1676.0364 1675.8814 0.1550 1 2 1.7e+002 1  NDLDTLLSMEIKLR + Oxidation (M

389 1113.7000 3338.0782 3338.5487 -0.4705 1 1 1.1e+002 1  NGG PHYLRQTEDVAEVLNHCASSNWSER + Car bani (
266  440.2000 1317.5782 1317.6459 -0.0678 1 1 2.2e+002 1  GGTHGSLKTSAMR + Oxidation (M

321  441.9509 1763.7746 1763.9391 -0.1645 1 1 1.7e+002 1  AAPAGGGGSAVSVLAPNGRR

182  484.5000  966.9854  967.3488 -0.3633 0 1 2.2e+002 1  GCCSSSDPR + Carbani domethyl (C)

264  657.9000 1313.7854 1313.7166 0.0689 O 1 2e+002 1 FLVGPDG PI MR

317  430.1762 1716.6757 1716.9424 -0.2667 O 1 1.9e+002 1  HGAVAVGAGHLYTVPI R

174  464.2768  926.5390  926.4934  0.0456 O 1 1.9e+002 1  GGGGTWGAPR

284  469.6000 1405.7782 1405.7064 0.0718 1 1 1.9e+002 1 EGPSKAM FPWK + Oxidation (M

141  427.3700  852.7255 852.5293 0.1962 0O 1 2.4e+002 1  AALVRPAR

368  616.4814 2461.8966 2462.2410 -0.3444 1 1 2.9e+002 1  QHSPI QVPMVAGSPLGATQTCNKY

299  531.1000 1590.2782 1589.8678 0.4104 1 1 3.1e+002 1  TYSWGRPLLDRK

183  484.5605  967.1065 967.3488 -0.2423 O 1 2.4e+002 1  GCCSSSDPR + Car bani domethyl (C)

140  427.3418  852.6690 852.3694  0.2996 1 1 2.6e+002 1 NMNRMR + 2 Oxidation (M
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298  529.3000 1584.8782 1584.7090 0.1692 1 1 2e+002 1  LSITENGEFKNSSC + Carbani donet hyl (C)
382 927.4415 2779.3026 2779.2269 0.0757 1 1 1.2e+002 1 LEELKEQETEEEI PDDAQFEMDI

92  404.4638  806.9130  806.4208 0.4922 1 1 2.7e+002 1 DKLMIAL + Oxidation (M

184  484.6901  967.3657 967.3488 0.0169 0 1 2.7e+002 1  GCCSSSDPR + Carbani domet hyl (C)

346 1025.4725 2048.9304 2049.1115 -0.1811 1 1 3.7e+002 1 LGGYGWRLQLILNPLTK + 2 Oxidation (M
331  927.7668 1853.5191 1853.9168 -0.3977 0 1 2.8e+002 1  MNTNYHLPPSPVPMK + Oxidation (M

329  611.3486 1831.0239 1830.7885 0.2354 1 0 1.9e+002 1 FTCACPDGM.LARCMR + 2 Oxidation (M

88  403.2368  804.4590  804.3476 0.1114 0 0 6.6e+002 1 NMAYYK + Oxidation (M

64  573.4000 572.3927 572.3071 0.0856 0 0 5e+002 1 FGPPR

124 420.2676  838.5206 838.3821 0.1385 O 0 2.4e+002 1  VHTEEQP

76 658.5000  657.4927 657.3333 0.1594 0 0 3.3e+002 1 LESPWN

309  554.1489 1659.4250 1659.8654 -0.4405 1 0 2.4e+002 1  YGQMPTA KGPLPNTK + Oxi dation (M

372 639.6342 2554.5075 2554.1217 0.3859 1 0 1.7e+002 1  APCPASPGGSSCGSEAPASGFGPEKHL + Car bami doi
267  659.8000 1317.5854 1317.5185 0.0669 1 0 3.1e+002 1 CCEKTMEVMR + Carbamidomethyl (C): 2 Oxit

401. 1000 400. 0927
402. 2372 401. 2299
404. 2000 403. 1927
404. 4000 403. 3927
404. 4000 403. 3927
405. 1000 404. 0927
405. 1000 404. 0927
405. 2936 404. 2863
407. 1000 406. 0927
409. 1933 408. 1861
409. 2981 408. 2908
409. 3000 408. 2927
413. 2000 412.1927
415. 1000 414.0927
415. 1000 414.0927
415. 1906 414.1834
416. 1000 415. 0927
416. 1950 415. 1877
416. 2947 415. 2874
416. 4000 415. 3927
417. 2000 416. 1927
417.4000 416. 3927
419. 3063 418. 2990
419. 3149 418. 3077
422.9000 421. 8927
424.3057 423.2984
424.3082 423. 3009
425. 1910 424.1837
425.2738 424. 2666
425. 2803 424. 2730
427.3028 426. 2955
430. 2651 429. 2578
430. 5000 429. 4927
433. 2856 432. 2783
433. 4000 432. 3927
434. 2635 433. 2563
435. 8013 434.7941
440. 2000 439.1927
441. 3630 440. 3558
441. 8014 440. 7941
441.8109 440. 8036
441.8153 440. 8080
441.8173 440. 8101
441. 8569 440. 8496
445. 2000 444.1927
447. 6035 446. 5962
459. 2000 458. 1927
459. 4000 458. 3927
463. 4000 462. 3927
465. 4000 464. 3927
467. 3510 466. 3437
469. 6000 468. 5927
484.4113 483. 4040
484.5000 483. 4927
484. 5197 483. 5124
491. 2753 490. 2680
499. 6000 498. 5927
503. 2000 502. 1927
531. 1000 530. 0927
572. 3000 571. 2927
610. 1000 609. 0927
628. 1735 627. 1662
639. 8001 638. 7928
640. 5000 639. 4927
641. 9000 640. 8927
642. 6104 641. 6031
659. 8000 658. 7927
411. 2718 820. 5291
415. 4828 828. 9510
419. 2842 836. 5538
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125 421. 2806
136 427.2648
138 427.3030
147 432. 1000
169 450. 2957
189 490. 0414
199 527. 6518
210 1113.7000
13 572. 2096
26 407. 1000
246 639. 3731
252 640. 4342
641.3967
255 641.8874
92 499. 5010
96 767.3889
297 528. 2077
306 413. 2481
11 836. 2201
26 599. 4149
33 640. 5000
340 659. 8000
348 528. 2000
349 704.5476
351 556. 3425
52 1112. 6063
35 1116. 1242
567. 4312
58 572. 4096
59 583. 5350
76 640. 6483
79 660. 4515
761. 8036
88 1112.4901
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Search Parameters

Type of search

Enzyne :
Vari abl e nodi fications :
Mass val ues :
Protein Mass :
Pepti de Mass Tol erance :
Fragment Mass Tol er ance:
Max M ssed Cl eavages

I nstrunent type

Nunber of queries

840. 5467
852. 5151
852. 5915
862. 1854
898. 5769
978. 0683
1053. 2890
1112. 6927
1142. 4047
1218. 2782
1276. 7316
1278. 8539
1280. 7789
1281. 7602
1495. 4813
1532. 7633
1581. 6011
1648. 9631
1670. 4255
1795. 2229
1918. 4782
1976. 3782
2108. 7709
2110. 6208
2221. 3408
2223.1981
2230. 2338
2265. 6958
2285. 6095
2330. 1108
2558. 5639
2637.7770
3043. 1854
3334. 4485

2286.0990 -0.4896 0 ---

Ms/ MS | on Search
Trypsin

Car bam donet hyl
Mbnoi sot opi ¢
Unrestricted

+ 0.5 Da

+ 0.5 Da

1

Def aul t

389

(O, Xidation (M

Mascot: http://www.matrixscience.com/
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